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An Erratum on
 FluentDNA: Nucleotide Visualization of Whole Genomes, Annotations, and Alignments

by Seaman, J., and Buggs, R. J. A. (2020). Front. Genet. 11:292. doi: 10.3389/fgene.2020.00292



Due to a production error, there was an error in affiliation 1. Instead of “Richmond, VA, United Kingdom,” it should be “Richmond, United Kingdom.”

The publisher apologizes for this mistake. The original article has been updated.

Copyright © 2020 Frontiers Production Office. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.






OPS/images/crossmark.jpg
©

2

i

|





OPS/xhtml/Nav.xhtml




Contents





		Cover



		Erratum: FluentDNA: Nucleotide Visualization of Whole Genomes, Annotations, and Alignments













OPS/images/cover.jpg
’ frontiers
in Genetics

Erratum: FluentDNA: Nucleotide
Visualization of Whole Genomes,
Annotations, and Alignments





OPS/images/logo.jpg
, frontiers
in Genetics





