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Despite numerous advances in the definition of a role for regulatory T cells (Tregs) in facilitating experimental transplantation tolerance, and ongoing clinical trials for Treg-based therapies, critical issues related to the optimum dosage, antigen-specificity, and Treg-friendly adjunct immunosuppressants remain incompletely resolved. In this study, we used a tractable approach of MHC tetramers and flow cytometry to define the fate of conventional (Tconvs) and Tregs CD4+ T cells that recognize donor 2W antigens presented by I-Ab on donor and recipient antigen-presenting cells (APCs) in a mouse cardiac allograft transplant model. Our study shows that these endogenous, donor-reactive Tregs comparably accumulate in the spleens of recipients undergoing acute rejection or exhibiting costimulation blockade-induced tolerance. Importantly, this expansion was not detected when analyzing bulk splenic Tregs. Systemically, the distinguishing feature between tolerance and rejection was the inhibition of donor-reactive conventional T cell (Tconv) expansion in tolerance, translating into increased percentages of splenic FoxP3+ Tregs within the 2W:I-Ab CD4+ T cell subset compared to rejection (~35 vs. <5% in tolerance vs. rejection). We further observed that continuous administration of rapamycin, cyclosporine A, or CTLA4-Ig did not facilitate donor-specific Treg expansion, while all three drugs inhibited Tconv expansion. Finally, donor-specific Tregs accumulated comparably in rejecting tolerant allografts, whereas tolerant grafts harbored <10% of the donor-specific Tconv numbers observed in rejecting allografts. Thus, ~80% of 2W:I-Ab CD4+ T cells in tolerant allografts expressed FoxP3+ compared to ≤10% in rejecting allografts. A similar, albeit lesser, enrichment was observed with bulk graft-infiltrating CD4+ cells, where ~30% were FoxP3+ in tolerant allografts, compared to ≤10% in rejecting allografts. Finally, we assessed that the phenotype of 2W:I-Ab Tregs and observed that the percentages of cells expressing neuropilin-1 and CD73 were significantly higher in tolerance compared to rejection, suggesting that these Tregs may be functionally distinct. Collectively, the analysis of donor-reactive, but not of bulk, Tconvs and Tregs reveal a systemic signature of tolerance that is stable and congruent with the signature within tolerant allografts. Our data also underscore the importance of limiting Tconv expansion for high donor-specific Tregs:Tconv ratios to be successfully attained in transplantation tolerance.
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INTRODUCTION

Life-long pharmacological immunosuppression is necessary to prevent the rejection of allografts; however, side-effects, on-target toxicities, and high costs of drugs, together with emergent chronic allograft rejection, have prompted research toward inducing long-term graft acceptance following transient immunosuppressive therapy (1). Regulatory T cells (Tregs) that express the transcription factor FoxP3 (FoxP3+ Tregs) have been shown to be critical for the successful induction and maintenance of peripherally induced transplantation tolerance in many experimental models. Their importance has been inferred from observations of Treg accumulation in tolerant allografts (2–7), peripheral conversion of FoxP3− CD4+ T [conventional T cell (Tconv)] cells into FoxP3+ Tregs under tolerance-inducing therapy (8, 9), and the inability to develop, as well as the reversal of, transplantation tolerance in recipients depleted of Tregs (6, 7, 10, 11). The sufficiency of Tregs to mitigate rejection, or facilitate transplantation tolerance, has been demonstrated by the adoptive transfer of FoxP3+-enriched T cells (12–15). Finally, donor-specificity and infectious tolerance are key features of transplantation tolerance, and the notion that donor-specific Tregs confer both specificity and infectious tolerance is supported by observations of superior efficacy of transferred allospecific Tregs over polyclonal Tregs at suppressing alloimmune responses (16–22). Allospecific Tregs for those studies were enriched by alloantigen-stimulated expansion in vitro or in vivo, and more recently, generated via engineered expression of alloantigen-reactive T cell receptors. While some caveats can be raised that experimental mouse models are highly reductionist and/or attenuated, observations made with these models have nevertheless provided the rationale for adoptive Treg therapy in transplantation (1).

Many different mechanisms have been implicated in the ability of Tregs to limit the Tconv responses in autoimmunity, infection, tumor immunity, and allogeneic transplantation [reviewed in Ref. (23)]. By virtue of constitutive expression of CD25, which can serve as an “IL-2 sink,” and of CTLA-4, which reduces costimulatory CD80 and CD86 signals from antigen-presenting cells (APC), Tregs diminish alloreactive T cell responses [reviewed in Ref. (24)]. Furthermore, activated Tregs can upregulate a number of suppressive mechanisms, including the production of IL-10, IL-35, TGF-β, ectoenzymes CD39 and CD73, as well as granzyme that functions to limit the expansion or function of Tconvs (24). Finally, Tregs can differentiate into specialized subsets that traffic to site of inflammation, where they preferentially suppress to select immune cell effector functions; e.g., Tbet+, IRF4+. Rorγt+, Bcl6+ Tregs inhibiting Th1, Th2, Th17, and Tfh responses, respectively [reviewed in Ref. (25)].

Following allograft transplantation, Tregs recognizing intact donor MHC or donor peptide presented on recipient MHC become activated and migrate into the allograft. Similar to Tconvs, alloreactive Tregs that recognize intact donor MHC molecules directly are present at ~100-fold higher frequency than Tregs that recognize donor-derived peptides presented indirectly on host MHC molecules (26). Observations that the combination of adoptively transferred indirect and direct alloreactive Tregs promoted better graft survival than each subset alone (12, 18, 22), have prompted Tang and Vincenti (1) to speculate that direct alloreactive Tregs are critical for the induction of tolerance, while Tregs with indirect alloantigen specificity are required for the maintenance of tolerance. Finally, a third population of tissue-resident Tregs that promote tissue repair may also accumulate into both rejecting and tolerant allografts, in response to an IL-33:ST2 axis rather than by TCR engagement (27–30). Indeed, early studies by Graca et al. (31) suggest that non-specific Tregs may contribute to tolerance, possibly through bystander effects.

The fate of endogenous Tregs with direct or indirect alloreactive specificity in acute rejection and tolerance is currently poorly characterized, as transplant studies analyzing endogenous Tregs have focused on bulk Tregs, of which only a small fraction is expected to be donor-reactive. We adapted the technique pioneered by Jenkins and colleagues (32, 33) that uses peptide:MHC tetramers to identify endogenous antigen-specific T cells, and applied it to track donor-reactive Tregs and Tconvs capable of recognizing a 2W (EAWGALANWAVDSA) donor-derived peptide presented by I-Ab expressed on both donor and recipient APCs. In naïve C57BL/6 mice, 2W:I-Ab tetramers specifically recognize a CD4+ T cell subset comprising ~7.5% Tregs that likely arose as a result of their recognition of cross-reactive self-epitopes (34). We observed that these donor-reactive Tregs expanded comparably in acute rejection and tolerance, resulting in similar absolute Treg numbers in the spleen and infiltrating heart allografts. The main distinguishing factor between rejection and tolerance was the markedly reduced expansion of donor-reactive Tconvs in tolerance. Thus, the greater donor-reactive Treg:Tconv ratios observed in tolerance compared to rejection in both the spleen and allograft were due to the control of Tconv expansion in tolerance. Importantly, these observations were not observed when bulk Tregs from the spleen were assessed. We further analyzed the impact of three distinct classes of immunosuppressive drugs on accumulation of graft-reactive Tregs and Tconvs and the phenotype of Tregs in rejection and tolerance, underscoring the utility of this approach for gaining new insights into the biology of transplant-specific Tregs and Tconvs in rejection and tolerance.

RESULTS

Comparable Expansion of Donor-Specific Tregs in the Spleen of Tolerant and Rejecting Recipients

We used an experimental system in which C57BL/6XBALB/c (F1) hearts expressing the 2W-OVA fusion protein, as a model antigen, were transplanted into C57BL/6 mice (Figure 1A). CD4+ cells recognizing the 2W peptide presented by I-Ab expressed by both donor and recipient APCs were identified using fluorescently labeled 2W:I-Ab tetramers. Importantly, these 2W:I-Ab-reactive T cells represent a “tracer” population within a larger repertoire of donor-specific T cells recognizing incompatible MHC (H-2d) and minor BALB/c antigens, but are unlikely to be solely responsible for mediating rejection or tolerance in this fully mismatched transplant model. Following intracellular FoxP3 staining, the 2W:I-Ab-binding Tregs (FoxP3+) and Tconvs (FoxP3−) from the spleen were assessed in untreated recipients that rejected their grafts in 10 ± 1 days, and in recipients treated at the time of transplantation with anti-CD154 and donor splenocytes and accepted their allografts long-term (Figure 1B; Figure S1 in Supplementary Material). In this tolerance model, we previously reported that T and B cell responses, measured by IFNγ and DSA production, respectively, are persistently curtailed (4, 10, 35–37).
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FIGURE 1 | Increased donor-specific regulatory T cell (Treg) percentages in the spleens of costimulatory blockade-induced tolerant recipients is due to inhibition of conventional T cell (Tconv) expansion and modest accumulation of Tregs. C57BL/6 recipients were transplanted with heterotopic heart allografts from Act.2W-OVA+ BALB/c × C57BL/6 F1 donors. Recipients were either given anti-CD154 on days 0, 7, and 14 post-transplantation plus donor splenocyte infusion on day 0 (αCD154/DST), or were untreated (No Rx). On day 7 or day 30 post-transplantation, mice were sacrificed and their splenocytes were analyzed. (A) Cartoon depicting the experimental protocol. (B) Sample gating strategy of CD4+ splenocytes for 2W:I-Ab (2W) Tregs. (C) Percentage 2W-specific cells among CD4+ T cells. (D) Total number of 2W-specific CD4+ T cells in the spleen. (E) Total number of 2W-specific FoxP3–CD4+ Tconv in the spleen. (F) Total number of 2W-specific FoxP3+CD4+ Tregs in the spleen. (G) Percentage of FoxP3+ Tregs among 2W-specific CD4+ T cells. (H) Percentage of FoxP3+ Tregs among all splenic CD4+ T cells. **p < 0.01, ***p < 0.001, ****p < 0.0001 by one-way ANOVA when comparing between naïve and individual time points and by two-tailed t-test when comparing between treatment groups. Mean ± SEM is shown, and each point represents one animal from 4–5 replicate experiments per time point (n = 8–13).



