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A Corrigendum on

The Identification of Two RNA Modification Patterns and Tumor Microenvironment
Infiltration Characterization of Lung Adenocarcinoma
by He,W., Lin, G., Pan, C., Li, W., Shen, J., Liu, Y., Li, H., Wu, D., and Lin, X. (2022). Front. Genet. 13:
761681. doi: 10.3389/fgene.2022.761681

In the original article, we neglected to include the funder “Guangdong Finance Foundation for
Industrial Technology Research and Development, 20160907 to Gengpeng Lin.” A correction has
been made to the funding statement as given below:

“This study was supported by Shenzhen Science and Technology Innovation Commission
(JCYJ20190807150403655), the Health, Population and Family Planning Commission of
Shenzhen Municipality (SZXJ2018023), Young and Middle-aged Scientific Research Backbone
Cultivation Project of Shenzhen People’s Hospital (SYKYPY201919) and Guangdong Finance
Foundation for Industrial Technology Research and Development (20160907).”

The authors apologize for this error and state that this does not change the scientific conclusions
of the article in any way. The original article has been updated.
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