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In the published article, “Dobbs et al., 2022” was cited incorrectly in the article.

The citation has now been inserted at the correct location in the section, “Methods to

find off-targets sites in genome editing applications”, paragraph three, and should

read: “These methods vary widely in their approach and even starting material, using

cell-free genomic DNA in vitro (Kim et al., 2015; Cameron et al., 2017; Tsai et al.,

2017; Kim and Kim, 2018; Lazzarotto et al., 2020), in intact live cells ex vivo

(Crosetto et al., 2013; Tsai et al., 2015; Yan et al., 2017; Wienert et al., 2019; 2020; Zhu

et al., 2019; Dobbs et al., 2022), and in vivo animal models (Akcakaya et al., 2018;

Wienert et al., 2019; Liang et al., 2022).”

The authors apologize for this error and state that this does not change the scientific

conclusions of the article in any way. The original article has been updated.
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