As anticipated, we observed that rejection was associated with a significant accumulation of splenic 2W:I-Ab-binding T cells that reached 0.2% of total CD4+ cells at days 7 and 30 post-transplantation, compared to ~0.01% in naïve mice (Figure 1C). This ~20-fold increase in 2W:I-Ab-reactive T cells in rejecting animals was mainly due to the expansion of Tconvs, and a modest ~eightfold increase in 2W:I-Ab-binding Tregs (Figures 1D–F). The unequal fold expansion between Tconvs and Tregs resulted in a net decrease in the percentage of Tregs among 2W:I-Ab-reactive T cells (Figure 1G). In contrast, accumulation of splenic 2W:I-Ab-reactive Tconvs was prevented in tolerant recipients relative to naïve mice (Figures 1D,E), while the expansion of 2W:I-Ab-reactive Tregs was comparable in acute rejection and tolerance (Figure 1F). This modest increase in donor-specific Treg numbers nevertheless translated into a significant increase in 2W:I-Ab-binding Treg percentages among 2W:I-Ab-binding CD4+ T cells in the spleen of tolerant mice compared to naïve or acute rejection mice, both at days 7 and 30 post-transplantation (Figure 1G). Importantly, analysis of bulk Tregs and Tconvs from the spleen during acute rejection and tolerance failed to capture these differences in either total numbers or percentages (Figure S2 in Supplementary Material; Figure 1H), underscoring the importance of tracking donor-specific T cells. Thus, our data support the prediction of a significant difference in donor-specific Tconvs during rejection, and reveal that donor-specific Tregs behave comparably in cardiac allograft transplantation tolerance and rejection.

Tolerance-Induced Expansion of Donor-Specific Tregs Is Inhibited by Rapamycin and Cyclosporine A (CsA)

Calcineurin inhibitors such as CsA are known to impair Treg activation, inhibit the generation of peripheral Tregs, and convert Tregs into Tconv by blocking FoxP3 mRNA expression, while mTOR inhibitors such as rapamycin are thought to promote Treg development, stability, and function by blocking the PI3K-Akt-mTOR signaling axis (38, 39). Because bulk Tregs and Tconvs were assessed in those studies while our investigations revealed that bulk Tregs do not predict the behavior of donor-specific Tregs (Figure 1), and because recent observations indicate that T cell receptor (TCR) signaling further regulates Treg cell differentiation, maintenance, and function [(40, 41); reviewed in Ref. (42)], we reasoned that it may be informative to reexamine the effects of CsA and rapamycin on donor-specific Tregs. To test whether these drugs had the ability to inhibit or promote donor-specific Tregs, mice that received the tolerogenic treatment of anti-CD154/DST also received daily treatment of rapamycin (2.5 mg/kg) or CsA (50 mg/kg). Splenic analyses were performed on day 30 post-transplantation when all the grafts were still beating (Figure 2; Figure S1A in Supplementary Material). Rapamycin significantly increased bulk Treg percentages (8% Tregs for anti-CD154/DST vs. 13% Tregs for anti-CD154/DST + rapamycin) by preferentially reducing bulk Tconv over bulk Treg numbers (Figures 2B–D). In the same mice, rapamycin treatment reduced the numbers of 2W:I-Ab-binding Tconvs and Tregs comparably, thereby preserving the increase in 2W:I-Ab-reactive Treg percentages observed with anti-CD154/DST treatment alone (Figures 2C–G). In contrast, the relatively high dose of CsA had no significant effect on bulk or 2W:I-Ab-binding Treg percentages, due to a similar reduction in both Treg and Tconv numbers (Figures 2C–G). These results demonstrate that both rapamycin and CsA, at the doses used, profoundly inhibited donor-specific Tconvs compared to untreated controls and that neither drug promoted donor-reactive Treg expansion over that observed with anti-CD154/DST.
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FIGURE 2 | Rapamycin and cyclosporine A (CsA) inhibit expansion of allospecific conventional T cell (Tconv) but do not promote regulatory T cell (Treg) accumulation in costimulatory blockade-induced tolerant recipients. C57BL/6 recipients were transplanted with heterotopic heart allografts from Act.2W-OVA+ BALB/c × C57BL/6 F1 donors as described in Figure 1. Some recipients were untreated (No Rx), or treated with αCD154/DST also received daily injections of 2.5 mg/kg rapamycin or 50 mg/kg CsA, and all recipients were sacrificed on 30 days post-transplantation. Data for the naïve and anti-CD154/DST groups are from Figure 1. (A) Cartoon depicting experimental design. (B) Total splenic CD4+FoxP3– Tconv and (C) CD4+FoxP3+ Tregs. (D) Percentage of FoxP3+ cells among CD4+ T splenocytes. (E) Splenic 2W:I-Ab(2W)-specific Tconvs and (F) Tregs were enumerated. (G) Percentage of Tregs among 2W-specific CD4+ T splenocytes. *p < 0.01, **p < 0.01, ***p < 0.001, ****p < 0.0001 by one-way ANOVA. Mean ± SEM is shown, and each point represents one mouse from 3–4 replicate experiments (n = 7–19). The Naïve, No Rx, and αCD154/DST groups are from Figure 1.



Transient CTLA4-Ig Induces the Expansion, While Sustained CTLA4-Ig Depletes, Donor-Specific Tregs

The high-affinity CTLA4-Ig, belatacept, currently approved for use in kidney transplant recipients (43) inhibits CD28 costimulation, a critical pathway for Tconv cell activation as well as Treg cell development and homeostasis. However, a number of studies indicate that TCR engagement controls the expression of a large number of genes in activated Tregs required for suppressor function [(40, 41); reviewed in Ref. (42)], raising the possibility that the impact of CTLA4-Ig on donor-specific Tregs whose TCRs are engaged may be different from the effect of CTLA4-Ig on bulk Tregs. To address this possibility, we analyzed heart transplant recipients that received only 2 doses of CTLA4-Ig (0.5 mg/dose) or received CTLA4-Ig twice a week for 4 weeks. Additionally, we examined a small group of mice treated with CTLA4-Ig twice a week until D30 and then left untreated until D60. Mice were sacrificed and their spleens were harvested on D30 or D60 post-transplantation, when all the heart allograft were still beating except for one from the CTLA4-Ig D0-30 group was rejected by D60 (Figure S1B in Supplementary Material). Transient CTLA4-Ig had no significant impact on the total number of bulk Tregs and Tconvs, whereas continuous high-dose CTLA4-Ig significantly reduced bulk Treg percentages by preferentially depleting Tregs over Tconvs (Figures 3A–C). In contrast, analysis of 2W:I-Ab-reactive T cells revealed that transient CTLA4-Ig treatment resulted in a tolerance profile that was similar to that observed with anti-CD154/DST treatment (Figures 3D–F), with 2W:I-Ab-positive Tregs expanding modestly and Tconv expansion inhibited. Strikingly, continuous CTLA4-Ig treatment did not significantly reduce the numbers of 2W:I-Ab-reactive Tconvs compared to naïve mice or transient CTLA4-Ig treatment, but significantly diminished 2W:I-Ab-binding Treg numbers, resulting in donor-specific Treg percentages that were reduced compared to transient CTLA4-Ig-treated mice (Figures 3D–F). Thus, TCR-signaling does not override the deleterious effects of continuous high-dose CTLA4-Ig on Tregs, and graft acceptance is the result of inhibition of Tconv numbers and function by CTLA4-Ig, as previously demonstrated by Xin et al. (44). Interestingly, 2W:I-Ab-reactive Treg numbers but not Tconv numbers, significantly recovered (Figures 3D–F), and 3 of 4 grafts survived for >30 days after weaning off CTLA4-Ig. (Figure S1C in Supplementary Material).
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FIGURE 3 | Divergent effect of transient vs. continuous CTLA4-Ig on allospecific conventional T cell (Tconv) and regulatory T cells (Tregs). C57BL/6 recipients were transplanted with heterotopic heart allografts from Act.2W-OVA+ BALB/c × C57BL/6 F1 donors. Recipients were untreated (No Rx), treated with anti-CD154/DST, CTLA4-Ig on days 0 and 2 post-transplantation, or twice a week from day 0 to day 30 post-transplantation (CTLA4-Ig D0+ and D0-30) and sacrificed at either D30 or D60 post-Tx (date of sacrifice in parenthesis). Data for naïve and 30 days post-transplantation anti-CD154/DST groups are from Figures 1 and 2. (A) Splenic CD4+FoxP3– Tconv and (B) CD4+FoxP3+ Tregs were enumerated. (C) Percentage of FoxP3+ cells among CD4+ T splenocytes. (D) Splenic 2W:I-Ab(2W)-specific Tconv and (E) 2W-specific Tregs were enumerated. (F) Percentage of FoxP3+ Tregs among 2W-specific CD4+ T splenocytes. *p < 0.01, **p < 0.01, ***p < 0.001, ****p < 0.0001 by one-way ANOVA, ## p < 0.01 by two-tailed ranked t-test. Mean ± SEM is shown, and each point represents one mouse from 2–4 replicate experiments (n = 4–19). The Naïve, No Rx, and αCD154/DST groups are from Figure 1.



