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Regulatory T (Treg) cell is well known for its anti-inflammatory function in a variety of tissues in health and disease. Accordingly, Treg cells that reside in adipose tissue exhibit specific phenotypes. Their numbers are regulated by age, gender and environmental factors, such as diet and cold stimulation. Adipose-resident Treg cells have been suggested to be critical regulators of immune and metabolic microenvironment in adipose tissue, as well as involved in pathogenesis of obesity-related metabolic disorders. This review surveys existing information on adipose-resident Treg cells. We first describe the origin, phenotype and function of adipose-resident Treg cells. We then describe the major regulators of adipose-resident Treg cells, and discuss how the adipose-resident Treg cells are regulated in lean and obese conditions, especially in humans. Finally, we highlight their therapeutic potential in obesity-related disorders.
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INTRODUCTION

Adipose tissue inflammation is implicated in associations between obesity and its multiple complications (1, 2). Obese adipose tissue is laden with a variety of pro-inflammatory immune cells, including classically activated macrophages, natural killer (NK) cells, mast cells, neutrophils, dendritic cells (DCs), B cells, cytotoxic T cells and Th1 cells (3, 4). These cells can stimulate adipocytes and release pro-inflammatory factors, such as IFNγ, TNFα, IL-1β, and IL-6, leading to the development of local and systemic inflammation, insulin resistance, and type 2 diabetes. In contrast, lean adipose tissue contains significantly lower numbers of immune cells, the majority of which are anti-inflammatory cells including Treg cells, alternatively activated macrophages, eosinophils, and group 2 innate lymphoid cells (ILC2s). These cells actively maintain metabolic homeostasis in adipose tissue by secretion of anti-inflammatory mediators, such as IL-4 and IL-13.

An important anti-inflammatory immune cell population in adipose tissue is Treg cell. Treg cells play critical roles in the regulation of autoimmunity (5), allergy (6), microbial infection (7), and tumor development (8). Besides the classical Treg cells circulating through lymphoid organs, Treg cells residing in parenchymal tissue, so-called tissue Treg cells, are also crucial for the maintenance of organismal homeostasis (9). Adipose-resident Treg is one of the best-characterized tissue Treg cells. Dr. Diane Mathis's group published pioneering work in the field of adipose-resident Treg cells. In 2009, they reported that the abdominal fat of lean mice was enriched in Treg cells with a unique phenotype, and these adipose-resident Treg cells played an important role in maintaining insulin sensitivity through limiting adipose tissue inflammation. Importantly, these cells decreased in fat tissue of obese animals (10). Three years later, the same group reported the molecular basis of this unique population of visceral adipose tissue (VAT) Treg cells by identifying peroxisome-proliferator-activated receptor γ (PPARγ), the master regulator of adipocyte differentiation, as the major driver behind development, tissue accumulation, and functional phenotype of these cells (11). Since then, the development, regulation and function of adipose-resident Treg cells have been extensively investigated. Accumulating evidence shows that adipose-resident Treg cells have unique properties, distinct from lymphoid organ Treg cells, and respond to different environmental challenges to regulate immune and metabolic states in normal and disease conditions.

In this review, we summarize current understanding of the characteristics, regulation and function of adipose-resident Treg cells, as well as discuss their metabolic impact and therapeutic potential. Elucidating the interactions underlying adipose-resident Treg cells and adipose inflammation is of significant interest and may provide new insights to overcome the harmful side effects of an obese state.

CHARACTERISTICS OF ADIPOSE-RESIDENT TREG CELLS

Adipose tissue types can be subdivided based on their distinct developmental origins, anatomical locations and functions. These include VAT, subcutaneous adipose tissue (SAT) and brown adipose tissue (BAT). VAT and SAT are composed primarily of white adipocytes with their major function being energy storage, while BAT consists of brown adipocytes with a primary function of thermogenesis. In lean adult male mice, high enrichment of Treg cells (~50% of CD4+ T cells) is observed only in VAT, but not in other fat depots (10). Therefore, initial studies were focused on VAT adipose-resident Treg cells. Recently, it has been shown that SAT and BAT also harbor distinct subsets of Treg cells characterized by unique gene signatures (12, 13). It is clear that Treg cells in different types of adipose tissue have distinct properties that are critical for the regulation of local immune and metabolic environment. In this section, we review the origin, phenotypes and functions of the Treg cells from different fat depots.

Origin

In 10-week-old mice VAT and SAT have relatively low frequencies of Treg cells (10–15% of CD4+ T cells), comparable to what is observed in lymphoid tissues. However, only VAT Treg cells accumulate overtime reaching 40–50% at around 25 weeks of age (10, 14). The striking enrichment of Treg cells in VAT has attracted significant interest to investigate the origin and development of VAT Treg cells. Classical Treg cells are generated in the thymus or converted from conventional CD4+ T cells in the periphery (15, 16). Because the T cell receptor (TCR) repertoire of VAT Treg cells is distinct from VAT conventional T (Tconv) cells, it is unlikely that the Foxp3+ Treg cells in the VAT are differentiated from local Tconv cells (10). A recent study further excluded the possibility of conversion of VAT Treg cells from Tconv cells, and also showed little contribution of circulating Treg cells to the VAT Treg cell accumulation (17). This study revealed that VAT Treg cells were mostly seeded from the thymus in the early weeks of life and proliferated in response to antigen(s) presented by major histocompatibility complex class II (MHCII) and IL-33 beyond 10 weeks of age (17). More recent work has further demonstrated the accumulation of Treg cells in VAT was divided into two steps. Firstly, thymus-derived Treg cells were initially induced to express low level of PPARγ and weak VAT-Treg signature within the spleen; secondly, these PPARγlow Treg cells were installed in VAT, where complete VAT-Treg signature was induced by TCR:MHCII interaction, IL-33, and Foxp3 expression. The combination of these consecutive cues was necessary for complete differentiation into the PPARγhigh VAT Treg lineage (18).

Origin of Treg cells in SAT and BAT have not been well studied. Since both of these tissues have normal frequencies of Treg cells (about 10% of CD4+ T cells) and naïve CD4+ T cells from these two tissues produce more induced Treg cells than VAT (13), the SAT and BAT Treg cells probably have different origin from VAT Treg cells.

Phenotype

The majority of studies addressing the phenotype of adipose-resident Treg cells were performed in VAT. Microarray analysis comparing Treg cells from VAT and lymphoid tissues revealed notable distinction among Treg cells from different tissue sites and showed a unique transcriptional profile in VAT Treg cells. VAT Treg cells displayed a distinct chemokine/chemokine receptor pattern, overexpression of Gm1960 (an IL-10-inducible Cxcr2 ligand), Ccr1, Ccr2, Ccr9, Ccl6, integrin αV, activated leukocyte cell adhesion molecule (Alcam), Cxcl2 and Cxcl10 and reduced expression of Ccl5 and Cxcr3, which might be responsible for their specific local accumulation (10). VAT Treg cells also produced significantly higher levels of IL-10 and showed enhanced IL-10 signaling compared with Treg cells from lymphoid tissue (10). Most VAT Treg cell signature genes were regulated directly or indirectly by PPARγ, a nuclear receptor overexpressed in Treg cells specifically from VAT but not from other tissues (11). Genetic ablation of PPARγ in Treg cells reduced the number and changed the transcriptional signature specifically in VAT Treg cells, indicating that PPARγ is a master regulator defining VAT Treg cell phenotype (11). In an effort to identify the cytokine receptors preferentially expressed by VAT Treg cells, Vasanthakumar et al. found that ST2, the receptor of IL-33, was highly expressed in Treg cells from VAT and was activated by IL-33 to provide a signal that was essential for the development and maintenance of VAT Treg cells (19). Interestingly, in spite of their unique gene expression signatures, VAT Treg cells were similar in their suppressive capacity as spleen Treg cells based on a standard in-vitro suppression assay (10). However, it is not clear if there is a difference in in-vivo activity between Treg cells from VAT and other tissues.

In addition to the transcriptional signatures that encompass chemokine receptor, transcription factor, and cytokine receptor phenotypes, VAT Treg cells express tissue-antigen specific TCR repertoire. According to results from complementarity-determining region 3α (CDR3α) sequences, VAT Treg cells have a highly restricted distribution of sequences and exhibit distinguishable TCR repertoires from that of their counterparts in the spleen and lymph nodes (10). Furthermore, in Vα2-Vβ4 VAT-Treg TCR transgenic mice frequency and number of total Treg cells are specifically elevated in VAT, but not in the spleen (18). Moreover, VAT Treg cells depend on recognition of antigen(s) presented by MHCII on antigen-presenting cells (APCs) for their retention/accumulation in VAT (17). However, the special antigen(s) recognized by VAT Treg cells remain undiscovered.

Microarray gene expression profiling of BAT Treg cells from C57BL/6 female mice revealed a shared group of signature genes with VAT Treg cells, including PPARγ and IL-10, but also identified a specific BAT Treg gene signature, suggesting a unique subset of Treg cells in BAT (12). Cold exposure changed expression of a very small group of genes in BAT Treg cells, but the majority of genes remained unchanged (12). It is worth noting that this study compared the gene signature of BAT Treg cells from female mice to the previously published gene signature of VAT Treg cells from male mice. The reported BAT Treg-specific gene signature in this study may have been affected by the gender difference. More recently, it has been reported that in young 3-6-week-old mice BAT and SAT harbor higher Foxp3+ Treg cell percentages than VAT, and Treg cells in BAT and SAT are more efficiently induced by cold exposure compared to VAT Treg cells (13).

In summary, Treg cells residing in different types of adipose tissue have distinct features, implying their specialized functions in regulation of immune and metabolic homeostasis in and beyond adipose tissue.

