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A Corrigendum on
Population genomics of American mink using genotype data

by Hu G, Do DN, Manafiazar G, Kelvin AA, Sargolzaei M, Plastow G, Wang Z and Miar Y (2023).
Front. Genet. 14:1175408. doi: 10.3389/fgene.2023.1175408

A correction has been made to Acknowledgments. Paragraph 1. This sentence
previously stated:

“We also thank the Canadian Center for Fur Animal Research and Millbank Fur Farm
staff for collecting and providing the data.”

The corrected sentence appears below:

“We also thank the Canadian Center for Fur Animal Research and Millbank Fur Farm
staff for collecting and providing the data and the members of Miar Lab (https://miarlab.ca/
personnel) who helped in the molecular lab and farm.”

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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