Comparable Accumulation of Bulk and Donor-Specific Tregs in the Tolerant and Rejecting Allografts

Donor-specific T cell quantification in the spleen informs on how Tconvs and Tregs accumulate systemically in response to graft-derived antigens, as well as on the impact of tolerance-inducing regimens or immunosuppression, but ultimately whether a graft is rejected or accepted depends on events within the allograft. We, therefore, examined the accumulation of total CD4+ Tconvs and Tregs in F1 heart allografts undergoing rejection on D7 post-transplantation or those destined to be tolerant on D30 post-transplantation (Figure 4A). On D7 post-transplantation, the total numbers of CD4+ Tconvs in the rejecting allografts were threefold higher than in tolerant allografts (Figure 4B). Consistent with responses in the spleen, the numbers of Tregs infiltrating the grafts were not significantly different between the rejecting and tolerant groups on D7 post-transplantation (Figure 4C). This translated into an increase in the percentage of bulk Tregs in tolerant compared to rejecting allografts that persisted to D30 post-transplantation when the levels of circulating anti-CD154 had waned (Figure 4D).
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FIGURE 4 | Regulatory T cells (Tregs) infiltrate comparably into allografts in rejection and tolerance while conventional T cell (Tconv) infiltration is reduced in tolerance. C57BL/6 recipients were as described in Figure 1. On day 7 or day 30 post-transplantation, mice were sacrificed and their grafts and graft-infiltrating cells were analyzed by flow cytometry (A–D) or immunohistochemistry (E–F). (A) Gating strategy for graft-infiltrating CD4+ Tregs. (B) Total number of graft-infiltrating FoxP3–CD4+ Tconv and (C) FoxP3+CD4+ Tregs. (D) Percentage of FoxP3+ cells among CD4+ graft-infiltrating T cells. (E) Total number of FoxP3+ cells per cm2 from entire heart histology sections and (F) Ratio of FoxP3+:CD4+ cells from matched subsections of sequentially cut histology sections (four subsections at 10× magnification per mouse). *p < 0.01, **p < 0.01, ***p < 0.001 by one-way ANOVA. Mean ± SEM is shown, and each point represents one mouse from 7–8 replicate experiments (n = 13).



In studies examining tissue-resident CD8+ memory cells, Steinert et al. (45) raised the possibility that lymphocyte isolation fails to recover most cells and biases against certain subsets. With those concerns in mind, we performed immunohistochemistry as an unbiased approach to identify all graft-infiltrating T cells. These analyses confirmed that the numbers of Tregs infiltrating tolerant vs. acutely rejecting allografts were comparable while the ratios of Tregs:CD4+ T cells were significantly elevated in tolerance compared to rejection (Figures 4E,F; Figure S3 in Supplementary Material). Following this validation, we went on to determine the rate of infiltration of 2W:I-Ab-binding Tconvs and Tregs in tolerant (D7 & D30) and rejecting (D7) allografts (Figure 5; Figure S4 in Supplementary Material). Overall, there was a trend toward enrichment of 2W:I-Ab-reactive T cells relative to total CD4+ T cells infiltrating rejecting allografts, and of 2W:I-Ab-reactive Tregs relative to total Tregs infiltrating tolerant allografts (Figure S3 in Supplementary Material). Total numbers of donor-specific Tconvs were significantly reduced in tolerant grafts compared to rejecting allografts (Figure 5B), whereas the total numbers of Tregs were comparable (Figure 5C), resulting in reduced donor-specific Treg percentages in rejection and an increase to 60–80% of 2W:I-Ab-reactive T cells being Tregs in tolerant allografts on D30 post-transplantation. These observations lead us to speculate that the majority of the non-2W:I-Ab graft-infiltrating CD4+ T cells are likely to be donor-reactive, in contrast to the spleen, where the majority of CD4+ T cells are non-donor reactive.
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FIGURE 5 | Donor-specific 2W:I-Ab regulatory T cells (Tregs) infiltrate comparably into allografts in rejection and tolerance while 2W:I-Ab conventional T cell (Tconv) infiltration is reduced in tolerance. Graft-infiltrating cells were analyzed from recipients as described in Figure 4. (A) Gating strategy for 2W:I-Ab(2W)-specific FoxP3+CD4+ graft-infiltrating Tregs. (B) Graft-infiltrating 2W-specific CD4+FoxP3– Tconv and (C) 2W-specific FoxP3+ Tregs were enumerated. (D) Percentage of FoxP3+ cells among graft-infiltrating 2W-specific CD4+ T cells. **p < 0.01, ***p < 0.001, ****p < 0.0001 by one-way ANOVA. Mean ± SEM is shown, and each point represents one animal from 7–8 replicate experiments (n = 12–13).



Phenotypes of Tregs in the Tolerant and Rejecting Recipients

The equal numbers of Tregs in both tolerant and rejecting recipients prompted us to test whether these cells have distinct phenotypes. While the contribution of thymic-derived Treg expansion vs. induction cannot be definitively ascertained by phenotypic markers, Helios and Neuropilin-1 have been used in some studies to distinguish thymic-derived Tregs from peripherally induced Tregs (46–48). We observed increased expression of Helios on 2W:I-Ab Tregs from acutely rejecting and anti-CD154/DST-treated recipients, examined on day 7 post-transplantation, compared to naïve (Figures 6A–C). In contrast, the expression of Neuropilin-1 was significantly reduced on 2W:I-Ab Tregs in acute rejection compared to anti-CD154/DST-treated recipients (Figures 6D–F). Both CD25 and the ectoenzyme CD73 have been implicated in Treg function, by depriving Tconvs of IL-2 and through cyclic AMP-mediated inhibition (24). Unexpectedly, the expression of CD25 (MFI relative to naïve) was comparably reduced on 2W:I-Ab Tregs from rejecting and tolerant recipients (Figures 6G–I), but with a non-significant but similar trend in reduced percentage of Tregs that are CD25+. In contrast, the percentage of CD73+ 2W:I-Ab Tregs was modestly but significantly reduced in rejection, but not in tolerance, compared to naïve; however, there was no significant difference in the relative MFI between all three groups (Figures 6J–L). Notably, there was no significant MFI difference for bulk Tregs for all these markers (Figure S5 in Supplementary Material). Collectively, these data suggest that donor-specific Tregs may have distinct functionality in naïve, rejecting, and tolerant recipients.
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FIGURE 6 | Phenotypic analysis of donor-specific 2W:I-Ab regulatory T cells (Tregs) isolated from recipients with rejecting and tolerant allografts at day 7 post-transplantation. C57BL/6 recipients transplanted with heterotopic heart allografts from Act.2W-OVA+ BALB/c × C57BL/6 F1 donors, were untreated (No Rx) or treated with αCD154/DST, and sacrificed on day 7 post-transplantation. Sample gating strategies (A,D,G,J), percentage of cells positive (B,E,H,K), and mean fluorescent intensity (C,F,I,L) relative to naïve 2W:I-Ab-specific FoxP3+ or FoxP3− cells of (A–C), Helios; (D–F), Neuropilin-1; (G–I), CD25; and (H–L), CD73; in naïve, acutely rejecting (No Rx), and αCD154/DST-treated (+Rx) animals. *p < 0.05, **p < 0.01, ***p < 0.001, ****p < 0.0001 by two-way ANOVA. Mean ± SEM is shown, and each point represents one animal from three replicate experiments (n = 4–6/group).



We also compared the expression of Helios, Neuropilin-1, CD25, and CD73 on 2W:I-Ab Tconvs (Figure 6). Helios was upregulated on Tconvs only in rejection (Figures 6A–C), while Nrp-1 was significantly upregulated on Tconvs only in tolerance (Figures 6D–F). These results are consistent with Helios being a marker of Tconv activation, and of Nrp-1 downregulation upon TCR activation on Tconvs (49–51). CD25 (MFI relative to naïve) was downregulated, whereas the ectoenzyme CD73 was significantly upregulated, in both rejection and tolerance (Figures 6G–I,J–L). The differences in Helios and Neuropilin-1 expression on Tconvs in tolerance and rejection prompted us to further investigate their relative proliferation capacity, by staining for Ki67 (Figure S6 in Supplementary Material). The lower percentage of Ki67+ cells among the 2W:I-Ab Tconvs in tolerance compared to rejection is consistent with their reduced numbers observed at both day 7 and day 30 post-transplantation.

