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Chimeric Antigen Receptors Based on Low Affinity Mutants of FcεRI Re-direct T Cell Specificity to Cells Expressing Membrane IgE
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IgE is the key mediator of allergic responses. Omalizumab, an IgE-specific monoclonal antibody that depletes IgE, is effective for treating severe allergic asthma. The need for frequent administration of the expensive drug, however, limits its applications. Taking advantage of T cell memory, adoptive T cell therapy (ACT) targeting IgE-producing cells has the potential to achieve long-term suppression of IgE and relief of symptoms for severe allergic diseases. The transmembrane form of IgE (mIgE), which is present on all IgE-producing cells, serves as an excellent molecular target for ACT that employs chimeric antigen receptors (CARs). Here, we designed and tested CARs that use the extracellular domain of high affinity IgE receptor, FcεRIα, for mIgE recognition. When expressed on Jurkat T cells, FcεRIα-based CARs mediated robust responses in terms of CD69 upregulation to U266 myeloma cells expressing low levels of mIgE. FcεRIα-based CARs specifically recognized cells expressing mIgE, but not cells with secreted IgE captured through Fcε receptors. CAR+ Jurkat cells did not respond to LAD2 mast cells with secreted IgE bound through FcεRI or Ramos cells with secreted IgE bound through FcεRII. Co-culture of CAR+ Jurkat cells and LAD2 mast cells with IgE bound did not trigger LAD2 cell degranulation. The activity of CAR using wild type FcεRIα for mIgE binding was inhibited by the presence secreted IgE, which likely blocked CAR-mIgE interaction. The activities of CARs using low affinity mutants of FcεRIα, however, tolerated secreted IgE at relatively high concentrations. Moreover, primary human CD8+ T cells expressing a low affinity mutant CAR responded to U266 cells with INFγ production and cytotoxicity despite the presence of secreted IgE. The potency, specificity, and robustness of our CAR design, combined with repaid advances in the safety of ACT, hold promise for novel and highly effective cell-based therapies against severe allergic diseases.
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INTRODUCTION

In recent decades, the prevalence of allergic diseases has increased rapidly in developed countries, with more than 30% of children allergic, up to 10% of children having asthma and allergic rhinitis, and 5–7% of children having food allergies (1). Certain severe allergic diseases, such as severe allergic asthma and multiple food allergy, significantly impact quality of life, create heavy social and economic burdens, and cannot be effectively managed with currently available medications. IgE-mediated immune responses are central to the pathogenesis of allergy. IgE antibodies bind to the high affinity IgE receptor FcεRI expressed on mast cells, eosinophils, and basophils. Cross-linking of IgE and FcεRI by allergens triggers the degranulation and release of inflammatory mediators that induce type I hypersensitivity reactions and allergic symptoms. IgE is therefore an attractive target for therapeutic intervention. The effectiveness of omalizumab, an IgE-specific monoclonal antibody that depletes IgE, in treating severe allergic asthma clearly demonstrates the virtue of IgE targeting (2, 3). Omalizumab, however, has a relatively short half-life of 1–4 weeks (4). The need for repeated administration of the expensive drug limits its range of application. An approach that can persistently suppress IgE level over long term with a single treatment would therefore be highly desirable.

Targeting IgE-expressing cells, the source of IgE, using adoptive T cell therapy (ACT) has the potential to achieve long-term suppression of IgE. In ACT, autologous T cells are isolated and engrafted with engineered receptors that are specific for molecular markers on target cells. The cells are then infused back to patients to seek and destroy target cells. ACT using chimeric antigen receptors (CARs) specific for the pan-B cell marker CD19 have generated striking evidence of potent and long-lasting anti-cancer activity in humans (5–9), leading to its recent FDA approvals for B cell leukemia and lymphoma. Importantly, genetically modified T cells have been shown to establish memory (10) and persist for more than a decade in humans without adverse effects (11). Therefore, when applied to IgE-expressing B cells, ACT may achieve long-term relief of allergy symptoms, or even a cure of the disease, with a single treatment. By taking advantage of rapid advances in manufacturing processes and enhanced safety features, ACT may become increasingly attractive for severe atopic diseases such as severe allergic asthma, chronic urticaria and food allergies.