Function

Metabolic disorders are associated with and mediated by inflammatory processes (20, 21). As one of the most potent anti-inflammatory cell types, Treg cells have been proposed to play a protective role in insulin resistance and other metabolic disorders by several gain-of-function experiments (10, 22, 23). In both high-fed diet (HFD)-induced obese mice and mice heterozygous for the yellow spontaneous mutation (Ay/a), injection of IL-2 in complex with IL-2 antibody (mAb) increased the fraction of Treg cells in VAT and spleen, and reduced insulin resistance (10). Oral administration of anti-CD3 antibody and β-glucosylceramide (GC) in leptin-deficient ob/ob mice effectively induced Treg cells and alleviated the metabolic abnormalities, including pancreatic islet cell hyperplasia, fatty liver, adipose tissue inflammation and high blood glucose (23). In addition, adoptive transfer of CD4+Foxp3+GFP+ Treg cells into db/db diabetic mice led to an increase in Foxp3 expression and a decrease in CD8+ effector T cells in VAT, as well as a decrease of urinary albumin-to-creatinine ratio and glomerular diameter (22). These observations indicate that Treg cells can not only ameliorate insulin resistance, but also prevent diabetic nephropathy. The above studies used approaches that resulted in global increases of Treg cells, which were not limited to adipose tissue. Therefore, these studies failed to fully clarify the specific contribution of local adipose tissue resident Treg cells to the improvement of metabolic disorders. Unfortunately, an attempt to enhance Treg cells specifically in VAT by transfer of fat-resident Treg cells into obese mice failed due to the lability and low recoverable numbers of VAT Treg cells (10). However, in our recent study, genetic deletion of MHCII in adipocytes of obese mice substantially increased Treg cell fraction specifically in VAT and reduced adipose tissue inflammation and insulin resistance (24). Interestingly, these beneficial effects were dependent on the specific induction of VAT Treg cells, suggesting tissue specific function of VAT Treg cells against obesity-induced adipose inflammation and insulin resistance (24). In line with our observations, VAT-Treg TCR transgenic mice showed significantly improved insulin sensitivity and glucose tolerance (18). Besides adipose inflammation, Hashimoto's Thyroiditis (HT) is also associated with abnormal insulin sensitivity. A recent study focused on HT showed a drop in VAT Treg cells as well as insulin sensitivity in a mouse model of HT. The impaired insulin sensitivity was effectively reversed by the adoptive transfer of CD25+Foxp3+ Treg cells from peripheral blood; however, subsequent anti-CD25 antibodies administration had no effect on insulin sensitivity. Since anti-CD25 treatment selectively depletes CD25+Foxp3+ Treg cells in peripheral blood but not in VAT, the finding supports a potential specific role for VAT Treg cells in improving insulin resistance in HT (25).

The contradictory results from loss-of-function experiments are somewhat puzzling. Short term depletion of Treg cells by administration of diphtheria toxin in mice that express diphtheria toxin receptor (DTR) under the control of the Foxp3 promoter (Foxp3-DTR) significantly increased insulin sensitivity in VAT and liver, and decreased fasting insulin levels, but showed marginal in-vivo metabolic changes (10). Transgenic mice expressing the Vα5/Vβ8.2 TCR, which was found at a high frequency among obese adipose tissue T cells, displayed a tissue specific decrease of Treg cells in VAT, but did not show any metabolic phenotype in both lean and obese states (26). Similarly, VAT-specific loss of Treg cells by knockout of PPARγ in Foxp3+ Treg cells did not affect insulin sensitivity in young, lean and obese mice (11, 27). However, these negatives do not rule out the potential critical role for VAT Treg cells in regulation of metabolism under certain circumstances. In lean condition, a decrease of VAT Treg cells may not change the inflammatory state because of a lack of inflammation in adipose tissue. While in obese condition, where the VAT Treg cells are already dramatically down-regulated and exhibit loss of function, further decrease of VAT Treg cells may not lead to changes in metabolic phenotypes. Interestingly, loss of VAT Treg cells improves glucose homeostasis in aged mice, suggesting its critical role in aging-induced insulin resistance (27). The detailed mechanism underlying the insulin-desensitizing effects of VAT Treg cells in aged mice is unclear and requires further investigation.

SAT and BAT, two important tissues responsible for cold-induced thermogenesis, also harbor tissue resident Treg cells. Cold exposure and beta-adrenergic stimulation enhanced the accumulation of Treg cells in BAT and SAT, suggesting a potential role for adipose-resident Treg cells in cold-induced thermogenesis. Indeed, depletion of Treg cells blunted beta3-adrenergic receptor (ADRB3) agonist-induced expression of thermogenic and lipolytic genes, while adoptive transfer of Treg cells or expansion of Treg cells by IL-2/mAb injection showed opposite effects (13). These results suggested an important role for Treg cells in the regulation of thermogenesis in SAT and BAT. Since specific depletion or expansion of Treg cells in SAT and BAT is currently not possible, it is hard to determine the specific contribution of Treg cells to regulation of metabolic homeostasis, such as body weight and insulin sensitivity, in these tissues.

While additional studies are necessary to clarify the timing and location of the specific functions of adipose-resident Treg cells, it is clear that these cells are important contributors to maintaining immune and metabolic homeostasis, in part through regulation of adipose inflammation, insulin sensitivity, lipolysis and thermogenesis.

REGULATORS OF ADIPOSE-RESIDENT TREG CELLS

PPARγ

PPARγ is a member of the PPAR subfamily of nuclear hormone receptors. The name PPAR is derived from the first identified member of the family, PPARα, which has the ability to respond to various compounds that induce peroxisome proliferation (28). However, other members of the PPAR family do not show this function; instead, they play important roles in lipid metabolism and metabolic control, especially PPARγ.

PPARγ was first identified by homology cloning in Xenopus, which was reported to stimulate the peroxisomal degradation of fatty acids (29). There are two isoforms of PPARγ, PPARγ1 and PPARγ2, and the latter has additional 30 amino acids at its extreme N terminus in mice (30). Generally, PPARγ is accepted as a master regulator of adipogenesis and transcription of lipogenic genes (31, 32). It is also known as a suppressor of inflammatory signaling and its ability to exert anti-inflammatory effects in both acute and chronic inflammatory diseases (33, 34). PPARγ was reported to be expressed in Treg cells and protected autoimmunity by enhancement of Treg cells (35, 36). Recently, PPARγ was highlighted as a crucial molecular orchestrator of VAT Treg cell accumulation, phenotype and function (11).

Comparing the gene-expression profiles of VAT and lymphoid-organ Treg cells, Cipolletta et al. found that the level of transcripts encoding the nuclear receptor PPARγ was highly expressed in VAT Treg cells (11). Expression of genes that were positively or negatively correlated with PPARγ transcript levels occupied the majority of strongly up- or down-regulated genes in VAT Treg cells compared to lymphoid-tissue Treg cells (11). VAT Treg cells expressed both PPARγ1 and PPARγ2, with a predominance of the former. The evaluation of each isoform's ability to collaborate with Foxp3 to promote the VAT Treg cell gene signature showed that PPARγ1 and PPARγ2 could both induce most of the genes upregulated in VAT Treg cells. However, the difference between the two protein variants was that only PPARγ1 induced suppression of the genes that were down-regulated in VAT Treg cells (11). More importantly, PPARγ is a key controller for the accumulation and phenotype of Treg cells that are present in VAT. Mice lacking PPARγ specifically in Treg cells had lower frequencies and numbers of VAT Treg cells, but did not exhibit any reductions in Treg cells in lymphoid organs. Additionally, PPARγ-mut mice exhibited reduced expression of VAT Treg cell signature genes (11).

Pioglitazone is a well-known insulin-sensitizing agent that improves metabolic indices in obese mice and humans by targeting and activating PPARγ. Pioglitazone treatment induced an impressive enrichment of the fraction and number of Treg cells in epididymal adipose tissue in both lean and obese mice (11). Conversely, a few days of treatment with an irreversible PPARγ inhibitor, GW9662, decreased the fraction of Gata3+ Treg cells in VAT, although the fraction and number of total Treg cells in VAT showed no significant differences (11). Since Gata3 expression was reduced in the absence of PPARγ, these observations suggested that PPARγ is important for both development and continuous maintenance of VAT Treg cell phenotype (11).

The transcriptional signature of VAT Treg cells from obese mice showed a strong correlation with the transcriptional changes induced by deficiency of PPARγ, suggesting that obesity might exert its impact on VAT Treg cell through either direct or indirect modulation of PPARγ (14). However, the level of transcripts encoding PPARγ in obese mice was not altered compared with lean mice (14), suggesting that the genes abnormally expressed in the obese state are not associated with a reduced expression of PPARγ. Instead, reduction of PPARγ activity was shown to be mediated through phosphorylation by protein kinase Cdk5 (cyclin-dependent kinase 5), a kinase that is activated in adipocytes of diet-induced obese mice. As a result, Cdk5 mediated phosphorylation of the serine residue at position 273 of PPARγ and led to dysregulation of a large number of genes involved in the pathogenesis of insulin resistance (37). Intriguingly, the transcriptional signature of obese VAT Treg cells was also dependent on PPARγ's phosphorylation of the serine residue at position 273, which was provoked by obesity (14). Therefore, it is likely that the post-translational modification of PPARγ might affect VAT Treg cells in obesity.

IL-33 and its Receptor ST2

IL-33 is a member of the IL-1 family, which includes IL-1α, IL-1β, IL-18, IL-36α, IL-36β, IL-36γ, IL-33, receptor antagonists IL-1Ra, IL-36Ra, IL-38, and anti-inflammatory cytokine IL-37 (38). IL-33 protein is produced mainly by non-hematopoietic cells (39), particularly specialized populations of epithelial and endothelial cells (40, 41). IL-33 was first detected in human lymph node high endothelial venules (42) and it is highly expressed in lymph node and spleen fibroblastic reticular cells in mice and humans (40, 41). In contrast to humans, expression of IL-33 in mouse endothelium seems to be limited to adipose tissue, liver and female reproductive tract (43, 44). ST2 and the shared signaling chain, IL-1RAcP, make up the receptor complex for IL-33. ST2 is thought to be the only functional receptor for IL-33, because systemic inflammation caused by the loss of IL-33 nuclear localization signals or constitutive over-expression of IL-33 was abrogated by deficiency of ST2 (45, 46). ST2 is expressed in many different kinds of cells in VAT, including adipocytes, mast cells, ILC2s, Th2 cells and Treg cells (47).

Many Treg cells in VAT display ST2 and ST2+ Treg cell fraction increases with age to achieve nearly 90% of VAT Treg cells in mice at age of 30 weeks, while they are barely detected in the spleen (17). In addition to VAT Treg cells, other tissue-resident Treg cells, like Treg cells in intestine (48) and muscle (9), also show higher percentage of ST2+ cells compared with lymphoid organs. It seems that ST2 expression on tissue-resident Treg cells is maintained by IL-33 itself as IL-33 stimulates the expression of ST2 in Treg cells (19).