DISCUSSION

Regulatory T cells have been implicated in the induction and maintenance of donor-specific transplantation tolerance. Using a powerful new approach to track the fate of donor-specific Tconvs and Tregs in both the periphery and the allografts, we show that endogenous polyclonal CD4+ T cells recognizing a single donor-derived antigen can exist as Tregs or Tconvs prior to transplantation, and undergo different expansion profiles during acute rejection and tolerance. Specifically, we show that the increased percentages of FoxP3+ Tregs within the 2W:I-Ab-reactive CD4+ T cell subset in spleen (~35 vs. <5%) and allograft (~80 vs. ≤10%) observed in tolerance is due to a modest increase in Tregs and inhibition of Tconvs accumulation, while the decreased percentages of donor-specific Tregs in rejection is due to the same modest increase in Tregs and a ~log increase in Tconvs numbers. Since these changes were observed both in the spleen/lymph nodes as well as in the graft, we conclude that the lack of accumulation of Tconvs in the tolerant graft was most likely due to the lack of expansion. These insights gained from the analysis of donor-reactive Tregs and Tconvs from the spleen and allograft underscores the importance of limiting Tconv expansion to facilitate achieving high Treg:Tconv ratios, and is consistent with the hypothesis put forward by Tang and colleagues (52) that a high Treg to Tconv ratio is needed both systemically and in the graft to control rejection and promote tolerance. If Tconv expansion is not controlled, it would be extremely challenging to achieve these high Treg:Tconv ratios in the lymph node, spleen, and allograft, and for T cell-mediated rejection to be held in check. We acknowledge limitations of our approach in that we only analyzed donor-specific Tconvs and FoxP3+ Tregs to one single model antigen, and it will be important to test whether the same rules apply to T cells directly recognizing intact allogeneic MHC or other donor antigens presented indirectly by recipient APCs, and also to non-FoxP3 Tregs and B cells (53–60). Indeed the differential fates of T cells with direct vs. indirect alloreactivity has been previously reported (61). Finally, how TCR affinity and antigen abundance affect the fate of Tconv and Tregs requires further investigation.

The well-documented Treg-promoting property of rapamycin has been exploited for manufacturing Tregs in vitro (38), and raises the possibility that it may also promote the in vivo development of tolerance by facilitating Treg expansion or conversion. Indeed, Gao et al. (62) reported that the pro-tolerogenic effects of rapamycin (3 mg/kg) could be explained by its ability to promote the conversion of Tconvs to Tregs, whereas CsA (20 mg/kg) did not have such properties. In contrast, Wang et al. (63) reported that rapamycin (1.25 mg/kg daily) comparably inhibited Treg and Tconv proliferation and promoted their apoptosis, resulting in no change in the percentages of Tregs among CD4+ cells. In addition, they reported no evidence of conversion of Tconvs into Tregs, and taken together, their studies did not support a net salutary effect of rapamycin on Tregs in vivo. We observed that both rapamycin and CsA, at the doses used, profoundly inhibited donor-specific Tconvs but neither drug promoted donor-reactive Treg expansion over that observed with anti-CD154/DST. Thus, our results are in contrast with previous reports of the damaging effects of calcineurin inhibitors and salutary effects of rapamycin on bulk Tregs, but are consistent with the findings of Wang et al. (63) of no net salutary effect of rapamycin on Tregs. These observations suggest a cautious approach to the use of these immunosuppressants during tolerance induction.

CD28 is non-redundant for Tregs, as CD28-deficient mice have reduced Treg numbers and develop exacerbated autoimmune diseases (64), suggests a potential deleterious effect of CTLA4-Ig. However, the demonstration that effector T cell activation requires higher CD80 and CD86 expression than is needed for maintaining Treg homeostasis, and that partial CD80 and CD86 blockade prevents the emergence of effector T cells while permitting Treg homeostasis in mouse models and in kidney transplant patients, has provided an explanation for the net immunosuppressive effects of CTLA4-Ig despite its effects on bulk Tregs (65, 66). We showed that transient CTLA4-Ig had distinct effects compared to continued CTLA4-Ig treatment; transient CTLA4-Ig resulted in a donor-specific Tconv and Treg numbers and percentages that were similar to anti-CD154/DST, whereas continuous CTLA4-Ig depleted donor-specific Tregs preferentially over Tconvs. We observed a rebound in donor-specific Tregs but not Tconvs and sustained graft acceptance upon weaning from continuous CTLA4-Ig treatment; an observation that bodes well for weaning trials of patients on Belatacept. We acknowledge the caveat that the immunosuppression used in this study does not accurately reflect the clinical scenario, where tacrolimus is the favored calcineurin inhibitor and the higher affinity Belatacept is used. Furthermore, the dosing and pharmacokinetics of these drugs in mice and humans are likely to be different, so extrapolation of our results to the clinical scenario should proceed cautiously with these issues in mind.

Our observations that bulk Tregs and Tconvs parallel donor-specific Treg and Tconvs within the allograft suggest that a simpler analysis of bulk Treg:Tconv ratios within the graft, either by immunohistochemistry or flow cytometry, may be sufficient to predict graft outcome rather than the more technically challenging analysis of donor-specific T cells. These observations of high ratios of bulk or endogenous donor-specific Tregs:Tconv infiltrating the tolerant allograft compared to the rejecting allograft are congruent with Fan et al. (8), who reported on adoptively transferred “color-coded” bulk Treg and Tconvs cells in islet allograft transplantation. We further observed that splenic bulk Tregs and Tconvs did not undergo the same changes in ratios or numbers as splenic donor-specific Treg and Tconv, which we speculate is due to changes in donor-reactive T cell frequencies being overshadowed by the absence of change in the vast majority of splenic T cells that are not graft-reactive. In contrast, Fan et al. (8) reported detectable differences in circulating Treg/Tconv ratios in the ear artery of tolerant vs. rejecting recipients, and raised the possibility that peripheral blood analysis may be useful for the diagnosis of tolerance induction. Taken together, the MHC tetramer-based ex vivo tracking of endogenous donor-specific Tregs and Tconvs is a tractable approach that complements the more technically challenging use of adoptively transferred fluorescently tagged Tregs and Tconvs and in vivo confocal microscopy or in vivo flow cytometry reported by Fan et al. (8), for gaining insights into the cellular response in allografts in the spleens of allograft recipients.

The comparable, albeit modest, increase in donor-specific Treg numbers in tolerance and rejection suggest that the inflammatory conditions associated with acute allograft rejection did not reduce the rate of Treg accumulation, and that the expansion of donor-specific Tregs is not inhibited by anti-CD154. The latter observations are consistent with the findings by Jarvinen et al. (67) that loss of CD154 expression on Tregs did not prevent skin allograft acceptance, and that CD154 is expressed on a majority of in vitro activated Tconvs but only on 4–9% of activated Tregs (68). The observation that equal numbers of donor-specific Tregs accumulate in tolerance and rejection raises the possibility that the contribution of natural vs. induced Tregs, and the function of Tregs, in acute rejection and tolerance may be different. In acute rejection but not in tolerance, alloreactive Tconv cells acquire the ability to produce proinflammatory cytokines that may reduce the suppressive function of FoxP3+ Tregs. For instance, Treg frequencies in patients with rheumatoid arthritis or colitis were elevated compared to healthy controls but their migratory capacity and ability to suppress were impaired (69–71). Conversely, others have reported that Tregs respond to inflammation by sharply increasing their suppressive function that then returns to baseline over time (72, 73). Thus the conflicting fates of Tregs under inflammatory conditions emphasized the need to elucidate the function of donor-specific Tregs in rejection and tolerance.

Because their low numbers preclude ex vivo functional analyses of 2W:I-Ab Tregs and Tconvs in rejection vs. tolerance, we compared their expression of Helios, Neuropilin-1, CD25, and CD73. Helios was upregulated on 2W:I-Ab Tregs from acutely rejecting and tolerant recipients compared to naïve; whereas Helios was only upregulated in the 2W:I-Ab Tconv during rejection. Neuropilin-1 was upregulated on 2W:I-Ab Tregs and Tconvs only in tolerance. Helios and Neuropilin-1 has been implicated as a marker of thymically derived Tregs (46–48), while Neuropilin-1, a receptor for TGFβ-1, plays a role in inducing a transcriptome that promotes Treg cell stability and function at inflammatory sites (74, 75). In addition, Helios has also been reported to be a marker of Tconv activation (49, 51). Thus it is unclear, whether the increase in percentage of Helios+, Neuropilin-1+ Tregs in tolerance is the result of expanded natural Tregs or whether these markers are upregulated on both natural and induced Tregs during tolerance induction. Furthermore, both CD25 and CD73 have been implicated in the function of Tregs, by depletion of IL-2 and by producing extracellular adenosine that curtails T cell function via adenosine receptor signaling (76, 77). The percentages of 2W:I-Ab Tregs expressing CD25 and CD73 in tolerant recipients were comparable to naïve, whereas CD73 was upregulated on 2W:I-Ab Tregs in Tconvs in rejection and tolerance. These data collectively suggest that 2W:I-Ab Tregs exhibit similarities but may also have modest differences in function in rejection and tolerance. In contrast, 2W:I-Ab Tconvs have reduced activation (Helios) and proliferation capacity in tolerance compared to rejection. This is likely to be due to anti-CD154 treatment, although it is possible that donor-specific or non-specific Tregs may also play a contributory role. We acknowledge limitations to this phenotypic approach, and that future delineation of Treg gene signatures using single cell RNA sequencing technologies is necessary for a deeper understanding of how endogenous donor-reactive Tregs respond to allografts under different inflammatory, immunosuppressive, or tolerance regimens. In addition, a more extensive investigation is ongoing to determine whether the persisting donor-specific Tconvs are curtailed by donor-specific or non-specific Tregs or by the acquisition of cell-intrinsic dysfunction. Such mechanistic insights may lead to the identification of new ways to induce graft acceptance, and may be applicable to understanding how antigen-specific Tregs respond in autoimmunity, tumor immunity, and infection.

