
CORRECTION
published: 17 June 2021

doi: 10.3389/fgene.2021.706542

Frontiers in Genetics | www.frontiersin.org 1 June 2021 | Volume 12 | Article 706542

Edited and reviewed by:

Abdelaziz Beqqali,

University of Edinburgh,

United Kingdom

*Correspondence:

Christoph Dieterich

christoph.dieterich@uni-heidelberg.de

†These authors share senior

authorship

Specialty section:

This article was submitted to

RNA,

a section of the journal

Frontiers in Genetics

Received: 07 May 2021

Accepted: 24 May 2021

Published: 17 June 2021

Citation:

Boileau E, Doroudgar S, Riechert E,

Jürgensen L, Ho TC, Katus HA,

Völkers M and Dieterich C (2021)

Corrigendum: A Multi-Network

Comparative Analysis of

Transcriptome and Translatome

Identifies Novel Hub Genes in Cardiac

Remodeling.

Front. Genet. 12:706542.

doi: 10.3389/fgene.2021.706542

Corrigendum: A Multi-Network
Comparative Analysis of
Transcriptome and Translatome
Identifies Novel Hub Genes in
Cardiac Remodeling

Etienne Boileau 1,2,3, Shirin Doroudgar 2,3, Eva Riechert 2,3, Lonny Jürgensen 2,3,

Thanh Cao Ho 2, Hugo A. Katus 2,3, Mirko Völkers 2,3† and Christoph Dieterich 1,2,3*†

1 Section of Bioinformatics and Systems Cardiology, Klaus Tschira Institute for Integrative Computational Cardiology,

Heidelberg, Germany, 2Department of Internal Medicine III (Cardiology, Angiology, and Pneumology), University Hospital

Heidelberg, Heidelberg, Germany, 3DZHK (German Centre for Cardiovascular Research), Partner Site Heidelberg/Mannheim,

Berlin, Germany

Keywords: cardiovascular, cardiac hypertrophy, transcription/RNA-seq, translation/Ribo-seq, co-expression

networks

A Corrigendum on

A Multi-Network Comparative Analysis of Transcriptome and Translatome Identifies Novel

Hub Genes in Cardiac Remodeling

Boileau, E., Doroudgar, S., Riechert, E., Jürgensen, L., Ho, T. C., Katus, H. A., et al. (2020) Front.
Genet. 11:583124. doi: 10.3389/fgene.2020.583124.

There is an error in the Data Availability Statement. The correct number forNCBI’s Sequence Read
Archive BioProject associated with this work is PRJNA543399. The Data Availability Statement
should read:

The data generated for this study have been deposited in NCBI’s Sequence Read Archive
through the BioProject accession numbers PRJNA484227 and PRJNA543399. All raw counts and
translation events used in this study are available as Supporting Information. RP-BP is publicly
available at https://github.com/dieterich-lab/rp-bp under theMIT License. The code for generating
co-expression networks is available as Supplementary Information.

The authors apologize for this error and state that this does not change the scientific conclusions
of the article in any way. The original article has been updated.
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