Accumulating evidence supports the role for IL-33/ST2 axis as a positive regulator of VAT Treg cells by counteracting obesity-induced adipose inflammation and insulin resistance. Mice lacking ST2 or IL-33 that were kept on a normal chow diet had reduced frequencies and numbers of VAT Treg cells (17, 19, 49), while injection of exogenous IL-33 into lean or obese mice stimulated an impressive expansion of VAT Treg cell population (17, 19, 50). In obese mice, IL-33 treatment reduced inflammation of VAT, as well as improved the metabolic indices (50, 51). However, a recent study reported that although administration of IL-33 induced VAT Treg cell expansion, it also promoted insulin resistance. Moreover, while blockade of IL-33/ST2 signaling by anti-ST2 antibody reduced VAT Treg cells, at the same time the treatment increased insulin-stimulated glucose uptake, suggesting a potential for detrimental effects of IL-33 signaling in metabolism (27). The reason for this discrepancy is not clear, but could be due to different mouse colonies utilized, husbandry practices and facilities utilized in the studies.

Studies suggest both direct and indirect mechanisms for IL-33 modulation of VAT Treg cells. One study suggested that IL-33 had an indirect influence on VAT Treg cells through activation of ILC2, which led to co-stimulatory interactions between Treg cell ICOS and ILC2 expressed ICOSL (49). Another study demonstrated that IL-33 could also act directly on VAT Treg cells. When ST2 expression was specifically ablated in Treg cells, the number of Treg cells in both VAT and SAT decreased, while there was no significant change in spleen. Furthermore, the frequency and number of ILC2 did not change in VAT of these mice, which excluded the effects of ILC2 on VAT Treg cells. In addition, other studies also showed direct effects of IL-33 on tissue-Treg cells in vitro, including Treg cells from VAT and other tissues (19, 48, 52, 53). Vasanthakumar et al. have shown that myeloid differentiation factor MyD88, an adaptor protein within IL-33 signaling pathway, was essential for the development and maintenance of VAT Treg cells (19).

The main source of IL-33 in adipose tissue was thought to be primarily derived from multiple stromal cell populations, such as podoplanin+ (Pdpn+) stromal cells (54). IL-33 protein levels in VAT increase with age, accompanied with Treg cell accumulation (19, 54). IL-17A derived from γδ T cells has been identified as a key cytokine that can induce IL-33 production in adipose stromal cells and sustain VAT Treg accumulation, which was evidenced by the observation that mice lacking IL-17A or γδ T cells exhibited significant reduction in IL-33 protein and Treg cell frequencies in adipose tissue but not in spleen (54).

TCR:MHCII Interactions and Co-stimulation

T cell activation requires MHC-mediated antigen presentation and co-stimulation. TCR:MHCII interaction provides a fundamental signal to sustain and activate CD4+ T cells (55). MHCII expression on APCs, especially on adipocytes, is important for the activation of Th1 cells in adipose tissue in obese state (24, 56–58). In lean condition, MHCII-mediated antigen presentation is required for the development and maintenance of VAT Treg cells (17, 19). In MHCII-deficient mice, the number of VAT Treg cells was dramatically decreased and few of the remaining VAT Treg cells expressed Gata3, a typical VAT Treg cell marker (17). In addition, a close association between myeloid cells expressing MHCII and Treg cells in VAT was observed in wild type mice, but not in MHCII deficient mice (17). In another study, VAT Treg cells were found to express higher level of Nur77 and lower level of TCF7 than splenic Treg cells. Since transcription factors Nur77 and TCF7 were up- and down-regulated in response to TCR signaling respectively, these results suggested TCR signals are critical to maintain VAT Treg cells (19). Further studies revealed that TCR signals induced transcriptional regulators BATF and IRF4, and subsequently turned on the expression of PPARγ and ST2, two key regulators of VAT Treg cell phenotype (19). B7 molecules (CD80 and CD86], the most classical T cell co-stimulators, were also involved in reducing HFD-induced inflammation by maintaining the number of Treg cells in adipose tissue, liver and lymphoid tissues (59, 60). CD80/CD86 double knockout (B7 KO) mice showed a reduction of VAT Treg cells (59, 60), likely a result from the systemic defects of Treg cell development in these mice (61).

Myeloid cells, including macrophages and dendritic cells, have been proposed to be the major MHCII+ APCs that provide necessary TCR signals to VAT Treg cells (17). Indeed, adipose tissue macrophages (ATMs) have been shown to contribute to induction and proliferation of VAT Treg cells (62). ATMs from normal mice induced PPARγ-high Treg cells while ATMs from obese mice induced PPARγ-low Treg cells. Moreover, depletion of ATMs resulted in the reduction of adipose-resident Treg cells, while adoptive transfer of ATMs showed opposite result in vivo (62), strongly suggesting that the enrichment of Treg cells in adipose tissue is at least partly due to interactions with ATMs. However, deficiency of MHCII specifically in myeloid cells did not change the fraction of VAT Treg cells in chow fed lean mice, although the reduction was observed in obese mice (58). Further studies are warranted to identify or confirm APC populations that are essential to sustain Treg cells in VAT.

Other Regulators

In addition to the regulators mentioned above, the adipose-resident Treg cells could be regulated by other factors, including secretory factors [IL-21 (63), IL-2 (64), and insulin (65)] and transcriptional factors [STAT3 (66), Foxp3 (18), and STAT6 (13)]. Increased accumulation of Treg cells was demonstrated in VAT of IL-21 knockout mice in comparison with wild-type mice fed normal chow or HFD (63). Accordingly, IL-21 knockout mice exhibited improved insulin sensitivity and decreased adipose inflammation, compared with wild-type mice when fed on HFD. This phenotype was accompanied by a higher induction of IRF4 in VAT, which was negatively regulated by IL-21 (63). IL-2 plays a critical role in Treg cell survival and function (67). A recent study reported that adipose invariant natural killer T cells regulated the proliferation and function of adipose Treg cell through IL-2 production (64). Treg cells express insulin receptor and high levels of insulin could impair the ability of Treg cells to produce IL-10 via AKT/mTOR signaling pathway, suggesting that insulin acts as a negative regulator of Treg cells in hyperinsulinemic obese mice (65).

STAT3 expression in T cells was shown to play a crucial role in adaptive immunity in VAT, which may contribute to adipose tissue inflammation and insulin resistance. Treg cell percentages in VAT were increased in T cell specific STAT3 knockout mice compared with wild-type mice fed a HFD (66). However, since reduction in VAT Treg cells was correlated with HFD-induced obesity, and mice lacking STAT3 in T cells gained less body and VAT weights when fed HFD, it is hard to exclude the possibility that the increase of VAT Treg cells is a secondary effect of weight loss in these mice.

Foxp3 is a master regulator in the function and development of Treg cells (68). Although the role of Foxp3 in lymphoid organ Treg cells is well studied, its role in VAT Treg cell is less clear. A recent study has demonstrated Foxp3 was not only a marker to distinguish Treg cells and Tconv cells; it was also essential for Treg cell enrichment in VAT. When Foxp3 was transduced into Tconv cells; these cells accumulated in VAT, while control transduced cells did not. Moreover, almost all the Foxp3 transduced Tconv cells expressed PPARγ and ST2, markers normally associated with in VAT Treg cells (18).

Few studies have investigated potential regulators of Treg cells in BAT and SAT. So far STAT6 has been found to play a role in regulation of these cells. STAT6 knockout mice displayed lower BAT and SAT Treg cell frequencies compared with wild-type mice. In-vitro, Treg cell induction of naïve T cells isolated from BAT and SAT in STAT6 knockout mice was also significantly blunted. Moreover, STAT6 inhibitor suppressed Treg cell induction from naïve CD4+ T cells in inguinal lymph nodes of BALB/c Foxp3-GFP reporter mice (13).

Regulatory Network Controlling Adipose-Resident Treg Cells

Many regulators interact to form a network necessary to maintain proper number and function of adipose resident Treg cells (Figure 1A). PPARγ transcription factor and IL-33/ST2 cytokine/cytokine-receptor pair are key regulators of accumulation and phenotype of VAT Treg cells. ST2 may be regulated by PPARγ, since VAT Treg cells lacking PPARγ show a lower percentage of ST2+ cells (17). However, it is likely that PPARγ expression is not affected by IL-33 stimulation (19). Interestingly, both PPARγ and ST2 are direct target genes of transcriptional factor BATF and IRF4, which are induced by TCR signaling (17, 19). Some factors regulate VAT Treg cells indirectly by modulating either the production or function of IL-33. IL-17 secreted by γδ T cells promotes production of IL-33 from stromal cells to sustain VAT Treg cells (54), while production of IFNγ from Th1 cells could inhibit IL-33 signaling to decrease the proliferation of adipose-resident Treg cells (24). Besides IL-33, other cytokines can also act directly on Treg cells in VAT. IL-2, produced by regulatory iNKT cells, can regulates VAT Treg cell enrichment (64). IL-21, production of which is regulated by STAT3 through an autocrine positive-feedback loop (69), negatively regulates IRF4 to decrease Treg cells (63).
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FIGURE 1. Regulation of Treg cell in mouse VAT. (A) In lean mice, healthy adipose tissue is enriched with anti-inflammatory Treg cells. TCR:Antigen recognition and IL-33 signaling are required for the development and accumulation of Treg cells in VAT. The TCR signaling triggered by MHCII complex provided by ATMs up-regulates transcription factors IRF4 and BATF, both of which directly control expression of Il1rl1 (ST2) and Pparg in VAT Treg cells. Pparg is the key transcription factor contributing to the unique gene expression profile and phenotype of VAT Treg cells. ST2, encoded by Il1rl1 gene, is the receptor for IL-33 mediated signaling which promotes proliferation of VAT Treg cells through the adaptor protein MyD88. IL-33 also induces VAT Treg cells indirectly by interactions between Treg ICOS and ILC2 ICOSL. IL-33 is mainly produced by stromal cells and its production is dependent on IL-17A derived from γδ T cells. Regulatory iNKT cells also regulate VAT Treg enrichment by production of IL-2. (B) In obese mice, the frequency and number of VAT Treg are drastically reduced. IL-6, which is over-produced by adipocytes and M1-like ATMs in obese mice, suppresses VAT Treg generation by activation of STAT3. IL-21 is overexpressed in obese adipose tissue and reduces VAT Treg cells by down-regulation of IRF4. As obesity develops, adipocytes express more leptin, which in conjuction with MHCII expression by adipocytes, stimulates Th1 cell activation. IFNγ produced by Th1 cells strongly inhibits VAT Treg accumulation by IL-33. Obesity is accompanied by hyperinsulinemia. In obesity, the function of Treg cells is impaired by insulin via AKT/mTOR activation.



