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In the original article, there was a mistake in Table 3 as published. Values in column “PBLUP” and “GBLUP_full” are inverted. The corrected Table 3 appears below. The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
TABLE 3 | Prediction accuracy for VNN resistance in two European sea bass commercial cohorts (VNN_A and VNN_B), vibriosis resistance in one European sea bass commercial cohort (VIB) and pasteurellosis resistance in one gilthead sea bream commercial cohort (PAS) using different training population sizes and marker densities.
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