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There is an error in the Data Availability Statement. The correct number for NCBI's Sequence Read Archive BioProject associated with this work is PRJNA543399. The Data Availability Statement should read:

The data generated for this study have been deposited in NCBI's Sequence Read Archive through the BioProject accession numbers PRJNA484227 and PRJNA543399. All raw counts and translation events used in this study are available as Supporting Information. RP-BP is publicly available at https://github.com/dieterich-lab/rp-bp under the MIT License. The code for generating co-expression networks is available as Supplementary Information.

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.

Copyright © 2021 Boileau, Doroudgar, Riechert, Jürgensen, Ho, Katus, Völkers and Dieterich. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.
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