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A Corrigendum on

Current phenotypic and genetic spectrum of syndromic deafness in Tunisia: paving the way for precision
auditory health

by Mkaouar R, Riahi Z, Marrakchi J, Mezzi N, Romdhane L, Boujemaa M, Dallali H, Sayeb M, Lahbib S, Jaouadi H, Boudabbous H, Zekri L, Chargui M,

Messaoud O, Elyounsi M, Kraoua |, Zaouak A, Turki I, Mokni M, Boucher S, Petit C, Giraudet F, Mbarek C, Besbes G, Halayem S, Zainine R, Turki H, Tounsi A,
Bonnet C, Mrad R, Abdelhak S, Trabelsi M and Charfeddine C (2024). Front. Genet. 15:1384094. doi: 10.3389/fgene.2024.1384094

In the published article, there was an error in the legend for
Figure 4 as published. The gene names corresponding to color
degradation for the Waardenburg syndrome pie chart
are incorrect.

The corrected legend appears below: The SOX10 gene should be
at the top (darkest blue), and the EDNRB gene should be at the
bottom (lightest blue). Consequently, the number of patients should
be 8 for the SOX10 gene and 2 for the EDNRB gene.

In addition, there was an error in the caption of Figure 4 in the
published version of the manuscript: “FIGURE 4: Genetic and
mutational spectrum of syndromic deafness in the Tunisian
population. Deafness syndromes with known molecular etiologies
are represented by pie charts. Each syndromic deafness is indicated

with a different color. Color degradation has been adopted to specify

the gene(s) associated with each syndrome. The number of variants
identified in each gene is provided.”

The corrected Figure 4 appears below:

The authors apologize for these errors and state that this does
not change the scientific conclusions of the article in any way. The
original article has been updated.

Publisher’'s note

All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated organizations,
or those of the publisher, the editors and the reviewers. Any product
that may be evaluated in this article, or claim that may be made by its
manufacturer, is not guaranteed or endorsed by the publisher.

Usher Waardenburg Pendred X-linked MIDD Il Pompe disease Chanarin-Dorfman
agammaglobulinemia
amvora 8-> 2- sLeosas G4 ABHDO
= ADGRV1 = S0X10 . nBTK MT-CO2 NDS
2 USHIC 21 = Paxs i ; 4
 USHIG 8 EDNRB | | -
i ™ 8 v \_/ \_/
PCDH15
CDH23 -33 1 3 9
. . Auditory neuropathy Mitochondrial DNA Congenital
MPS IH
MPS il Spastic paraplegia MELAS and optic atrophy  depletion syndrome 9  circumferential skin

= [DUA

creases

Frontiers in Genetics 02

1
= SGSH 1 SPGI1
MTTL1 = SUCLG1
= NAGLU " FDXR = MAPRE2
't HGSNAT
1 6 ] u 4 -2 1

Thiamine responsive
megaloblastic anemia

Renal tubular
acidosis

Craniofacial-deafness-
hand syndrome

wMANZBT = SLC29A3,
= ATP6V1B1 nSLC19A2 u ALMS1 = SLC29A3 PAX3
! 1
12 2 2 7 .

FIGURE 4

Genetic spectrum of syndromic deafness in the Tunisian population. Deafness syndromes with known molecular etiologies are represented by pie
charts. Each syndromic deafness is indicated with a different color. Color degradation has been adopted to specify the gene(s) associated with each
syndrome. The number of patients carrying variants in each gene is provided.
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