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An Erratum on

Integrative genomic analyses combined with molecular dynamics
simulations reveal the impact of deleterious mutations of Bcl-2 gene on
the apoptotic machinery and implications in carcinogenesis

by Elamin G, Zhang Z, Dwarka D, Kasumbwe K, Mellem J, Mkhwanazi NP, Madlala P and Soliman
MES (2025). Front. Genet. 15:1502152. doi: 10.3389/fgene.2024.1502152

Due to a production error, the latest version of the article was not published.

Corrections have been made to the Abstract, Introduction, Discussion, and Conclusion
sections. Furthermore, a new section called Limitations of the Study and Future Perspectives
has been added.

The publisher apologizes for this mistake. The original version of this article has
been updated.
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