REGULATION OF ADIPOSE-RESIDENT TREG CELLS IN PHYSIOLOGICAL AND PATHOLOGICAL PROCESSES

In accordance with the important function of adipose-resident Treg cells, they have been described as a highly dynamic population in physiological and pathological processes. A growing number of studies have investigated the regulation of adipose-resident Treg cells under healthy and disease conditions in both humans and mice. These studies help us to better understand the critical role of adipose-resident Treg cells in metabolic diseases, and have identified potential pathways for specific manipulation of adipose-resident Treg cells to improve metabolic homeostasis.

Age

In lean male mice, VAT Treg cells increase between 5 and 25 weeks of age, then drop rapidly at 40 weeks of age, while splenic Treg cells remain unchanged (10, 14). Consistently, the transcriptional profiles of VAT Treg cells from mice at different ages revealed age-dependent evolution of VAT Treg cell signatures, and demonstrated that numeric changes in VAT Treg cells coincided with functional skewing in aging mice (14). Aging leads to the development of insulin resistance. The decrease of VAT Treg cells with aging is accompanied by a decline in insulin sensitivity, suggesting a protective role of VAT Treg cells in aging-associated insulin resistance (14). Another study showed that the accumulation of VAT Treg cells mainly occurred at age of 4–9 months and declined with further aging at 15 months of age (49). These studies support the idea that development and accumulation of VAT Treg cells are dependent on age and aging leads to the decline in their number. In contrast, a recent study reported a rise of VAT Treg cells in aging mice at age of 44 weeks vs. the young mice at age of 12 weeks (27), suggesting an opposite viewpoint. This discrepancy may be caused by different ways to define control and aging. If the mice at 12 weeks of age are defined as controls, in which the VAT Treg percentage is quite low (~10% of CD4+ T cells), we will easily conclude that aging mice (any mice beyond 12 weeks of age) have increased VAT Treg cells. However, if we define the mice at the age of 25 weeks as controls, which are still young and in which the VAT Treg cells reach the peak (~50% of CD4+ Tells), we will conclude that aging mice (any mice beyond 25 weeks of age) have decreased VAT Treg cells. Thus, as to the age-dependent VAT Treg cell accumulation, it is likely that all these studies are correct and different controls lead to different conclusions. The investigations on the mechanisms underlying age-dependent VAT Treg cell development and accumulation lead to identification of many key regulators of VAT Treg cells, which were discussed in the above section of “regulators of adipose-resident Treg cells.” The effects of aging on Treg cells in SAT and BAT are still unclear and the data on age-dependent adipose-resident Treg cell accumulation in humans is currently unavailable.

Cold Stimulation

Young lean BALB/c mice (3–6 weeks of age) showed selective accumulation of Treg cells in BAT and SAT, but not in VAT (13). Cold exposure (4°C, 24 h) or beta-adrenergic stimulation increased Treg cell frequencies in all three fat depots; however, accumulation was more efficient in BAT and SAT (13). A T cell-specific STAT6/Pten axis has been suggested to link cold exposure or ADRB3 stimulation with Foxp3+ Treg cells induction and adipose tissue function (13). C17orf59, a negative regulator of mTORC1 (70), was induced downstream of STAT6 and mediated Treg cell induction in adipose tissue in response to cold exposure (13). Although the Adrb3 gene had been reported to be expressed in human lymphocytes (71), it is still unknown if exposure to cold enhances Treg cell induction in human adipose tissue.

Obesity

Obesity-induced adipose inflammation is in part characterized by the imbalance of local pro-inflammatory T cells and Treg cells, thereby causing obesity-associated metabolic abnormalities. In male mice, it is quite clear that VAT Treg cells are down-regulated in obesity. In a seminal study, Feuerer et al. reported that the frequency and number of VAT Treg cells were dramatically reduced in three mouse models of obesity, including ob/ob mice, Ay/a obese mice, and HFD-induced obese mice, while SAT and splenic Treg cell frequencies were not affected (10). The VAT-specific reduction of Treg cells in obese mice was recently confirmed by another study (14). In addition to reduction in frequencies, the phenotype and function of VAT Treg cells were also influenced by obesity. The transcriptional profiles of VAT Treg cells from either HFD-induced or ob/ob obese mice were significantly different from those of lean mice (14). Some of these differentially expressed genes are important for maintaining the phenotype and function of VAT Treg cells. For example, the expression levels of IL-10 (a key anti-inflammatory cytokine representing Treg cell function) and ST2 (IL-33 receptor, a key receptor defining VAT Treg cells) were substantially reduced in VAT Treg cells, but not in splenic Treg cells isolated from obese mice (19, 65). The transcriptome changes of VAT Treg cells provoked by obesity were thought to be mediated by activation of Cdk5, which deactivated PPARγ through phosphorylation of serine residue 273 (Ser273] (14). While studies in male mice led to the conclusion that obesity decreased the number and changed the transcriptome of VAT Treg cells, the observation did not extend to female mice. In a model of HFD-induced obesity, VAT Treg cells increased proportionally with increase of fat tissue in female, but not in male mice. Accordingly, female mice were better at maintaining metabolic homeostasis, unlike male mice of similar weight, which developed hyperinsulinemia (72). These findings imply that Treg cells can be affected in either a direct or indirect fashion by sexual hormones. Nevertheless, the mechanisms behind the difference in obesity-induced changes of VAT Treg cells between male and female mice are unclear and warrant further investigation. Moreover, the effects of obesity on SAT and BAT Treg cells have not been addressed and remain unknown.

The mechanisms underlying obesity-induced down-regulation of VAT Treg cells in male mice is not fully understood (Figure 1B). IL-21 and STAT3 may be involved in this process. Both IL-21 and STAT3 have been found to be elevated in VAT of mice fed a HFD (63, 66). The mice lacking IL-21 or mice with specific deletion of STAT3 in T cells fed with HFD showed an increase of VAT Treg cells and an improvement of adipose inflammation and insulin sensitivity, suggesting an important role for IL-21 and STAT3 signaling in regulating VAT Treg cells in obesity (63, 66). However, these genetically modified mice were resistant to HFD-induced obesity (63, 66), raising the possibility that the increase of VAT Treg cells is caused by weight loss in these mice, since the abundance of VAT Treg cells is negatively correlated with adiposity in mice. Thus, it is still questionable whether STAT3 and IL-21 have a direct inhibitory effect on VAT Treg cell accumulation in an obese state.

More recently, direct TCR ligation by MHCII expressed by adipocytes was shown to mediate IFNγ production from Th1 cells, which resulted in reduction of VAT Treg cells in obese mice. Obesity increased MHCII expression in adipocytes, while deletion of MHCII specifically in adipocytes (aMHCII−/−) led to a decrease of adipose IFNγ expression, an increase of VAT Treg cell abundance and reduced insulin resistance without any changes in weight gain in obese mice. IFNγ treatment effectively blocked IL-33-induced VAT Treg cell proliferation and ST2 expression, whereas HFD-fed IFNγR1−/− mice had similarly high levels of Treg cells in adipose tissue, as did aMHCII−/− mice, and were more insulin sensitive (24). These results suggested a critical role for adipocyte MHCII in the obesity-induced adipose T cell subset switch and insulin resistance.

Although almost all the data from animal models show a decrease in VAT Treg cells in obesity, their regulation by obesity in humans is controversial (Table 1). In most human studies, given that the samples were frozen and cannot be analyzed by flow cytometry, the Foxp3 mRNA levels, presumably an indicator of Treg cells, were determined by quantitative PCR. Consistent to results obtained from mouse models, a human study showed a decrease of Foxp3 gene expression in VAT in obese subjects when compared with lean controls (73). In obese subjects, Foxp3 mRNA levels were higher in SAT than in VAT, and the relative drop in Treg cells in VAT vs. SAT was positively correlated with BMI, suggesting that VAT Treg cells are negatively correlated with obesity in humans (10). In addition, in a cohort of overweight or obese patients, VAT Treg cell number was found to be inversely correlated with plasma fasting glucose and positively correlated with homeostasis model assessment (HOMA)-β (74). These results suggested that consistent with mouse studies, VAT Treg cells in humans are negatively affected by obesity, and have an important role in maintaining glucose. In contrast, several other quantitative PCR-based studies reported an increase of Foxp3 expression and Foxp3/CD3ε ratio in both SAT and VAT in obese subjects (75–77). Frequency of Treg cells measured by flow cytometry analysis was also higher in VAT of obese subjects (78). Moreover, in metabolically healthy obese subjects (MHOS), Foxp3 expression in SAT and VAT were increased as well (79). Analogous to mouse studies, it appears that there is a gender difference in human VAT Treg cell accumulation in obesity. Analysis of CD4+CD25+Foxp3+ or CD8−Foxp3+ cells showed no difference between overweight and lean female subjects (80). It is important to consider, however, that the inconsistency in results from human studies could be due not only to gender, but also differences in race and age among the cohorts used in the studies. It is also notable that in many studies the Treg cell abundance was indicated by Foxp3 mRNA levels, which is not an ideal indicator of Treg cells because Foxp3 is expressed by a significant proportion of non-Treg cells in humans (81). Additionally, almost all the current human studies recruited limited number of subjects (N = 2–44), which may also affect the accuracy of the conclusions drawn. To clarify the regulation of adipose-resident Treg cells in humans, it will be necessary to perform more in-depth analyses on Treg cells from fresh adipose tissue obtained from larger cohorts.


Table 1. Change of adipose-resident Treg cells in adipose inflammation of human.
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THE THERAPEUTIC POTENTIAL OF ADIPOSE-RESIDENT TREG CELLS IN OBESITY-ASSOCIATED DISEASES

Obesity and its related metabolic diseases have been considered as chronic inflammatory diseases. As one of the most potent anti-inflammatory immune cells, Treg cells have been tested as targets for the treatment of many inflammation-related diseases (82). Accumulating evidence shows that modulation of Treg cells, especially VAT Treg cells, represents a potential new strategy for the treatment of obesity-associated diseases (Table 2).


