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In the published article, there was an error in the legend for Figure 3 as published. The text of the legend for Figure 3 is written backwards: “Protein expression and distribution. Subcellular localization of EGFP, FOXL2, FOXL2-MT1, and FOXL2-MT2. The first column shows the nuclei stained with Hoechst33342; the second column shows the subcellular localization of EGFP or FOXL2 as an EGFP-tagged fusion protein. The third column shows the combined images of the above images (400× magnification).”
The contents of the first and second columns should be exchanged. The corrected legend should read as “The first column shows the subcellular localisation of EGFP as a marker for FOXL2 protein; the second column shows the nuclei stained with Hoechst33342.”
The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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