MATERIALS AND METHODS

Mice

C57BL/6 and BALB/c mice were purchased from Harlan Laboratories (Madison, WI, USA). 2W-OVA.Act+ C57BL/6-BALB/c F1 donors were bred from 2W-OVA.Act+ C57BL/6 males and BALB/c females and were screened to ensure expression of the transgene prior to use. Donor mice were 6–12 weeks of age at time of transplant. Recipients were 10–12 weeks of age at time of transplant. All animal experiments were approved by the Institutional Animal Care and Use Committee at the University of Chicago, and adhered to the standards of the NIH Guide for the Care and Use of Laboratory Animals.

Heart Transplantation

Heterotopic heart transplantation was performed as previously described (10) by removing hearts from 2W-OVA.Act+ C57BL/6-BALB/c F1 donors and suturing the aorta and vena cava to the inferior vena cava in the abdomen of recipients. Ischemia time was less than 1 h for each heart.

Tolerance Induction and Immunosuppression

Tolerance was primarily induced with a combination of anti-CD154 (MR1) at a dose of 500 μg/250 μg/250 μg on days 0, 7, and 14 post-transplantation in combination with 20 × 106 donor splenocytes on day 0. Injections were performed intravenously on day 0 and intraperitoneally on days 7 and 14. CTLA4-Ig (Abatacept, Bristol-Myers Squibb, New York, NY, USA) was injected at a dose of 1 mg intravenously on day 0 post-transplantation and 500 μg intraperitoneally thereafter, either on day 2 post-transplantation or twice per week post-transplantation until the experimental endpoint. Rapamycin (Pfizer, New York, NY, USA) was prepared in a stock solution of 100% ethanol and diluted in 5% dextrose prior to intraperitoneal injection at a dose of 2.5 mg/kg (50 μg/animal). CsA (Sigma-Aldrich, St. Louis, MO, USA) was prepared in a stock solution of ethanol and castor oil and was diluted in 5% dextrose prior to intraperitoneal injection at a dose of 50 mg/kg (1 mg/animal).

Tissue Harvesting and Histology

Spleens were harvested and passed through a 70 μM strainer and lysed in ACK lysis buffer (Quality Biological, Gaithersburg, MD, USA) for 2 min prior to analysis. Heart tissue for flow cytometry analysis was cut into approximately 2 mm3 pieces in HBSS (Gibco, Gaithersburg, MD, USA), incubated for 20 min at 37°C with collagenase II (Sigma-Aldrich, St. Louis, MO, USA), DnaseI (Roche, Branford, CT, USA), and HEPES (Gibco, Gaithersburg, MD, USA) prior to passing through a 70 μM strainer. Heart tissue for histology was fixed in 10% formalin for approximately 48 h prior to transfer to 70% ethanol for storage. Tissue was embedded in paraffin and then sequential cuts were made for H&E staining, and immunohistochemistry stains for CD4 and FoxP3.

Slides were scanned at 20× magnification using Aperio Slide Scanner (Leica Biosystems, Buffalo Grove, IL, USA), and representative or whole sections were sampled and the total number or percentage CD4+ and FoxP3+ cells were manually quantified in a single blind manner.

Flow Cytometry

Samples were prepared with approximately 107 cells per tube. In order to maximize rare cell numbers, some samples were enriched for CD4+ T cells via negative selection using magnetic beads (Miltenyi Biotec, Bergisch Gladbach, Germany) prior to staining. Samples were first incubated with 2W:I-Ab tetramer for 30 min at room temperature prior to the addition of other extracellular antibody-fluorochrome conjugates, with an additional 30 min of staining with no wash step in between. Samples were then washed with 2% FBS and fixed (Thermo Fisher, Waltham, MA, USA) for 1 h, washed in permeabilization buffer (Thermo Fisher, Waltham, MA, USA) and incubated overnight with intracellular staining antibodies. Samples were run on an LSR-II 4-12 flow cytometer (BD Bioscience, Woburn, MA, USA) and data were analyzed using FlowJo software (FlowJo, LLC, Ashland, OR, USA).

Antibodies and Tetramers

CD49b-eFluor450 (Thermo Fisher, Waltham, MA, USA, Clone DX5, Cat #485971-82), CD11b-eFluor450 (Biolegend, Dedham, MA, USA, Clone M1/70, Cat #101224), CD11c-eFluor450 (Thermo Fisher, Waltham, MA, USA, Clone N418, Cat #48-0114-82), NK1.1-eFluor450 (Thermo Fisher, Waltham, MA, USA, Clone PK136, Cat #48-5941-82), Ter-119-eFluor450 (Thermo Fisher, Waltham, MA, USA, Clone Ter-119, Cat #48-5921-82), F4/80-eFluor450 (Thermo Fisher, Waltham, MA, USA, Clone BM8, Cat #48-4801-82), CD19-eFluor450 (Thermo Fisher, Waltham, MA, USA, Clone eBio1D3, Cat #48-0193-82), CD8a-eFluor450 (Thermo Fisher, Waltham, MA, USA, Clone 53-6.7, Cat #48-0081-82), CD8a-APC-Cy7 (Thermo Fisher, Waltham, MA, USA, Clone 53-6.7, Cat #47-0081-82), CD8a-BV605 (Biolegend, Dedham, MA, USA, Clone 53-6.7, Cat #100744), CD8a-PE-Cy7 (BD Bioscience, Woburn, MA, USA, Clone 53-6.7, Cat #552877), CD4-BV510 (BD Bioscience, Woburn, MA, USA, Clone RM4-5, Cat #563106), CD4-FITC (Thermo Fisher, Waltham, MA, USA, Clone RM4-5, Cat #11-0042-85), CD4-APC-Cy7 (Biolegend, Dedham, MA, USA, Clone GK1.5, Cat #100414), CD44-BV510 (BD Bioscience, Woburn, MA, USA, Clone IM7, Cat #563114), CD44-BV605 (Biolegend, Dedham, MA, USA, Clone IM7, Cat #103047), FoxP3-AlexaFluor488 (Thermo Fisher, Waltham, MA, USA, Clone FJK-16s, Cat #53-5773-82), FoxP3-PerCP-Cy5.5 (Thermo Fisher, Waltham, MA, USA, Clone FJK-16s, Cat #45-5773-82), CD90.2-APC-eFluor780 (Thermo Fisher, Waltham, MA, USA, Clone 53-2.1, Cat #470902-82), CD45.1-Percp-Cy5.5 (Thermo Fisher, Waltham, MA, USA, Clone A20, Cat #45-0453-82), CD45.2-PE-Cy7 (Biolegend, Dedham, MA, USA, Clone 104, Cat #109-830), CD25-PECy7 (Biolegend, Dedham, MA, USA, Clone 3C7, Cat #101915), CD73-PerCP/Cy5.5 (Biolegend, Dedham, MA, USA, Clone Ty/11.8, Cat #127213), Helios-PECy7 (Biolegend, Dedham, MA, USA, Clone 22F6, Cat #137235), Nrp1-PerCP/Cy5.5 (Biolegend, Dedham, MA, USA, Clone 3E12, Cat #145207), Ki67-PECy7 (BD Bioscience, Woburn, MA, USA, Clone B56, Cat #561283), 2W:I-Ab Tetramer-PE (peptide EAWGALANWAVDSA, National Institutes of Health Tetramer Core Facility, Atlanta, GA, USA, Cat #35240), and 2W:I-Ab Tetramer-APC (peptide EAWGALANWAVDSA, National Institutes of Health Tetramer Core Facility, Atlanta, GA, USA, Cat #35238).

Statistical Analysis

Statistical analysis was performed using GraphPad Prism Software (GraphPad Software, Inc., La Jolla, CA, USA). For analyses involving more than two groups, a one-way ANOVA was performed with the Tukey correction. When comparing two groups at individual time points, multiple two-way t-tests were performed, with a Holm–Sidak correction.
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FIGURE S1 | Graft survival with costimulatory blockade and immunosuppression. Act.2W-OVA+ C57BL/6-BALB/c F1 hearts were transplanted into wild-type C57BL/6 recipients: (A) with no treatment (No Rx), or anti-CD154 on day 0, 7, and 14 with DST on day 0 (αCD154/DST) alone or in combination with daily intraperitoneal injections of rapamycin or cyclosporine A for 30 days. (B) With no treatment (No Rx), or CTLA4-Ig on days 0 and 2 post-transplant or twice a week starting on day 0 for 30 days, (C) with anti-CD154 on day 0, 7, and 14 with DST on day 0 or CTLA4-Ig twice a week starting on day 0 for 30 days with survival measured to day 60 post-transplant. Graft survival was assessed by palpation, with 8–20 mice per group from 3–8 replicate experiments.

FIGURE S2 | Total numbers of bulk CD4+ conventional T cell (Tconv) and regulatory T cells (Tregs) in the spleen during rejection and tolerance. C57BL/6 recipients were transplanted with heterotopic heart allografts from Act.2W-OVA+ BALB/c × C57BL/6 F1 donors. Recipients received anti-CD154 on days 0, 7, and 14 post-transplantation plus donor splenocytes infusion on day 0 (αCD154/DST) or were untreated (No Rx). Recipients were sacrificed on day 7 or day 30 post-transplantation. (A) Total CD4+ T cells, (B) total number of FoxP3–CD4+ Tconv, and (C) total number of FoxP3+CD4+ Tregs in the spleen. **p < 0.01 by one-way ANOVA. Data are presented as mean ± SEM, each point represents one mouse from 4–5 replicate experiments per time point (n = 8–13).

