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In the published article, there was an error in Table 1 as published. Table one, included
two instances of SLCO1B1 The first instance should be CYP2B6. The corrected Tablel and
its caption appear below.

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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TABLE 1 Phenotype frequency (%) comparison of the Whole Exome Sequencing cohort (CES) against data published on the PharmGKB (PGKB) website and a
recent publication (LIT) (Tremmel et al., 2023). For population comparisons, AMR (Admixed American) from CES was compared against LAT (Latino) from

PGKB due to differences in biogeographical classifications. Blank values for, PGKB, or LIT indicate values not available at the time of publication.

CYP2B6

CYP2D6

Normal Metabolizer 22 334 254 | 342 33.6 354 | 545 48.6 51.2 | 482 43 51.2 34.2 42.2 30.9
Intermediate 54.9 46.6 47.7 | 421 42.2 435 | 269 32.6 33.1 37.1 38 35.1 42.1 36.5 454
Metabolizer

Poor Metabolizer 209 15.7 21.5 13.2 9.5 164 | 7.1 4.4 5.2 6.2 7.4 5.8 13.2 6 15.1
Rapid Metabolizer 1.1 1.2 2.7 5.3 12.3 14 10.3 11.7 9.3 52 54 4.8 5.3 12.9 6.5
Ultrarapid Metabolizer | 0 0 0 2.6 1.1 0 0 0.7 0.4 0.2 0.2 0.4 2.6 1 0.0
Indeterminate 1.1 3.1 2.2 2.6 14 3.1 1.3 2 0.8 3.1 6.1 2.8 2.6 1.5 2.0

Normal Metabolizer 62.6 314 50.1 64.3 54.6 65.1 62.8 52.1 524 49.6 48.2 48.4 65.8 57.8 59.7
(1.25 < x £ 2.25)

Intermediate 22 59.7 36.2 255 34.2 242 28.8 40 44.6 36.8 39.3 384 237 28.4 254
Metabolizer (0 <

x < 1.25)

Poor Metabolizer (0) 33 2.3 2.1 3.6 3.1 35 1.9 0.8 0.0 7.1 6.5 6.2 2.6 2.4 29
Ultrarapid 0 2.6 5.1 0.2 3.8 32 0 0.8 1.0 0 2.3 3.0 0 1.5 1.2
Metabolizer (>2.25)

Indeterminate 12.1 6.5 6.3 4.0 6.4 2.0 6.4 4.0 79 10.8

Normal Function 923 93.1 982 | 61.8 60.2 79.3 | 50 48 720 | 817 80.4 89.0 | 86.8 822 81.4
Decreased Function 7.7 6.7 1.8 32.7 34.8 199 | 429 42.6 23.8 17.1 18.6 10.2 10.5 16.9 18.2
Poor Function 0 0.1 0.0 5.5 5 0.9 7.1 94 42 1.2 1.1 0.8 2.6 0.9 0.4

CYP2C9

SLCO1B1

Normal Metabolizer 79.1 759 78.5 76.6 74.3 72.9 89.1 83.8 91.7 62 62.8 63.1 60.5 59.6 68.7
Intermediate 209 23.6 212 23.1 24.6 26.2 9.6 15.2 8.1 35.6 345 34.7 36.8 36.2 272
Metabolizer

Poor Metabolizer 0 0.5 0.3 0.2 1 0.9 0 0.6 0.2 2.1 2.6 22 2.6 3.8 2.7
Indeterminate 0 0 0.0 0.2 0.1 0.0 1.3 0.5 0.0 0.2 0.1 0.0 0 0.4 14

Normal Function 69.2 98 51.7 | 76.7 504 | 70.5 75.7 722 | 632 65.6 392 | 895 86.5 72.6
‘ Decreased Function 13.2 2 14 18.7 19.9 263 21.8 19.8 25.7 28.3 ‘ 20.1 7.9 13 7.0
Possible Decreased 1.1 0 5.1 0.6 0.0 0.6 0.1 0.0 0.7 0 0.0 0 0 0.0
Function
(Continued on following page)
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TABLE 1 (Continued) Phenotype frequency (%) comparison of the Whole Exome Sequencing cohort (CES) against data published on the PharmGKB (PGKB)
website and a recent publication (LIT) (Tremmel et al., 2023). For population comparisons, AMR (Admixed American) from CES was compared against LAT
(Latino) from PGKB due to differences in biogeographical classifications. Blank values for, PGKB, or LIT indicate values not available at the time of
publication.

SLCO1B1 AMR SAS

PGKB LIT CES LIT CES LIT CES PGKB
Poor Function 0 0 0.2 0.8 1.7 1.9 1.6 2.0 3.8 2.9 2.0 0 0.5 0.4
Increased Function 22 0 0.7 0 0 33 3 2.6 0
Indeterminate 14.3 0 333 26 138 | 0.6 0.8 5.4 33 0.1 187 | 0 0.1 8.4
HLA - Allele SAS

CES PGKB

HLA-A*31:01 0 0.99 1.63 4.52 0.96 3.45 0.59 2.64 0 33
HLA-B*15:02 0.55 0.1 0 0.03 6.73 4.56 0 0.01 0 2.59
HLA-B*57:01 0 0.61 0.56 1.39 0.32 0.98 3.09 3.6 5.26 6.81
HLA-B*58:01 2.75 3.82 1.07 1.35 3.85 6.04 0.48 0.77 3.95 4.19
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