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A Corrigendum on

Cross-Species Meta-Analysis of Transcriptomic Data in Combination With Supervised Machine 
Learning Models Identifies the Common Gene Signature of Lactation Process
by Farhadian M, Rafat SA, Hasanpur K, Ebrahimi M and Ebrahimie E (2018). Front. Genet. 9:235. 
doi: 10.3389/fgene.2018.00235

In the original article, we neglected to include the funder “Iran National Science Foundation (INFS), 
Grant No. 95814261”.

A correction has been made to the Funding statement:

“The authors would like to thank the Iran National Science Foundation (INSF, Grant No. 
95814261) for the financial support. We would also like to thank the authorities of Tabriz 
University.”

The authors apologize for this error and state that this does not change the scientific conclusions 
of the article in any way.

Copyright © 2019 Farhadian, Rafat, Hasanpur, Ebrahimi and Ebrahimie. This is an open-access article distributed under the 
terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, 
provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, 
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