Table 2. Therapeutic strategies involving the modulation of adipose-resident Treg cells in metabolic disorders.
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Adoptive transfer of CD4+Foxp3+ Treg cells into db/db mice increased Treg cell numbers in VAT and significantly improved insulin sensitivity (22). Other strategies have focused on Treg cell induction in vivo. Brief treatment with the mitogenic CD3-specific antibody in HFD-fed C57BL/6 and leptin deficient ob/ob obese mice restored Treg cells numbers in VAT, thereby greatly improving glucose tolerance and insulin sensitivity (83). Consistently, injection of the non-mitogenic F(ab′)2 fragment of CD3-specific antibody into obese mice restored Treg cells in VAT, which was accompanied by a long-term improvement in glucose tolerance (83). Similarly, oral administration of anti-CD3 antibody in conjunction with oral GC in ob/ob obese mice increased Foxp3+ T cells and decreased CD11b+F4/80+ macrophages in adipose tissue, resulting in decreased adipose inflammation and reversal of insulin resistance (23). In addition, expansion of Treg cells in VAT by administration of IL-2 and IL-2-specific monoclonal antibody complex (10) or recombinant IL-33 (50, 51) improved adipose inflammation and insulin resistance in obese mice. All these studies indicated that modulation of VAT Treg cells has a strong potential for treatment of obesity-associated insulin resistance, and provided the rationale to identify new therapeutic targets and develop novel reagents capable of inducing Treg cells in adipose tissues.

In-vivo administration of β3 adrenergic receptor agonist CL-316243, which was once used for treatment of obesity and type 2 diabetes (92), enhanced abundance of Foxp3+ CD4+ T cells in inguinal lymph nodes as well as in adipose tissues, including BAT, SAT, and VAT (13). Other studies found that male mice treated with TUG89, a selective free fatty acid receptor 4 agonist, or resveratrol after being subjected to sleep fragmentation (SF) exposure showed a reversion of SF-associated low M2/M1 ratio, an increase in Treg cell fraction in VAT and improvement of VAT inflammation and insulin resistance (85, 84). Oral administration with γ-aminobutyric acid in HFD-fed mice significantly increased the frequency of Treg cells and reduced infiltration of macrophages in adipose tissues, which correlated with a decrease in fat mass and adipocyte size, improved glucose tolerance and insulin sensitivity (86). Surprisingly, C57BL/6 and ob/ob mice fed with 5% Eicosapentaenoic acid mixed into chow diet had an increase in the number of Treg cells in epididymal adipose tissues compared with control mice fed with normal chow. However, only C57BL/6 mice showed lowered body and adipose tissue weight than controls (87). Recently, it was reported that oral administration of thiazolidinediones (TZDs), PPARγ agonists with insulin-sensitizing function, in HFD-fed mice enhanced the fraction and number of Treg cells specifically in epididymal adipose tissue (11, 27). However, whether the insulin-sensitizing effects of TZDs are dependent on the TZD-induced expansion of VAT Treg cells is still a matter of debate (11, 27).

In addition to conventional medicines, novel strategies have been tested to enhance VAT Treg cells and counteract obesity-related metabolic disorders. A recent study reported that oral administration of Akkermansia muciniphila significantly induced Foxp3 Treg cells in the VAT, subsequently attenuated adipose tissue inflammation and improved glucose tolerance (88). Another study showed that oral treatment of VAT mixture antigens in HFD-fed C57BL/6J mice could not only restore the decrease of VAT Treg cells and reduce the infiltration of CD8+ T cells in VAT, but also limit M2-type macrophages changing into M1-type, thereby, reducing the gain of body weight and fat mass, as well as improving insulin sensitivity (89).

Most of the studies discussed so far were carried out in animal models, while only a limited number of studies were performed on human cells or in human subjects. The CD4+CD25− cells isolated from the peripheral blood of children with metabolic syndrome (MS) can be converted into Treg cells in vitro by the treatment with the CD3/CD28 antibodies and IL-2/TGF-β, suggesting a viable source of functional Treg cells exists in children with MS (90). Another in vitro study found that treatment with epigallocatechin gallate (EGCG) enhanced the proliferation and IL-10 production of Treg cells isolated from normal-weight and obese subjects (91). As EGCG is a potent anti-inflammatory agent from green tea, its effects on human Treg cells support an idea that dietary modulation of Treg cells could be a therapeutic strategy for patients with obesity.

Despite great potential benefits of expanding adipose tissue Treg cells, its clinical use is associated with possible risks. The major concern is that excessive Treg cell numbers may suppress the response to infection or promote tumor occurrence (93). Since metabolic diseases are chronic conditions, the treatment options are held to the highest standard for safety. The potential side effects may dampen the enthusiasm for Treg cell therapy in metabolic diseases. The majority of currently available approaches used to expand Treg cells in vivo promote systemic increase of Treg cells. Although PPARγ agonist can induce Treg cells specifically in VAT, its unexpected side effects in heart and kidney limit its application. The ideal strategies should include identification of reagents that specifically promote adipose tissue resident Treg cells, or invention of delivery systems specifically targeting adipose tissue.

CONCLUDING REMARKS AND FUTURE OUTLOOKS

In recent years, the focus has shifted from lymphoid tissue to tissue resident Treg cells (9, 94). Among them, adipose-resident Treg cell population is one of the best-characterized examples, which displays a unique phenotype. PPARγ has been described to be a key regulator of VAT Treg cell in maintaining its accumulation, phenotype and function. In addition, the proliferation and maintenance of VAT Treg cells are also regulated by other immune cells and cytokines, such as adipose tissue macrophages, iNKT cells, γδT cells, and IL-33. In mice, VAT Treg cells are down-regulated by obesity and may serve as a decisive cell population in the pathogenesis of obesity-related metabolic disorders. Most mouse studies focused on adipose-resident Treg cells support their beneficial function in suppressing inflammation and promoting thermogenesis, suggesting a potential strategy for the treatment of obesity-related metabolic disorders.

However, many questions regarding adipose-resident Treg cell development, tissue accumulation and lineage maintenance still remain to be addressed. Here we highlight several questions that particularly intrigue us and are interesting realms to explore. What antigen(s) are recognized by VAT Treg cells and stimulate their expansion? How do adipose-resident Treg cells acquire the PPARγ activity? Except PPARγ, are there any other regulators that provide adipose-resident Treg cells with unique characteristics? What are the phenotypes and functions of adipose-resident Treg cells in the humans and how are they regulated and modified in human diseases? Finally, how can we specifically manipulate adipose-resident Treg cells? Better understanding of VAT resident Treg cells could be a new strategy to treat or prevent obesity and related metabolic diseases. Studies aimed to address these questions may ultimately represent a potential novel strategy for treating chronic inflammation and metabolic disorders.

AUTHOR CONTRIBUTIONS

TD conceived the manuscript. QZ, XS, and TD wrote the manuscript. TD, MB, ZX, and LX revised the manuscript.

FUNDING

This work was supported by NIH (1R01DK110184), NIH (R01AI125301), NSFC (81770868, 81400783 and 91742103), and Innovation-driven Project of CSU (2017CX011).

REFERENCES

 1. Donath MY, Shoelson SE. Type 2 diabetes as an inflammatory disease. Nat Rev Immunol. (2011) 11:98–107. doi: 10.1038/nri2925

 2. Hotamisligil GS. Inflammation and metabolic disorders. Nature (2006) 444:860–7. doi: 10.1038/nature05485

 3. Ferrante AW Jr. The immune cells in adipose tissue. Diabetes Obes Metab. (2013) 15(Suppl 3):34–8. doi: 10.1111/dom.12154

 4. Mathis D. Immunological goings-on in visceral adipose tissue. Cell Metab. (2013) 17:851–9. doi: 10.1016/j.cmet.2013.05.008

 5. Ooi JD, Petersen J, Tan YH, Huynh M, Willett ZJ, Ramarathinam SH, et al. Dominant protection from HLA-linked autoimmunity by antigen-specific regulatory T cells. Nature (2017) 545:243–7. doi: 10.1038/nature22329

 6. Bacher P, Heinrich F, Stervbo U, Nienen M, Vahldieck M, Iwert C, et al. Regulatory T cell specificity directs tolerance versus allergy against aeroantigens in humans. Cell (2016) 167:1067–78e16. doi: 10.1016/j.cell.2016.09.050

 7. Arpaia N, Green JA, Moltedo B, Arvey A, Hemmers S, Yuan S, et al. A distinct function of regulatory T cells in tissue protection. Cell (2015) 162:1078–89. doi: 10.1016/j.cell.2015.08.021

 8. Grinberg-Bleyer Y, Oh H, Desrichard A, Bhatt DM, Caron R, Chan TA, et al. NF-kappaB c-Rel is crucial for the regulatory T cell immune checkpoint in cancer. Cell (2017) 170:1096–108 e13. doi: 10.1016/j.cell.2017.08.004

 9. Panduro M, Benoist C, Mathis D. Tissue Tregs. Annu Rev Immunol. (2016) 34:609–33. doi: 10.1146/annurev-immunol-032712-095948

 10. Feuerer M, Herrero L, Cipolletta D, Naaz A, Wong J, Nayer A, et al. Lean, but not obese, fat is enriched for a unique population of regulatory T cells that affect metabolic parameters. Nat Med. (2009) 15:930–9. doi: 10.1038/nm.2002

 11. Cipolletta D, Feuerer M, Li A, Kamei N, Lee J, Shoelson SE, et al. PPAR-gamma is a major driver of the accumulation and phenotype of adipose tissue Treg cells. Nature (2012) 486:549–53. doi: 10.1038/nature11132

 12. Medrikova D, Sijmonsma TP, Sowodniok K, Richards DM, Delacher M, Sticht C, et al. Brown adipose tissue harbors a distinct sub-population of regulatory T cells. PloS ONE (2015) 10:e0118534. doi: 10.1371/journal.pone.0118534

 13. Kalin S, Becker M, Ott VB, Serr I, Hosp F, Mollah MMH, et al. A Stat6/Pten axis links regulatory T cells with adipose tissue function. Cell Metab. (2017) 26:475–92 e7. doi: 10.1016/j.cmet.2017.08.008

 14. Cipolletta D, Cohen P, Spiegelman BM, Benoist C, Mathis D. Appearance and disappearance of the mRNA signature characteristic of Treg cells in visceral adipose tissue: age, diet, and PPARgamma effects. Proc Natl Acad Sci USA. (2015) 112:482–7. doi: 10.1073/pnas.1423486112

 15. Chen W, Jin W, Hardegen N, Lei KJ, Li L, Marinos N, et al. Conversion of peripheral CD4+CD25- naive T cells to CD4+CD25+ regulatory T cells by TGF-beta induction of transcription factor Foxp3. J Exp Med. (2003) 198:1875–86. doi: 10.1084/jem.20030152

 16. Pacholczyk R, Ignatowicz H, Kraj P, Ignatowicz L. Origin and T cell receptor diversity of Foxp3+CD4+CD25+ T cells. Immunity (2006) 25:249–59. doi: 10.1016/j.immuni.2006.05.016