IgE-expressing cells can be targeted by T cells through the recognition of transmembrane form of IgE (mIgE). mIgE is expressed exclusively on all IgE-expressing cells, including germinal center B cells, plasmablasts, plasma cells, and memory B cells (12, 13). To this end, we designed and tested CARs that use the extracellular domain of FcεRI α chain (FcεRIα) for mIgE binding (Figure 1A). FcεRI consists of an α chain (FcεRIα) that binds to IgE Fc region with high affinity (Kd ≈3.7 × 10−10 M), and β and γ chains with intracellular signaling domains. Unlike FcεRII (CD23), which binds to MHC class II, integrins and CD21 in addition to IgE (17), FcεRI is known to only bind IgE at the Cε3 domain. Since Cε3 domain exists on both mIgE and secreted IgE, FcεRIα-based CAR must avoid targeting cells with secreted IgE captured by FcεRI or FcεRII (Figures 1B,C). As illustrated in Figure 1B, because IgE has only one FcεRIα binding site, the CAR should not recognize secreted IgE already bound to FcεRI on mast cells, eosinophils, basophils, and Langerhans cells (16, 18, 19) and trigger their killing or activation. Although FcεRI and FcεRII bind IgE at two distinct sites on the Cε3 domain, FcεRII-IgE binding allosterically inhibits FcεRI-IgE binding (20). Therefore, the CAR should not recognize secreted IgE bound to FcεRII on B cells and other cell types (21, 22) (Figure 1C). An issue associated with the high affinity of FcεRI-IgE binding is that FcεRIα-based CARs on T cells may be blocked by secreted IgE in circulation and tissues, rendering them unable to interact with mIgE on target cells (Figure 1D). To address this issue, we designed CARs using FcεRIα mutants with lower affinities for IgE. We reason that at a given concentration of secreted IgE, a T cell expressing low affinity CARs should have a smaller proportion of CARs bound (blocked) by secreted IgE than a cell expressing high affinity CARs. The relative low affinity of the CARs, however, should not affect their abilities to mediate T cell activation through mIgE binding, since CARs that bind ligands with Kd from 10−6 to 10−9 M have been shown to function effectively (23). Here, we demonstrated that low affinity FcεRIα-based CARs are capable of mediating potent and specific T cell responses to mIgE-expressing target cells in the presence of secreted IgE.
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FIGURE 1. Schematics of low affinity FcεRIα-based CAR redirecting T cell responses specifically to cells expressing mIgE. The CAR is constructed by fusing the FcεRIα extracellular domain to the N-terminus of CD3ζ. (A) FcεRIα-based CARs on a T cell bind mIgE and mediate T cell responses to mIgE+ cells. IgE heavy chain assumes a bent conformation (14, 15) and the binding site for FcεRIα is at the bend (16). This confirmation should facilitate the engagement of mIgE by CARs on T cells. The binding triggers TCR signaling (shown as red stars at the signaling domains), T cell activation and target cell killing. (B) The CAR should not recognize cells with IgE captured through FcεRI since IgE has only one FcεRI binding site. (C) The CAR should not recognize cells with IgE captured through FcεRII because IgE-FcεRII binding allosterically inhibits IgE-FcεRI binding. (D) Low affinity FcεRIα-based CAR should tolerate the presence of secreted IgE. Low affinity CARs on T cells are only partially blocked by secreted IgE. Unoccupied CARs should still able to recognize mIgE on target cells as in (A).



MATERIALS AND METHODS

Cells and Antibodies

Jurkat (clone E6-1) acute T cell leukemia cells, U266 multiple myeloma cells, Ramos Burkitt's lymphoma cells (clone 2G6.4C10), and Daudi Burkitt's lymphoma cells were purchased from ATCC and cultured in complete RPMI medium containing 10% heat-inactivated FBS, 100 U/mL penicillin, 100 mg/mL streptomycin sulfate, and 2 mM L-glutamine. Daudi cells expressing human mIgE (Daudi-mIgE) were obtained from Genentech (24). LAD2 human mast cells were kindly provided by Dr. Metcalfe (NIH) (25) and cultured in complete StemPro-34 serum free medium (Invitrogen) supplemented with 100 ng/ml of stem cell factor (SCF) (Peprotech). Primary human CD8+ T cells were obtained from the Human Immunology Core at the University of Pennsylvania and cultured in complete RPMI medium. Fluorescently labeled antibodies for human FcεRIα, FcεRII (CD23), CD69, CD117, and human IgE were from Biolegend. Purified human IgE was purchased from Abcam and was further purified through gel filtration chromatography using a Superdex 200 column to eliminate aggregates. For degranulation assays, IgE was biotinylated using NHS-PEG4-bio (Pierce) following the manufacturer's instruction and purified using a Zeba desalting column (Pierce).

Car Design and Construction

Human FcεRIα cDNA was PCR amplified from plasmid pcDL-huFcεRIα, a gift from Kochan et al. (26) (Addgene plasmid # 8365). Human CD3ζ cDNA was cloned from Jurkat cells using RT-PCR. The wilde type (WT) CAR was constructed by fusing the FcεRIα signaling peptide and extracellular domain to the N-terminus of human CD3ζ using overlapping PCR. The FcεRIα extracellular domain was mutated using PCR to generate six low affinity mutants: M1 (K117D), M2 (K117D+D159A), M3 (K117D+Y131A), M4 (K117D+W113A), M5 (K117D+W87D) (Table 1).