FIGURE S3 | Regulatory T cells infiltrate comparably into allografts in rejection and tolerance while conventional T cell infiltration is reduced in tolerance. C57BL/6 recipients were as described in Figure 1. On day 7 or day 30 post-transplantation, mice were sacrificed and their heart grafts were collected, fixed in 10% formalin, and then stained by immunohistochemistry by either CD4 (left panels) or FoxP3 (right panels) staining. One representative panel is shown from each group is shown.

FIGURE S4 | Modest increases in percentages of graft-infiltrating 2W:I-Ab CD4+ conventional T cells (Tconv) in rejection and 2W:I-Ab regulatory T cells (Tregs) in tolerance. C57BL/6 recipients transplanted with heterotopic heart allografts from Act.2W-OVA+ BALB/c × C57BL/6 F1 donors, and were untreated (No Rx) or treated with αCD154/DST. Mice were sacrificed on day 7 or day 30 post-transplantation. (A) Total number of 2W:I-Ab(2W)-specific CD4+ T cells, (B).percentage of 2W-specific Tconv among total CD4+FoxP3− Tconv, and (C) percentage of 2W-specific Tregs among total CD4+FoxP3+ Tregs infiltrating the graft. ***p < 0.001 by one-way ANOVA. Data are presented as mean ± SEM, and each point represents one mouse from 7–8 replicate experiments (n = 12–13).

FIGURE S5 | Phenotypic analysis of bulk regulatory T cells (Tregs) and conventional T cells isolated from recipients with rejecting and tolerant allografts at day 7 post-transplantation. C57BL/6 recipients transplanted with heterotopic heart allografts from Act.2W-OVA+ BALB/c × C57BL/6 F1 donors, were untreated (No Rx) or treated with αCD154/DST, and sacrificed on day 7 post-transplantation. Percentage of cells positive (top), and mean fluorescent intensity (bottom) relative to naïve CD4+ FoxP3+ or FoxP3− cells of (A,B), Helios; (C,D), Neuropilin-1; (E,F), CD25; and (G,H), CD73; in naïve, acutely rejecting (No Rx), and αCD154/DST-treated (+Rx) mice. *p < 0.05, **p < 0.01, ***p < 0.001 by two-way ANOVA. Mean ± SEM is shown, and each point represents one animal from three replicate experiments (n = 4–6/group).

FIGURE S6 | Analysis of Ki67 expression on 2W:I-Ab-specific conventional T cell (Tconv) isolated from recipients with rejecting and tolerant allografts at day 7 post-transplantation. C57BL/6 recipients transplanted with heterotopic heart allografts from Act.2W-OVA+ BALB/c × C57BL/6 F1 donors, were untreated (No Rx) or treated with αCD154/DST, and sacrificed on day 7 post-transplantation. (A) Sample gating strategies for Ki67 expression by 2W:I-Ab-specific Tconvs. (B) Percent of 2W:I-Ab-specific Tconvs expressing Ki67. *p < 0.05, ***p < 0.001 by one-way ANOVA. Mean ± SEM is shown, and each point represents one animal from four replicate experiments (n = 5–10/group).

REFERENCES

1. Tang Q, Vincenti F. Transplant trials with Tregs: perils and promises. J Clin Invest (2017) 127:2505–12. doi:10.1172/JCI90598

2. Graca L, Cobbold SP, Waldmann H. Identification of regulatory T cells in tolerated allografts. J Exp Med (2002) 195:1641–6. doi:10.1084/jem.20012097

3. Chen L, Wang T, Zhou P, Ma L, Yin D, Shen J, et al. TLR engagement prevents transplantation tolerance. Am J Transplant (2006) 6:2282–91. doi:10.1111/j.1600-6143.2006.01489.x

4. Miller ML, Daniels MD, Wang T, Chen J, Young J, Xu J, et al. Spontaneous restoration of transplantation tolerance after acute rejection. Nat Commun (2015) 6:7566. doi:10.1038/ncomms8566

5. Wang T, Ahmed EB, Chen L, Xu J, Tao J, Wang CR, et al. Infection with the intracellular bacterium, Listeria monocytogenes, overrides established tolerance in a mouse cardiac allograft model. Am J Transplant (2010) 10:1524–33. doi:10.1111/j.1600-6143.2010.03066.x

6. Kendal AR, Chen Y, Regateiro FS, Ma J, Adams E, Cobbold SP, et al. Sustained suppression by Foxp3+ regulatory T cells is vital for infectious transplantation tolerance. J Exp Med (2011) 208:2043–53. doi:10.1084/jem.20110767

7. Lee I, Wang L, Wells AD, Dorf ME, Ozkaynak E, Hancock WW. Recruitment of Foxp3+ T regulatory cells mediating allograft tolerance depends on the CCR4 chemokine receptor. J Exp Med (2005) 201:1037–44. doi:10.1084/jem.20041709

8. Fan Z, Spencer JA, Lu Y, Pitsillides CM, Singh G, Kim P, et al. In vivo tracking of ‘color-coded’ effector, natural and induced regulatory T cells in the allograft response. Nat Med (2010) 16:718–22. doi:10.1038/nm.2155

9. Regateiro FS, Chen Y, Kendal AR, Hilbrands R, Adams E, Cobbold SP, et al. Foxp3 expression is required for the induction of therapeutic tissue tolerance. J Immunol (2012) 189:3947–56. doi:10.4049/jimmunol.1200449

10. Young JS, Daniels MD, Miller ML, Wang T, Zhong R, Yin D, et al. Erosion of transplantation tolerance after infection. Am J Transplant (2017) 17:81–90. doi:10.1111/ajt.13910

11. Francis RS, Feng G, Tha-In T, Lyons IS, Wood KJ, Bushell A. Induction of transplantation tolerance converts potential effector T cells into graft-protective regulatory T cells. Eur J Immunol (2011) 41:726–38. doi:10.1002/eji.201040509

12. Brennan TV, Tang Q, Liu FC, Hoang V, Bi M, Bluestone JA, et al. Requirements for prolongation of allograft survival with regulatory T cell infusion in lymphosufficient hosts. J Surg Res (2011) 169:e69–75. doi:10.1016/j.jss.2011.03.021

13. Lin CY, Graca L, Cobbold SP, Waldmann H. Dominant transplantation tolerance impairs CD8+ T cell function but not expansion. Nat Immunol (2002) 3:1208–13. doi:10.1038/ni853

14. Graca L, Thompson S, Lin CY, Adams E, Cobbold SP, Waldmann H. Both CD4(+)CD25(+) and CD4(+)CD25(-) regulatory cells mediate dominant transplantation tolerance. J Immunol (2002) 168:5558–65. doi:10.4049/jimmunol.168.11.5558

15. Feng G, Gao W, Strom TB, Oukka M, Francis RS, Wood KJ, et al. Exogenous IFN-gamma ex vivo shapes the alloreactive T-cell repertoire by inhibition of Th17 responses and generation of functional Foxp3+ regulatory T cells. Eur J Immunol (2008) 38:2512–27. doi:10.1002/eji.200838411

16. Carvalho-Gaspar M, Jones ND, Luo S, Martin L, Brook MO, Wood KJ. Location and time-dependent control of rejection by regulatory T cells culminates in a failure to generate memory T cells. J Immunol (2008) 180:6640–8. doi:10.4049/jimmunol.180.10.6640

17. Golshayan D, Jiang S, Tsang J, Garin MI, Mottet C, Lechler RI. In vitro-expanded donor alloantigen-specific CD4+CD25+ regulatory T cells promote experimental transplantation tolerance. Blood (2007) 109:827–35. doi:10.1182/blood-2006-05-025460

18. Joffre O, Santolaria T, Calise D, Al Saati T, Hudrisier D, Romagnoli P, et al. Prevention of acute and chronic allograft rejection with CD4+CD25+Foxp3+ regulatory T lymphocytes. Nat Med (2008) 14:88–92. doi:10.1038/nm1688

19. MacDonald KG, Hoeppli RE, Huang Q, Gillies J, Luciani DS, Orban PC, et al. Alloantigen-specific regulatory T cells generated with a chimeric antigen receptor. J Clin Invest (2016) 126:1413–24. doi:10.1172/JCI82771

20. Moore C, Tejon G, Fuentes C, Hidalgo Y, Bono MR, Maldonado P, et al. Alloreactive regulatory T cells generated with retinoic acid prevent skin allograft rejection. Eur J Immunol (2015) 45:452–63. doi:10.1002/eji.201444743

21. Sanchez-Fueyo A, Sandner S, Habicht A, Mariat C, Kenny J, Degauque N, et al. Specificity of CD4+CD25+ regulatory T cell function in alloimmunity. J Immunol (2006) 176:329–34. doi:10.4049/jimmunol.176.1.329

22. Tsang JY, Tanriver Y, Jiang S, Xue SA, Ratnasothy K, Chen D, et al. Conferring indirect allospecificity on CD4+CD25+ Tregs by TCR gene transfer favors transplantation tolerance in mice. J Clin Invest (2008) 118:3619–28. doi:10.1172/JCI33185

23. Yamaguchi T, Wing JB, Sakaguchi S. Two modes of immune suppression by Foxp3(+) regulatory T cells under inflammatory or non-inflammatory conditions. Semin Immunol (2011) 23:424–30. doi:10.1016/j.smim.2011.10.002

24. Vignali DA, Collison LW, Workman CJ. How regulatory T cells work. Nat Rev Immunol (2008) 8:523–32. doi:10.1038/nri2343

25. Cretney E, Kallies A, Nutt SL. Differentiation and function of Foxp3(+) effector regulatory T cells. Trends Immunol (2013) 34:74–80. doi:10.1016/j.it.2012.11.002

