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A Corrigendum on
Bipartite networks represent causality better than simple networks:
evidence, algorithms, and applications

by Shen, B., Coruzzi, G., and Shasha, D. (2024). Front. Genet. 15:1371607. doi: 10.3389/fgene.
2024.1371607

In the published article, an Author name was incorrectly written as “Gloria Curozzi.”
The corrected author name should read as “Gloria M. Coruzzi.”

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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