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A Corrigendum on
Set of 15 SNP-SNP markers for detection of unbalanced degraded DNA
mixtures and noninvasive prenatal paternity testing

by Zhang R, Tan Y, Wang L, Jian H, Zhu J, Xiao Y, Tan M, Xue J, Yang F and Liang W (2022). Front.
Genet. 12:800598. doi: 10.3389/fgene.2021.800598

In the published article, an author name was incorrectly written as “Rangran Zhang”.
The correct spelling is “Ranran Zhang.”

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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