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An Erratum on

Full Transcriptome Analysis of Callus Suspension Culture System of Bletilla striata
by Li, L., Liu, H, Wen, W., Huang, C., Li, X., Xiao, S., et al. (2020). Front. Genet. 11:995.
doi: 10.3389/fgene.2020.00995

Due to a production error, there was a mistake in Figure 4 as published. The published Figure 4
was the same as Figure 8. The correct Figure 4 appears below.
The publisher apologizes for this mistake. The original article has been updated.
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FIGURE 4 | Classification of B. striata in KOG. The transcripts could be roughly divided into 26 categories according to their function (represented by A-Z), and the

number of genes in each category was counted.
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