26. Veerapathran A, Pidala J, Beato F, Yu XZ, Anasetti C. Ex vivo expansion of human Tregs specific for alloantigens presented directly or indirectly. Blood (2011) 118:5671–80. doi:10.1182/blood-2011-02-337097

27. Turnquist HR, Zhao Z, Rosborough BR, Liu Q, Castellaneta A, Isse K, et al. IL-33 expands suppressive CD11b+ Gr-1(int) and regulatory T cells, including ST2L+ Foxp3+ cells, and mediates regulatory T cell-dependent promotion of cardiac allograft survival. J Immunol (2011) 187:4598–610. doi:10.4049/jimmunol.1100519

28. Arpaia N, Green JA, Moltedo B, Arvey A, Hemmers S, Yuan S, et al. A distinct function of regulatory T cells in tissue protection. Cell (2015) 162:1078–89. doi:10.1016/j.cell.2015.08.021

29. Schiering C, Krausgruber T, Chomka A, Frohlich A, Adelmann K, Wohlfert EA, et al. The alarmin IL-33 promotes regulatory T-cell function in the intestine. Nature (2014) 513:564–8. doi:10.1038/nature13577

30. Kuswanto W, Burzyn D, Panduro M, Wang KK, Jang YC, Wagers AJ, et al. Poor repair of skeletal muscle in aging mice reflects a defect in local, interleukin-33-dependent accumulation of regulatory T cells. Immunity (2016) 44:355–67. doi:10.1016/j.immuni.2016.01.009

31. Graca L, Le Moine A, Lin CY, Fairchild PJ, Cobbold SP, Waldmann H. Donor-specific transplantation tolerance: the paradoxical behavior of CD4+CD25+ T cells. Proc Natl Acad Sci U S A (2004) 101:10122–6. doi:10.1073/pnas.0400084101

32. Moon JJ, Chu HH, Hataye J, Pagan AJ, Pepper M, McLachlan JB, et al. Tracking epitope-specific T cells. Nat Protoc (2009) 4:565–81. doi:10.1038/nprot.2009.9

33. Moon JJ, Chu HH, Pepper M, McSorley SJ, Jameson SC, Kedl RM, et al. Naive CD4(+) T cell frequency varies for different epitopes and predicts repertoire diversity and response magnitude. Immunity (2007) 27:203–13. doi:10.1016/j.immuni.2007.07.007

34. Moon JJ, Dash P, Oguin TH III, McClaren JL, Chu HH, Thomas PG, et al. Quantitative impact of thymic selection on Foxp3+ and Foxp3- subsets of self-peptide/MHC class II-specific CD4+ T cells. Proc Natl Acad Sci U S A (2011) 108:14602–7. doi:10.1073/pnas.1109806108

35. Wang T, Chen L, Ahmed E, Ma L, Yin D, Zhou P, et al. Prevention of allograft tolerance by bacterial infection with Listeria monocytogenes. J Immunol (2008) 180:5991–9. doi:10.4049/jimmunol.180.9.5991

36. Li Y, Ma L, Shen J, Chong AS. Peripheral deletion of mature alloreactive B cells induced by costimulation blockade. Proc Natl Acad Sci U S A (2007) 104:12093–8. doi:10.1073/pnas.0705240104

37. Young JS, Khiew SH, Yang J, Vannier A, Yin D, Sciammas R, et al. Successful treatment of T cell-mediated acute rejection with delayed CTLA4-Ig in mice. Front Immunol (2017) 8:1169. doi:10.3389/fimmu.2017.01169

38. Furukawa A, Wisel SA, Tang Q. Impact of immune-modulatory drugs on regulatory T cell. Transplantation (2016) 100:2288–300. doi:10.1097/TP.0000000000001379

39. Huynh A, DuPage M, Priyadharshini B, Sage PT, Quiros J, Borges CM, et al. Control of PI(3) kinase in Treg cells maintains homeostasis and lineage stability. Nat Immunol (2015) 16:188–96. doi:10.1038/ni.3077

40. Levine AG, Arvey A, Jin W, Rudensky AY. Continuous requirement for the TCR in regulatory T cell function. Nat Immunol (2014) 15:1070–8. doi:10.1038/ni.3004

41. Vahl JC, Drees C, Heger K, Heink S, Fischer JC, Nedjic J, et al. Continuous T cell receptor signals maintain a functional regulatory T cell pool. Immunity (2014) 41:722–36. doi:10.1016/j.immuni.2014.10.012

42. Li MO, Rudensky AY. T cell receptor signalling in the control of regulatory T cell differentiation and function. Nat Rev Immunol (2016) 16:220–33. doi:10.1038/nri.2016.26

43. Vincenti F. Belatacept and long-term outcomes in kidney transplantation. N Engl J Med (2016) 374:2600–1. doi:10.1056/NEJMoa1506027

44. Xin L, Jiang TT, Chaturvedi V, Kinder JM, Ertelt JM, Rowe JH, et al. Commensal microbes drive intestinal inflammation by IL-17-producing CD4+ T cells through ICOSL and OX40L costimulation in the absence of B7-1 and B7-2. Proc Natl Acad Sci U S A (2014) 111:10672–7. doi:10.1073/pnas.1402336111

45. Steinert EM, Schenkel JM, Fraser KA, Beura LK, Manlove LS, Igyarto BZ, et al. Quantifying memory CD8 T cells reveals regionalization of immunosurveillance. Cell (2015) 161:737–49. doi:10.1016/j.cell.2015.03.031

46. Thornton AM, Korty PE, Tran DQ, Wohlfert EA, Murray PE, Belkaid Y, et al. Expression of Helios, an Ikaros transcription factor family member, differentiates thymic-derived from peripherally induced Foxp3+ T regulatory cells. J Immunol (2010) 184:3433–41. doi:10.4049/jimmunol.0904028

47. Weiss JM, Bilate AM, Gobert M, Ding Y, Curotto de Lafaille MA, Parkhurst CN, et al. Neuropilin 1 is expressed on thymus-derived natural regulatory T cells, but not mucosa-generated induced Foxp3+ T reg cells. J Exp Med (2012) 209:1723–42, S1. doi:10.1084/jem.20120914

48. Yadav M, Louvet C, Davini D, Gardner JM, Martinez-Llordella M, Bailey-Bucktrout S, et al. Neuropilin-1 distinguishes natural and inducible regulatory T cells among regulatory T cell subsets in vivo. J Exp Med (2012) 209:S1–19. doi:10.1084/jem.20120822

49. Akimova T, Ge G, Golovina T, Mikheeva T, Wang L, Riley JL, et al. Histone/protein deacetylase inhibitors increase suppressive functions of human FOXP3+ Tregs. Clin Immunol (2010) 136:348–63. doi:10.1016/j.clim.2010.04.018

50. Milpied P, Renand A, Bruneau J, Mendes-da-Cruz DA, Jacquelin S, Asnafi V, et al. Neuropilin-1 is not a marker of human Foxp3+ Treg. Eur J Immunol (2009) 39:1466–71. doi:10.1002/eji.200839040

51. Szurek E, Cebula A, Wojciech L, Pietrzak M, Rempala G, Kisielow P, et al. Differences in expression level of Helios and neuropilin-1 do not distinguish thymus-derived from extrathymically-induced CD4+Foxp3+ regulatory T cells. PLoS One (2015) 10:e0141161. doi:10.1371/journal.pone.0141161

52. Tang Q, Lee K. Regulatory T-cell therapy for transplantation: how many cells do we need? Curr Opin Organ Transplant (2012) 17:349–54. doi:10.1097/MOT.0b013e328355a992

53. Picarda E, Bezie S, Boucault L, Autrusseau E, Kilens S, Meistermann D, et al. Transient antibody targeting of CD45RC induces transplant tolerance and potent antigen-specific regulatory T cells. JCI Insight (2017) 2:e90088. doi:10.1172/jci.insight.90088

54. Picarda E, Bezie S, Venturi V, Echasserieau K, Merieau E, Delhumeau A, et al. MHC-derived allopeptide activates TCR-biased CD8+ Tregs and suppresses organ rejection. J Clin Invest (2014) 124:2497–512. doi:10.1172/JCI71533

55. Gregori S, Roncarolo MG. Engineered T regulatory type 1 cells for clinical application. Front Immunol (2018) 9:233. doi:10.3389/fimmu.2018.00233

56. Krupnick AS, Lin X, Li W, Higashikubo R, Zinselmeyer BH, Hartzler H, et al. Central memory CD8+ T lymphocytes mediate lung allograft acceptance. J Clin Invest (2014) 124:1130–43. doi:10.1172/JCI71359

57. Xu Z, Ho S, Chang CC, Zhang QY, Vasilescu ER, Vlad G, et al. Molecular and cellular characterization of human CD8 T suppressor cells. Front Immunol (2016) 7:549. doi:10.3389/fimmu.2016.00549

58. Chesneau M, Michel L, Degauque N, Brouard S. Regulatory B cells and tolerance in transplantation: from animal models to human. Front Immunol (2013) 4:497. doi:10.3389/fimmu.2013.00497

59. Ding Q, Yeung M, Camirand G, Zeng Q, Akiba H, Yagita H, et al. Regulatory B cells are identified by expression of TIM-1 and can be induced through TIM-1 ligation to promote tolerance in mice. J Clin Invest (2011) 121:3645–56. doi:10.1172/JCI46274

