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A Correction on
Engineering novel features for diabetes complication prediction using
synthetic electronic health records

by Voskergian D, Bakir-Gungor B and Yousef M (2025). Front. Genet. 16:1451290. doi: 10.3389/
fgene.2025.1451290

Incorrect author assigned as Corresponding author

“Author Malik Yousef was erroneously assigned as corresponding author. The correct
and sole corresponding author is Daniel Voskergian only.”

The original article has been updated.
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