 17. Kolodin D, van Panhuys N, Li C, Magnuson AM, Cipolletta D, Miller CM, et al. Antigen- and cytokine-driven accumulation of regulatory T cells in visceral adipose tissue of lean mice. Cell Metab. (2015) 21:543–57. doi: 10.1016/j.cmet.2015.03.005

 18. Li C, DiSpirito JR, Zemmour D, Spallanzani RG, Kuswanto W, Benoist C, et al. TCR transgenic mice reveal stepwise, multi-site acquisition of the distinctive fat-Treg phenotype. Cell (2018) 174:285–99 e12. doi: 10.1016/j.cell.2018.05.004

 19. Vasanthakumar A, Moro K, Xin A, Liao Y, Gloury R, Kawamoto S, et al. The transcriptional regulators IRF4, BATF and IL-33 orchestrate development and maintenance of adipose tissue-resident regulatory T cells. Nat Immunol. (2015) 16:276–85. doi: 10.1038/ni.3085

 20. Hotamisligil GS. Inflammation, metaflammation and immunometabolic disorders. Nature (2017) 542:177–85. doi: 10.1038/nature21363

 21. Lumeng CN, Saltiel AR. Inflammatory links between obesity and metabolic disease. J Clin Invest. (2011) 121:2111–7. doi: 10.1172/JCI57132

 22. Eller K, Kirsch A, Wolf AM, Sopper S, Tagwerker A, Stanzl U, et al. Potential role of regulatory T cells in reversing obesity-linked insulin resistance and diabetic nephropathy. Diabetes (2011) 60:2954–62. doi: 10.2337/db11-0358

 23. Ilan Y, Maron R, Tukpah AM, Maioli TU, Murugaiyan G, Yang K, et al. Induction of regulatory T cells decreases adipose inflammation and alleviates insulin resistance in ob/ob mice. Proc Natl Acad Sci USA. (2010) 107:9765–70. doi: 10.1073/pnas.0908771107

 24. Deng T, Liu J, Deng Y, Minze L, Xiao X, Wright V, et al. Adipocyte adaptive immunity mediates diet-induced adipose inflammation and insulin resistance by decreasing adipose Treg cells. Nat Commun. (2017) 8:15725. doi: 10.1038/ncomms15725

 25. Yang M, Su L, Tao Q, Zhang C, Wu Y, Liu J. Depletion of regulatory T cells in visceral adipose tissues contributes to insulin resistance in Hashimoto's Thyroiditis. Front Physiol. (2018) 9:136. doi: 10.3389/fphys.2018.00136

 26. Matsumoto A, Taniguchi K, Takeda N, Yamamura KI, Arai S, Miyazaki T. Inflammatory and anti-inflammatory states of adipose tissue in transgenic mice bearing a single TCR. Int Immunol. (2017) 29:21–30. doi: 10.1093/intimm/dxx003

 27. Bapat SP, Myoung Suh J, Fang S, Liu S, Zhang Y, Cheng A, et al. Depletion of fat-resident Treg cells prevents age-associated insulin resistance. Nature (2015) 528:137–41. doi: 10.1038/nature16151

 28. Issemann I, Green S. Activation of a member of the steroid hormone receptor superfamily by peroxisome proliferators. Nature (1990) 347:645–50. doi: 10.1038/347645a0

 29. Dreyer C, Krey G, Keller H, Givel F, Helftenbein G, Wahli W. Control of the peroxisomal beta-oxidation pathway by a novel family of nuclear hormone receptors. Cell (1992) 68:879–87.

 30. Tontonoz P, Hu E, Graves RA, Budavari AI, Spiegelman BM. mPPAR gamma 2: tissue-specific regulator of an adipocyte enhancer. Genes Dev. (1994) 8:1224–34.

 31. Chawla A, Repa JJ, Evans RM, Mangelsdorf DJ. Nuclear receptors and lipid physiology: opening the X-files. Science (2001) 294:1866–70. doi: 10.1126/science.294.5548.1866

 32. Ouchi N, Parker JL, Lugus JJ, Walsh K. Adipokines in inflammation and metabolic disease. Nat Rev Immunol. (2011) 11:85–97. doi: 10.1038/nri2921

 33. Szanto A, Nagy L. The many faces of PPARgamma: anti-inflammatory by any means? Immunobiology (2008) 213:789–803. doi: 10.1016/j.imbio.2008.07.015

 34. Tontonoz P, Spiegelman BM. Fat and beyond: the diverse biology of PPARgamma. Annu Rev Biochem. (2008) 77:289–312. doi: 10.1146/annurev.biochem.77.061307.091829

 35. Hontecillas R, Bassaganya-Riera J. Peroxisome proliferator-activated receptor gamma is required for regulatory CD4(+) T cell-mediated protection against colitis. J Immunol. (2007) 178:2940–9. doi: 10.4049/jimmunol.178.5.2940

 36. Wohlfert EA, Nichols FC, Nevius E, Clark RB. Peroxisome proliferator-activated receptor gamma (PPARgamma) and immunoregulation: enhancement of regulatory T cells through PPARgamma-dependent and -independent mechanisms. J Immunol. (2007) 178:4129–35. doi: 10.4049/jimmunol.178.7.4129

 37. Choi JH, Banks AS, Estall JL, Kajimura S, Bostrom P, Laznik D, et al. Anti-diabetic drugs inhibit obesity-linked phosphorylation of PPARgamma by Cdk5. Nature (2010) 466:451–6. doi: 10.1038/nature09291

 38. Garlanda C, Dinarello CA, Mantovani A. The interleukin-1 family: back to the future. Immunity (2013) 39:1003–18. doi: 10.1016/j.immuni.2013.11.010

 39. Schmitz J, Owyang A, Oldham E, Song Y, Murphy E, McClanahan TK, et al. IL-33, an interleukin-1-like cytokine that signals via the IL-1 receptor-related protein ST2 and induces T helper type 2-associated cytokines. Immunity (2005) 23:479–90. doi: 10.1016/j.immuni.2005.09.015

 40. Moussion C, Ortega N, Girard JP. The IL-1-like cytokine IL-33 is constitutively expressed in the nucleus of endothelial cells and epithelial cells in vivo: a novel ‘alarmin’? PLoS ONE (2008) 3:e3331. doi: 10.1371/journal.pone.0003331

 41. Pichery M, Mirey E, Mercier P, Lefrancais E, Dujardin A, Ortega N, et al. Endogenous IL-33 is highly expressed in mouse epithelial barrier tissues, lymphoid organs, brain, embryos, and inflamed tissues: in situ analysis using a novel Il-33-LacZ gene trap reporter strain. J Immunol. (2012) 188:3488–95. doi: 10.4049/jimmunol.1101977

 42. Baekkevold ES, Roussigne M, Yamanaka T, Johansen FE, Jahnsen FL, Amalric F, et al. Molecular characterization of NF-HEV, a nuclear factor preferentially expressed in human high endothelial venules. Am J Pathol. (2003) 163:69–79. doi: 10.1016/S0002-944063631-0

 43. Marvie P, Lisbonne M, L'Helgoualc'h A, Rauch M, Turlin B, Preisser L, et al. Interleukin-33 overexpression is associated with liver fibrosis in mice and humans. J Cell Mol Med. (2010) 14:1726–39. doi: 10.1111/j.1582-4934.2009.00801.x

 44. Carlock CI, Wu J, Zhou C, Tatum K, Adams HP, Tan F, et al. Unique temporal and spatial expression patterns of IL-33 in ovaries during ovulation and estrous cycle are associated with ovarian tissue homeostasis. J Immunol. (2014) 193:161–9. doi: 10.4049/jimmunol.1400381

 45. Bessa J, Meyer CA, de Vera Mudry MC, Schlicht S, Smith SH, Iglesias A, et al. Altered subcellular localization of IL-33 leads to non-resolving lethal inflammation. J Autoimmun. (2014) 55:33–41. doi: 10.1016/j.jaut.2014.02.012

 46. Talabot-Ayer D, Martin P, Vesin C, Seemayer CA, Vigne S, Gabay C, et al. Severe neutrophil-dominated inflammation and enhanced myelopoiesis in IL-33-overexpressing CMV/IL33 mice. J Immunol. (2015) 194:750–60. doi: 10.4049/jimmunol.1402057

 47. Molofsky AB, Savage AK, Locksley RM. Interleukin-33 in tissue homeostasis, injury, and inflammation. Immunity (2015) 42:1005–19. doi: 10.1016/j.immuni.2015.06.006

 48. Schiering C, Krausgruber T, Chomka A, Frohlich A, Adelmann K, Wohlfert EA, et al. The alarmin IL-33 promotes regulatory T-cell function in the intestine. Nature (2014) 513:564–8. doi: 10.1038/nature13577

 49. Molofsky AB, Van Gool F, Liang HE, Van Dyken SJ, Nussbaum JC, Lee J, et al. Interleukin-33 and Interferon-gamma counter-regulate group 2 innate lymphoid cell activation during immune perturbation. Immunity (2015) 43:161–74. doi: 10.1016/j.immuni.2015.05.019

 50. Han JM, Wu D, Denroche HC, Yao Y, Verchere CB, Levings MK. IL-33 Reverses an obesity-induced deficit in visceral adipose tissue ST2+ T regulatory cells and ameliorates adipose tissue inflammation and insulin resistance. J Immunol. (2015) 194:4777–83. doi: 10.4049/jimmunol.1500020

 51. Miller AM, Asquith DL, Hueber AJ, Anderson LA, Holmes WM, McKenzie AN, et al. Interleukin-33 induces protective effects in adipose tissue inflammation during obesity in mice. Circ Res. (2010) 107:650–8. doi: 10.1161/CIRCRESAHA.110.218867

 52. Turnquist HR, Zhao Z, Rosborough BR, Liu Q, Castellaneta A, Isse K, et al. IL-33 expands suppressive CD11b+ Gr-1(int) and regulatory T cells, including ST2L+ Foxp3+ cells, and mediates regulatory T cell-dependent promotion of cardiac allograft survival. J Immunol. (2011) 187:4598–610. doi: 10.4049/jimmunol.1100519

 53. Kuswanto W, Burzyn D, Panduro M, Wang KK, Jang YC, Wagers AJ, et al. Poor repair of skeletal muscle in aging mice reflects a defect in local, interleukin-33-dependent accumulation of regulatory T cells. Immunity (2016) 44:355–67. doi: 10.1016/j.immuni.2016.01.009