60. Lee KM, Kim JI, Stott R, Soohoo J, O’Connor MR, Yeh H, et al. Anti-CD45RB/anti-TIM-1-induced tolerance requires regulatory B cells. Am J Transplant (2012) 12:2072–8. doi:10.1111/j.1600-6143.2012.04055.x

61. Ali JM, Negus MC, Conlon TM, Harper IG, Qureshi MS, Motallebzadeh R, et al. Diversity of the CD4 T cell alloresponse: the short and the long of it. Cell Rep (2016) 14:1232–45. doi:10.1016/j.celrep.2015.12.099

62. Gao W, Lu Y, El Essawy B, Oukka M, Kuchroo VK, Strom TB. Contrasting effects of cyclosporine and rapamycin in de novo generation of alloantigen-specific regulatory T cells. Am J Transplant (2007) 7:1722–32. doi:10.1111/j.1600-6143.2007.01842.x

63. Wang Y, Camirand G, Lin Y, Froicu M, Deng S, Shlomchik WD, et al. Regulatory T cells require mammalian target of rapamycin signaling to maintain both homeostasis and alloantigen-driven proliferation in lymphocyte-replete mice. J Immunol (2011) 186:2809–18. doi:10.4049/jimmunol.0903805

64. Salomon B, Lenschow DJ, Rhee L, Ashourian N, Singh B, Sharpe A, et al. B7/CD28 costimulation is essential for the homeostasis of the CD4+CD25+ immunoregulatory T cells that control autoimmune diabetes. Immunity (2000) 12:431–40. doi:10.1016/S1074-7613(00)80195-8

65. Bluestone JA, Liu W, Yabu JM, Laszik ZG, Putnam A, Belingheri M, et al. The effect of costimulatory and interleukin 2 receptor blockade on regulatory T cells in renal transplantation. Am J Transplant (2008) 8:2086–96. doi:10.1111/j.1600-6143.2008.02377.x

66. Tang Q, Boden EK, Henriksen KJ, Bour-Jordan H, Bi M, Bluestone JA. Distinct roles of CTLA-4 and TGF-beta in CD4+CD25+ regulatory T cell function. Eur J Immunol (2004) 34:2996–3005. doi:10.1002/eji.200425143

67. Jarvinen LZ, Blazar BR, Adeyi OA, Strom TB, Noelle RJ. CD154 on the surface of CD4+CD25+ regulatory T cells contributes to skin transplant tolerance. Transplantation (2003) 76:1375–9. doi:10.1097/01.TP.0000093462.16309.73

68. Li W, Carlson TL, Green WR. Stimulation-dependent induction of CD154 on a subset of CD4+ FoxP3+ T-regulatory cells. Int Immunopharmacol (2011) 11:1205–10. doi:10.1016/j.intimp.2011.03.021

69. Keerthivasan S, Aghajani K, Dose M, Molinero L, Khan MW, Venkateswaran V, et al. beta-catenin promotes colitis and colon cancer through imprinting of proinflammatory properties in T cells. Sci Transl Med (2014) 6:225ra28. doi:10.1126/scitranslmed.3007607

70. Srivastava S, Koch MA, Pepper M, Campbell DJ. Type I interferons directly inhibit regulatory T cells to allow optimal antiviral T cell responses during acute LCMV infection. J Exp Med (2014) 211:961–74. doi:10.1084/jem.20131556

71. van Amelsfort JM, van Roon JA, Noordegraaf M, Jacobs KM, Bijlsma JW, Lafeber FP, et al. Proinflammatory mediator-induced reversal of CD4+,CD25+ regulatory T cell-mediated suppression in rheumatoid arthritis. Arthritis Rheum (2007) 56:732–42. doi:10.1002/art.22414

72. Arvey A, van der Veeken J, Samstein RM, Feng Y, Stamatoyannopoulos JA, Rudensky AY. Inflammation-induced repression of chromatin bound by the transcription factor Foxp3 in regulatory T cells. Nat Immunol (2014) 15:580–7. doi:10.1038/ni.2868

73. van der Veeken J, Gonzalez AJ, Cho H, Arvey A, Hemmers S, Leslie CS, et al. Memory of inflammation in regulatory T cells. Cell (2016) 166:977–90. doi:10.1016/j.cell.2016.07.006

74. Hansen W, Hutzler M, Abel S, Alter C, Stockmann C, Kliche S, et al. Neuropilin 1 deficiency on CD4+Foxp3+ regulatory T cells impairs mouse melanoma growth. J Exp Med (2012) 209:2001–16. doi:10.1084/jem.20111497

75. Delgoffe GM, Woo SR, Turnis ME, Gravano DM, Guy C, Overacre AE, et al. Stability and function of regulatory T cells is maintained by a neuropilin-1-semaphorin-4a axis. Nature (2013) 501:252–6. doi:10.1038/nature12428

76. Bono MR, Fernandez D, Flores-Santibanez F, Rosemblatt M, Sauma D. CD73 and CD39 ectonucleotidases in T cell differentiation: beyond immunosuppression. FEBS Lett (2015) 589:3454–60. doi:10.1016/j.febslet.2015.07.027

77. Jin D, Fan J, Wang L, Thompson LF, Liu A, Daniel BJ, et al. CD73 on tumor cells impairs antitumor T-cell responses: a novel mechanism of tumor-induced immune suppression. Cancer Res (2010) 70:2245–55. doi:10.1158/0008-5472.CAN-09-3109

Conflict of Interest Statement: The authors declare that the research was conducted in the absence of any commercial or financial relationships that could be construed as a potential conflict of interest.

Copyright © 2018 Young, Yin, Vannier, Alegre and Chong. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.

OPS/images/fimmu-09-01385-g005.jpg
aCD154/DST

No Rx

8 8 ¢ R

o MzosBaiLy,

Y
8

..
0
Q
<
3
bk
[=]
- (%]
3
»
['4
o
=z
& & =2 @
o sBailL Mz IejoL
=3
b o
A @Dﬂ
=]
<
3
b
o
O
3
»
['4
o
z
5 ) < E

2 2 @2

“sAuod 1L MZ _muo h1





OPS/images/fimmu-09-01385-g006.jpg





OPS/images/fimmu-09-01385-g003.jpg
>

10°.

Total Tconvs

10¢.

o

Total 2W Tconvs

Naive NoRx oCD154/ DO,2

(D30) DST (D30) (D30)

Naive NoRx 4CD154/ D0,2
(D30) DST (D30) (D30)

DO+
(D30)

CTLA4g

DO+ D0-30
(D30)  (D60)
CTLA%Ig

D0-30
(D60)

Total 2W Tregs

Naive NoRx oCD154/ DO,2
(D30) DST (D30) (D30)

Naive NoRx «CD154/ DO,2
(D30) DST (D30) (D30)

DO+ DO-30

(D30)
CTLA¢Ig

(D50)

DO+ D030
(D30) _(D60)
CTLAdg

8 R

% Tregs of CD4 O

Naive NoRx oCD154/ D02 DO+ DO-30
(D30) DST (D30) (D30)  (D30)  (D6O)

CTLAdg

-
& 3 3

%Tregs of 2W

Naive NoRxCD154/ D0,2 DO+ DO0-30
(D30) DST (D30) (D30) (D6O)

CTLA41g





OPS/images/fimmu-09-01385-g004.jpg
—
I
Q
3
-4
=)
o

s

No Rx

' FSC

(4] m|mw; _SM 1

—
0
o
3
2
o
o
3

w +¥aO:BaiL oney

7
I3
Q
S
B3
[=]
S
]

«CD154/DST

No Rx

g & & 3§ & °

a .vadjosbaiL %

aCD154/DST

o
No Rx






OPS/images/cover.jpg
? frontiers

in Immunology

Equal Expansion of Endogenous
Transplant-Specific Regulatory T
Cell and Recruitment Into the
Allograft During Rejection and
Tolerance





OPS/images/fimmu-09-01385-g001.jpg
Naive B HTx +No Rx M HTx + aCD154/DST

Heterotopic

Heart Tx c E - G
= — 03 o e 0.
= = 2 .
2W1S-OVA B/6-Blc F1 Donor wTCsBU Recient % H = H -
O 10% .~
— o o2 = A o~ 0 4.
B | —cps {Treg 4 = . . 2
. 2 o 3 i
o, ® 2 = 1
] o wl b o
1 Todnv Naive D7 D30 Naive D7 D30
o o "
cD9o c4 b F .
- - == 50
. = S
P -3
= o . .o 4o-
g 1 o o
o IS Iy G - =
P . .
g F B " o .
S S o &% =
2 . =L M i
10°. 10°- o

Naive D7 D30 Naive D7 D30





OPS/images/fimmu-09-01385-g002.jpg
Total Tconvs

Naive NoRx None +Rapa +CsA
(D30) «CD154/DST

K3

2

Total 2W Tconvs m

Naive NoRx None +Rapa +CsA
aCD154/DST

(D30)

Heterotopic
Heart Tx

3

Total Tregs

105.

Naive NoRx None +Rapa +CsA

(D30) aCD154/DST

m

Total 2W Tregs

Naive NoRx None +Rapa +CsA

(D30) < CD154/DST

X Daily
Rapamycin or CSA

|

Analyze

+aCD154/DST D30 Post-Tx
D

25.
‘s o
2,15 &
2 10.
F s
=

°

Naive NoRx None +Rapa +CsA
(D30) oCD154IDST

:Nm

%Tregs of 2W

Naive NoRx None +Rapa +CsA

(D30) «CD154/DST





OPS/images/logo.jpg
Ghesk for

i@





