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A Corrigendum on 
Genome-wide identification of Aux/IAA gene family and their expression analysis in Prunus mume
 by Cheng W, Zhang M, Cheng T, Wang J and Zhang Q (2022). Front. Genet. 13:1013822. doi: 10.3389/fgene.2022.1013822


In the published article, there was an error in Affiliation. The affiliation for the authors was written incorrectly. The wrong affiliation read as: “Key Laboratory of Genetics and Breeding in Forest Trees and Ornamental Plants of Ministry of Education, School of Landscape Architecture, Beijing Forestry University, Beijing, China”. The correct affiliation should read as: “Beijing Key Laboratory of Ornamental Plants Germplasm Innovation & Molecular Breeding, National Engineering Research Center for Floriculture, Beijing Laboratory of Urban and Rural Ecological Environment, Engineering Research Center of Landscape Environment of Ministry of Education, Key Laboratory of Genetics and Breeding in Forest Trees and Ornamental Plants of Ministry of Education, School of Landscape Architecture, Beijing Forestry University, Beijing, China”.
The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
PUBLISHER’S NOTE
All claims expressed in this article are solely those of the authors and do not necessarily represent those of their affiliated organizations, or those of the publisher, the editors and the reviewers. Any product that may be evaluated in this article, or claim that may be made by its manufacturer, is not guaranteed or endorsed by the publisher.
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