 54. Kohlgruber AC, Gal-Oz ST, LaMarche NM, Shimazaki M, Duquette D, Nguyen HN, et al. gammadelta T cells producing interleukin-17A regulate adipose regulatory T cell homeostasis and thermogenesis. Nat Immunol. (2018) 19:464–74. doi: 10.1038/s41590-018-0094-2

 55. Fooksman DR. Organizing MHC Class II Presentation. Front Immunol. (2014) 5:158. doi: 10.3389/fimmu.2014.00158

 56. Meijer K, de Vries M, Al-Lahham S, Bruinenberg M, Weening D, Dijkstra M, et al. Human primary adipocytes exhibit immune cell function: adipocytes prime inflammation independent of macrophages. PLoS ONE (2011) 6:e17154. doi: 10.1371/journal.pone.0017154

 57. Deng T, Lyon CJ, Minze LJ, Lin J, Zou J, Liu JZ, et al. Class II major histocompatibility complex plays an essential role in obesity-induced adipose inflammation. Cell Metab. (2013) 17:411–22. doi: 10.1016/j.cmet.2013.02.009

 58. Cho KW, Morris DL, DelProposto JL, Geletka L, Zamarron B, Martinez-Santibanez G, et al. An MHC II-dependent activation loop between adipose tissue macrophages and CD4+ T cells controls obesity-induced inflammation. Cell Rep. (2014) 9:605–17. doi: 10.1016/j.celrep.2014.09.004

 59. Zhong J, Rao X, Braunstein Z, Taylor A, Narula V, Hazey J, et al. T-cell costimulation protects obesity-induced adipose inflammation and insulin resistance. Diabetes (2014) 63:1289–302. doi: 10.2337/db13-1094

 60. Chatzigeorgiou A, Chung KJ, Garcia-Martin R, Alexaki VI, Klotzsche-von Ameln A, Phieler J, et al. Dual role of B7 costimulation in obesity-related nonalcoholic steatohepatitis and metabolic dysregulation. Hepatology (2014) 60:1196–210. doi: 10.1002/hep.27233

 61. Zeng M, Guinet E, Nouri-Shirazi M. B7-1 and B7-2 differentially control peripheral homeostasis of CD4(+)CD25(+)Foxp3(+) regulatory T cells. Transpl Immunol. (2009) 20:171–9. doi: 10.1016/j.trim.2008.09.009

 62. Onodera T, Fukuhara A, Jang MH, Shin J, Aoi K, Kikuta J, et al. Adipose tissue macrophages induce PPARgamma-high FOXP3(+) regulatory T cells. Sci Rep. (2015) 5:16801. doi: 10.1038/srep16801

 63. Fabrizi M, Marchetti V, Mavilio M, Marino A, Casagrande V, Cavalera M, et al. IL-21 is a major negative regulator of IRF4-dependent lipolysis affecting Tregs in adipose tissue and systemic insulin sensitivity. Diabetes (2014) 63:2086–96. doi: 10.2337/db13-0939

 64. Lynch L, Michelet X, Zhang S, Brennan PJ, Moseman A, Lester C, et al. Regulatory iNKT cells lack expression of the transcription factor PLZF and control the homeostasis of T(reg) cells and macrophages in adipose tissue. Nat Immunol. (2015) 16:85–95. doi: 10.1038/ni.3047

 65. Han JM, Patterson SJ, Speck M, Ehses JA, Levings MK. Insulin inhibits IL-10-mediated regulatory T cell function: implications for obesity. J Immunol. (2014) 192:623–9. doi: 10.4049/jimmunol.1302181

 66. Priceman SJ, Kujawski M, Shen S, Cherryholmes GA, Lee H, Zhang C, et al. Regulation of adipose tissue T cell subsets by Stat3 is crucial for diet-induced obesity and insulin resistance. Proc Natl Acad Sci USA. (2013) 110:13079–84. doi: 10.1073/pnas.1311557110

 67. Shevach EM. Application of IL-2 therapy to target T regulatory cell function. Trends Immunol. (2012) 33:626–32. doi: 10.1016/j.it.2012.07.007

 68. Hill JA, Feuerer M, Tash K, Haxhinasto S, Perez J, Melamed R, et al. Foxp3 transcription-factor-dependent and -independent regulation of the regulatory T cell transcriptional signature. Immunity (2007) 27:786–800. doi: 10.1016/j.immuni.2007.09.010

 69. Caprioli F, Sarra M, Caruso R, Stolfi C, Fina D, Sica G, et al. Autocrine regulation of IL-21 production in human T lymphocytes. J Immunol. (2008) 180:1800–7. doi: 10.4049/jimmunol.180.3.1800

 70. Schweitzer LD, Comb WC, Bar-Peled L, Sabatini DM. Disruption of the Rag-Ragulator Complex by c17orf59 Inhibits mTORC1. Cell Rep. (2015) 12:1445–55. doi: 10.1016/j.celrep.2015.07.052

 71. Yu XY, Lin SG, Wang XM, Liu Y, Zhang B, Lin QX, et al. Evidence for coexistence of three beta-adrenoceptor subtypes in human peripheral lymphocytes. Clin Pharmacol Ther. (2007) 81:654–8. doi: 10.1038/sj.clpt.6100154

 72. Pettersson US, Walden TB, Carlsson PO, Jansson L, Phillipson M. Female mice are protected against high-fat diet induced metabolic syndrome and increase the regulatory T cell population in adipose tissue. PloS ONE (2012) 7:e46057. doi: 10.1371/journal.pone.0046057

 73. Deiuliis J, Shah Z, Shah N, Needleman B, Mikami D, Narula V, et al. Visceral adipose inflammation in obesity is associated with critical alterations in tregulatory cell numbers. PloS ONE (2011) 6:e16376. doi: 10.1371/journal.pone.0016376

 74. Gyllenhammer LE, Lam J, Alderete TL, Allayee H, Akbari O, Katkhouda N, et al. Lower omental t-regulatory cell count is associated with higher fasting glucose and lower beta-cell function in adults with obesity. Obesity (2016) 24:1274–82. doi: 10.1002/oby.21507

 75. Travers RL, Motta AC, Betts JA, Bouloumie A, Thompson D. The impact of adiposity on adipose tissue-resident lymphocyte activation in humans. Int J Obes. (2015) 39:762–9. doi: 10.1038/ijo.2014.195

 76. Wolowczuk I, Hennart B, Leloire A, Bessede A, Soichot M, Taront S, et al. Tryptophan metabolism activation by indoleamine 2,3-dioxygenase in adipose tissue of obese women: an attempt to maintain immune homeostasis and vascular tone. Am J Physiol Regul Integr Comp Physiol. (2012) 303:R135–43. doi: 10.1152/ajpregu.00373.2011

 77. Zeyda M, Huber J, Prager G, Stulnig TM. Inflammation correlates with markers of T-cell subsets including regulatory T cells in adipose tissue from obese patients. Obesity (2011) 19:743–8. doi: 10.1038/oby.2010.123

 78. Donninelli G, Del Corno M, Pierdominici M, Scazzocchio B, Vari R, Varano B, et al. Distinct blood and visceral adipose tissue regulatory t cell and innate lymphocyte profiles characterize obesity and colorectal cancer. Front Immunol. (2017) 8:643. doi: 10.3389/fimmu.2017.00643

 79. Pereira S, Teixeira L, Aguilar E, Oliveira M, Savassi-Rocha A, Pelaez JN, et al. Modulation of adipose tissue inflammation by FOXP3+ Treg cells, IL-10, and TGF-beta in metabolically healthy class III obese individuals. Nutrition (2014) 30:784–90. doi: 10.1016/j.nut.2013.11.023

 80. Nunez Ruiz A, Cortes-Garcia JD, Cortez-Espinosa N, Herrera-Rojas PI, Ruiz-Rodriguez VM, Salgado-Bustamante M, et al. Diminished levels of regulatory T cell subsets (CD8+Foxp3, CD4+Foxp3 and CD4+CD39+Foxp3) but increased Foxp3 expression in adipose tissue from overweight subjects. Nutrition (2016) 32:943–54. doi: 10.1016/j.nut.2016.02.006

 81. Wang J, Ioan-Facsinay A, van der Voort EI, Huizinga TW, Toes RE. Transient expression of FOXP3 in human activated nonregulatory CD4+ T cells. Eur J Immunol. (2007) 37:129–38. doi: 10.1002/eji.200636435

 82. Miyara M, Ito Y, Sakaguchi S. TREG-cell therapies for autoimmune rheumatic diseases. Nat Rev Rheumatol. (2014) 10:543–51. doi: 10.1038/nrrheum.2014.105

 83. Winer S, Chan Y, Paltser G, Truong D, Tsui H, Bahrami J, et al. Normalization of obesity-associated insulin resistance through immunotherapy. Nat Med. (2009) 15:921–9. doi: 10.1038/nm.2001

 84. Gozal D, Qiao Z, Almendros I, Zheng J, Khalyfa A, Shimpukade B, et al. Treatment with TUG891, a free fatty acid receptor 4 agonist, restores adipose tissue metabolic dysfunction following chronic sleep fragmentation in mice. Int J Obes. (2016) 40:1143–9. doi: 10.1038/ijo.2016.37

 85. Carreras A, Zhang SX, Peris E, Qiao Z, Wang Y, Almendros I, et al. Effect of resveratrol on visceral white adipose tissue inflammation and insulin sensitivity in a mouse model of sleep apnea. Int J Obes. (2015) 39:418–23. doi: 10.1038/ijo.2014.181

 86. Tian J, Dang HN, Yong J, Chui WS, Dizon MP, Yaw CK, et al. Oral treatment with gamma-aminobutyric acid improves glucose tolerance and insulin sensitivity by inhibiting inflammation in high fat diet-fed mice. PLoS ONE (2011) 6:e25338. doi: 10.1371/journal.pone.0025338

 87. Onodera T, Fukuhara A, Shin J, Hayakawa T, Otsuki M, Shimomura I. Eicosapentaenoic acid and 5-HEPE enhance macrophage-mediated Treg induction in mice. Sci Rep. (2017) 7:4560. doi: 10.1038/s41598-017-04474-2

 88. Shin NR, Lee JC, Lee HY, Kim MS, Whon TW, Lee MS, et al. An increase in the Akkermansia spp. population induced by metformin treatment improves glucose homeostasis in diet-induced obese mice. Gut (2014) 63:727–35. doi: 10.1136/gutjnl-2012-303839

 89. Chen X, Zhang D, Chen X, Meng G, Zheng Q, Mai W, et al. Oral administration of visceral adipose tissue antigens ameliorates metabolic disorders in mice and elevates visceral adipose tissue-resident CD4(+)CD25(+)Foxp3(+) regulatory T cells. Vaccine (2017) 35(35Pt B):4612–20 doi: 10.1016/j.vaccine.2017.07.014

 90. Luczynski W, Wawrusiewicz-Kurylonek N, Ilendo E, Bossowski A, Glowinska-Olszewska B, Kretowski A, et al. Generation of functional T-regulatory cells in children with metabolic syndrome. Arch Immunol Ther Exp. (2012) 60:487–95. doi: 10.1007/s00005-012-0198-6

 91. Yun JM, Jialal I, Devaraj S. Effects of epigallocatechin gallate on regulatory T cell number and function in obese v. lean volunteers. Br J Nutr. (2010) 103:1771–7. doi: 10.1017/S000711451000005X

 92. Weyer C, Tataranni PA, Snitker S, Danforth E Jr, Ravussin E. Increase in insulin action and fat oxidation after treatment with CL 316,243, a highly selective beta3-adrenoceptor agonist in humans. Diabetes (1998) 47:1555–61.

