& frontiers | Frontiers in Genetics

’ @ Check for updates

OPEN ACCESS

APPROVED BY
Frontiers Editorial Office,
Frontiers Media SA, Switzerland

*CORRESPONDENCE

Abolfazl Bahrami,
a.bahrami@ut.ac.ir

Mostafa Sadeghi,
sadeghimos@ut.ac.ir

These authors have contributed equally to
this work

RECEIVED 23 April 2024
ACCEPTED 24 January 2025
PUBLISHED 18 February 2025

CITATION
Ghafouri F, Sadeghi M, Bahrami A, Naserkheil M,
Dehghanian Reyhan V, Javanmard A,
Miraei-Ashtiani SR, Ghahremani S, Barkema HW,
Abdollahi-Arpanahi R and Kastelic JP (2025)
Corrigendum: Construction of a
circRNA-lincRNA-INcRNA-miRNA-mRNA
ceRNA regulatory network identifies genes and
pathways linked to goat fertility.

Front. Genet. 16:1422201.

doi: 10.3389/fgene.2025.1422201

COPYRIGHT

© 2025 Ghafouri, Sadeghi, Bahrami, Naserkheil,
Dehghanian Reyhan, Javanmard, Miraei-
Ashtiani, Ghahremani, Barkema, Abdollahi-
Arpanahi and Kastelic. This is an open-access
article distributed under the terms of the
Creative Commons Attribution License (CC BY).
The use, distribution or reproduction in other
forums is permitted, provided the original
author(s) and the copyright owner(s) are
credited and that the original publication in this
journal is cited, in accordance with accepted
academic practice. No use, distribution or
reproduction is permitted which does not
comply with these terms.

Frontiers in Genetics

TvpPE Correction
PUBLISHED 18 February 2025
pol 10.3389/fgene.2025.1422201

Corrigendum: Construction of a
circRNA—-lincRNA—-IncRNA-
MIRNA-mRNA ceRNA regulatory
network identifies genes and
pathways linked to goat fertility

Farzad Ghafouri'!, Mostafa Sadeghi'*!, Abolfazl Bahrami®?*",
Masoumeh Naserkheil**, Vahid Dehghanian Reyhan?,

Arash Javanmard?*, Seyed Reza Miraei-Ashtiani?,

Soheila Ghahremani®, Herman W. Barkema®,

Rostam Abdollahi-Arpanahi* and John P. Kastelic®

!Department of Animal Science, College of Agriculture and Natural Resources, University of Tehran,
Karaj, Iran, 2Nuclear Agriculture Research School, Nuclear Science and Technology Research Institute,
Karaj, Iran, *Animal Breeding and Genetics Division, National Institute of Animal Science, Cheonan-si,
Republic of Korea, “Department of Animal Sciences, Faculty of Agriculture, University of Tabriz, Tabriz,
Iran, *Department of Animal Science, Faculty of Agriculture, University of Tarbiat Modares, Tehran, Iran,
SFaculty of Veterinary Medicine, University of Calgary, Calgary, AB, Canada

KEYWORDS

fertility, ceRNA regulatory network, ovarian granulosa cells, goat, scRNA-seq analysis

A Corrigendum on

Construction of a circRNA-lincRNA-IncRNA-miRNA-mRNA ceRNA
regulatory network identifies genes and pathways linked to goat fertility
by Ghafouri F, Sadeghi M, Bahrami A, Naserkheil M, Dehghanian Reyhan V, Javanmard A, Miraei-

Ashtiani SR, Ghahremani S, Barkema HW, Abdollahi-Arpanahi R and Kastelic JP (2023). Front.
Genet. 14:1195480. doi: 10.3389/fgene.2023.1195480

In the published article, there was an error in Affiliation 2. Instead of “Biomedical
Center for Systems Biology Science Munich, Ludwig-Maximilians-University, Munich,
Germany,” it should be “Nuclear Agriculture Research School, Nuclear Science and
Technology Research Institute, Karaj, Iran”.

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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