 93. Riley JL, June CH, Blazar BR. Human T regulatory cell therapy: take a billion or so and call me in the morning. Immunity (2009) 30:656–65. doi: 10.1016/j.immuni.2009.04.006

 94. Sharma A, Rudra D. Emerging Functions of Regulatory T Cells in Tissue Homeostasis. Front Immunol. (2018) 9:883. doi: 10.3389/fimmu.2018.00883

Conflict of Interest Statement: The authors declare that the research was conducted in the absence of any commercial or financial relationships that could be construed as a potential conflict of interest.

The handling Editor declared a shared affiliation, though no other collaboration, with one of the authors MB.

Copyright © 2018 Zeng, Sun, Xiao, Xie, Bettini and Deng. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.

OPS/images/fimmu-09-02075-t002.jpg
Strategy

Adoptive Treg cels transfer

Injection of mitogenic «CD3
anti-T cell antibody

Injection of the non-mitogenic
F(ab')2 fragment of aCD3

Oral anti-CD3 in conjunction with
oral GC

Injoction of IL-2 and IL-2-specific
monocional antibody complex

Injection of rIL-33

Treatment with recombinant
IL-33

ADRB3 stimulation in vivo with
the B3 receptor agonist
CL-316243 (CL)

Treatment with TUG891

Treatment with resveratrol (Resv)

Oral Treatment with
y-Aminobutyric Acid

Oral treatment with EPA

Oral treatment with piogltazone

Oral administration of
Akkermansia muciniphila
Oral treatment of VAT mixture
antigens.

Stimulating CD4*CD25~ cells
with the CD3/CD28 antibodies
and IL-2/TGF-B

Treating isolated Treg cells with
EGCG

Subject

do/db mice

HFD-fed C57BL/6 mice
and ob/ob mice

HFD-fed C57BL/6 mice

ob/ob mice

HFD-fed C57BL/6 mice

HFD-fed C57BL/6 mice

ob/ob mice

BALB/c Foxp3-GFP
reporter mice

Male mice subjected to
SF exposures

Male mice subjected to
SF or sleep control
conditions

HFD-fed C57BL/6 mice

C57BL/6/ mice and
©ob/ob mice

HFD-fed C57BL/6 mice

HFD-fed C57BL/6 mice

HFD-fed C57BL/6 mice

CD4*+CD25~ cells
separated from the
blood of children with
MS or control

Treg cells isolated from
nomal-weight and
obese subjects

Mechanism

Upregulate Foxp3 expression in mVAT;
decrease the percentage of
pro-inflammatory mVAT-infilrating
CD8*CDBY* effestor T cells

Restore Treg cell numbers in VAT

Restore Treg cell numbers in VAT; increase
the MMRN pool and reduce the MMR—
pool; generate an increase in IL-10
Increase Foxpd* T cells in adipose tissue;
decrease CD11b+ F4/80+ monocytes in
adipose tissue

Increase the fraction of Treg cells in the
abdominal fat and spleen

Reverse the reduction of Treg cells in
oobese VAT, reduce VAT inflammation
Induce accumulation of Th2 cytokines and
Th2 cells in WAT; improve differentiation of
M2 macrophages in both adipose and liver
Enhance Foxp3 abundance in CD4 + T
calls from lymph nodes as wellas fat tissue

Reduce M1/M2 ratios; increase the
number of Treg cells in VAT; attenuate VAT
inflammation

Attenuate the increase of M1 and
decrease of M2 induced by SF; abrogate
SF-induced reduction in Treg cells;
attenuate VAT inflammation

Increase the frequency of CD4 + Foxp3 *
Treg cells; reduce the infiltration of
macrophage in the adipose tissues
Increase the number of adipose tissue
Treg cells

Enrich the fraction and number of Treg
cells in epididymal adipose tissue;
augment levels of CD36 on the surface of
macrophages

Induce Foxp3 Treg cells in the VAT,
attenuate adipose tissue inflammation
Restore decrease of VAT Treg cells;
decrease CD8* T cells infitration in VAT
limit the switch of M2 to M1 macrophages
Convert conventional CD4*+CD25~ cells
into Treg cells in vitro

Enhance the proliferation and IL-10
production of Treg cells in vitro; decrease
NF-kappaB activity; increase histone
deacetylase (HDAC) activity and HDAC-2
expression in Treg cells

Changes in Metabolic parameters

Decrease blood glucose levels and mVAT
cell diameter; improve insulin sensitiity

Improve glucose tolerance and insulin
sensitivty; lose weight transiently
Improve glucose tolerance and fasting
insulin level

Reduce the level of glucose; reduce
pancreatic hyperplasia and hepatic fat
accumulation

Improve glucose tolerance and insulin
sensitivity

Reduce fasting glycemia and insulin
resistance.

Decrease VAT weight and body fat; reduce
adipooyte size and blood glucose levels;
improve insulin sensitivity

No data available

Reduce food consumption, weight gain
and VAT mass; prevent insuiin residence

Abrogate the increased fasting insulin and
leptin levels associated with SF; attenuate
insulin resistance

Reduce fasting blood glucose; improve
glucose tolerance and insulin sensitivity;
inhibit the gain in body weight

Lower the weight of body and adipose
tissues in C57BL/6 mice

Normalize systemic metabolic parameters,
including insulin sensitivity and glucose
tolerance; increase the level of serum
adiponectin

Improve glucose tolerance; reduce the
concentrations of insulin and leptin

Inhibit the gain of body weight and fat
mass; improve insulin sensitivity

No data available

No data available

References

(22)

(83)

©)

(29)

(10)

(13)

©4)

(©9)

(86)

@®7

(1)

(©8)

©9)

(90)

©1)





OPS/images/fimmu-09-02075-g001.gif
hd
Obese.

O @ @ @amon (e s
Onr @i @ wT B Amon —aswontons T it





OPS/images/fimmu-09-02075-t001.jpg
Subject

Control subjects (BMI <30 kg/m2,
1= 7) and obese subjects without
overt type 2 diabetes (BMI =30
kg/m2, n = 13)

Obese subjects (BMI: 30t 39.9
kg/m?, n = 2) and morbidly obese
subjects (BMI >40 kg/m?2, n = 9)
Overweight subjects (BMI =25
kg/m?, n = 44)

Waist ciroumferences in lean
(<94cm, n = 10), overweight
(94-102cm, n = 10) and obese
(>102¢m, n = 10)

Control subjects (BMI: 17.6 to 26.7
kg/m2, n = 15) and obese subjects
(BMI: 38.7 t0 66.0 kg/m?, n = 36)

Control subjects (BMI <30 kg/m?2,
= 20) and highly obese subjects
(BMI >40 kg/m?, n = 20)

Control subjects (BMI: 18 to 24.9
kg/m?, n = 16) and obese subjects
(BMI =30 kg/m?, n = 15)

Control subjects (BMI <26 kg/m?,
= 15) and highly obese subjects
(BMI >40 kg/m?2, n = 16)

Control subjects (BMI <25 kg/m?2,
= 11) and overweight subjects (BMI
>25 kg/m?, n = 16)

No data available

Male and female

Male and female

Female

Male and female

Male and female

Male and female

Female

Mean Age
(vear)

No data
available

No data
available

415

Lean: 43.5,
overweight:
48 and
obese: 45.2
Lean: 41.5
and obese:
452

No data
available

Lean: 46.07
and obese:
32.83

27-55

Tissue

VAT

VAT and SAT

VAT and SAT

SAT

VAT and SAT

VAT and SAT

VAT

VAT and SAT

Adipose tissue

Method

Real-time
quantitative
PCR (Foxp3)

Real-time
quantitative
PCR (Foxp3)
Flow
cytometry

Real-time
quantitative
PCR (Foxp3)

Real-time
quantitative
PCR (Foxp3)

Real-time
quantitative
PCR (Foxp3)

cytometry

Real-time
quantitative
PCR (Foxp3)

Flow
cytometry

Main findings

Foxp3 gene expression was lower in
VAT in obese subjects compared to
control subjects.

The frequency of Treg cells in VAT vs.
SAT was negatively correlated with
BMI.

VAT Treg cells were negatively
correlated with fasting glucose and
MCP-1 and positively correlated with
HOMA-B.

Foxpd gene expression was higher in
SAT in obese subjects compared to
control subjects.

Foxp8 gene expression was higher in
both VAT and SAT, and the proportion
of Treg cells was increased in SAT in
abese subjects compared to control
subjects

Foxpd gene expression and the
proportion of Treg cells were
increased in VAT and SAT in obese
subjects compared to control
subjects,

The frequency of Treg cells was
increased in VAT in obese subjects
compared to control subjects and the
frequency was positively correlated
with BMI.

Foxp3 gene expression was.
increased in both VAT and SAT, and
its expression in SAT was positively
correlated with weight and BMI, while
its expression in VAT was positively
correlated with BMI and body fat
percentages.

No difference in the percentage of
Treg cells between overweight and
control subjects.

References

(73)

(10)

)

(79)

(76)

(@]

(78)

(79)

©0)





OPS/images/cover.jpg
’ frontiers
in Immunology

A Unique Population:
Adipose-Resident Regulatory T Cells









OPS/images/crossmark.jpg
©

2

i

|





OPS/images/logo.jpg
, frontiers
in Immunology