Table 1. The mutations and affinities of mutant CARs.
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Lentiviral Transduction of Jurkat T Cells and Primary Human T Cells

DNA encoding CARs were inserted into the pLVX-EF1α-IRES-Puro lentiviral transfer vector (Clontech). Lentiviral vectors were packaged using 293T cells with the Lenti-X packaging system (Clontech) and concentrated by ultrafiltration using Centricon Plus-70 filters (EMD Millipore) at 1,500 rpm for 2 h at 15°C. Jurkat T cells were transduced with lentiviral vectors using spinoculation in a 48-well tissue culture plate. The plate was spun at 2,500 rpm for 90 min at 32°C. The transduced cells were selected in complete RPMI medium containing 0.25 μg/ml puromycin. To transduce primary human CD8+ T cells, T cells were stimulated with human T-activator CD3/CD28 Dynabeads (Life Technologies) at a 3:1 bead to cell ratio for 1 day, followed by spinoculation in the presence of 10 μg/ml protamine sulfate (Sigma-Aldrich). Beads were removed 2 days later, and the cells were cultured and expanded in complete RPMI medium containing 300 IU/ml recombinant human IL2 (R&D Systems) for 3–5 additional days before being used for experiments.

Jurkat Cell Stimulation

To use Ramos cells for stimulation, FcεRII expression was upregulated by stimulating with 20 ng/ml human IL4 (Peprotech) for 72 h. To bind IgE to Ramos cells and LAD2 cells, the cells were incubated with IgE for 1 h on ice, and IgE binding was confirmed with flow cytometry using IgE-specific antibodies. For Jurkat cell stimulation, 0.125 × 106 Jurkat cells were mixed with equal numbers of U266 cells, Ramos cells with IgE bound, or LAD2 cells with IgE bound in 200 μl of medium, incubated for 5 h at 37°C, and stained with anti-CD69 antibodies for flow cytometry analysis. To distinguish CAR+ Jurkat cells from stimulator cells, in addition to anti-CD69-APC, anti-FcεRI-PE was used for co-culture with U266 or Ramos cells to label CAR+ Jurkat cells. Since LAD2 cells express FcεRI, to separate LAD2 cells and CAR+ Jurkat cells in co-cultures, anti-CD117-PE was used to label LAD2 cells. To distinguish Daudi or Daudi-IgE cells with Jurkat cells in co-cultures, Jurkat cells were first labeled with the intracellular fluorescent dye carboxyfluorescein diacetate succinimidyl ester (CFSE) by incubating with 0.3 μM CFSE in DPBS-5% FBS for 5 min at room temperature (27).

LAD2 Cell Degranulation Assay

The assay was performed as described in a previously published protocol (28) with minor modifications. Briefly, LAD2 cells were cultured in complete RPMI medium containing 0.2 μg/ml biotinylated IgE overnight. After washing with assay buffer (DPBS containing 10 mM HEPES, 5.6 mM glucose, and 0.04% BSA, pH 7.4), 1 × 104 LAD2 cells were transferred to a 96-well plate and mixed with 2 × 105 CAR+ Jurkat cells in assay buffer. For positive controls, streptavidin was added to a final concentration of 1 μg/ml. Cells were incubated at 37°C for 30 min and spun at 450 × g for 5 min at 4°C. The supernatant was removed, and the cells were lysed with 0.1% Triton X-100 in assay buffer. β-hexosaminidase activities in the supernatant and lysate were determined using N-acetyle-β-D-glucosamide (PNAG) (Sigma) as substrate. The low levels of β-hexosaminidase activity from Jurkat cells were determined in control samples with Jurkat cells alone and subtracted from the assay results. The percentage degranulation was calculated as 100x (supernatant activity)/(supernatant activity + lysate activity).

Primary T Cell Activation and Luciferase-Based Cytotoxicity Assay

To generate target cells for luciferase-based cytotoxicity assay (29, 30), U266 cells were transduced with pLVX-EF1α-IRES-Puro lentiviral vectors encoding firefly luciferase and selected in complete RPMI medium supplemented with 0.5 μg/ml puromycin for stable expression. Since U266 cells express high levels of MHC class I (31), to inhibit allo-activation of primary T cells, human CD8+ T cells were incubated with 10 μg/ml anti-CD8 antibody (clone SK1) for 30 min before stimulation. SK1 has been shown to effectively block T cell activation through T cell receptor (TCR)-MHC class I interaction, in which CD8 is critically involved (32, 33). T cells were then co-cultured with 5 × 104 U266-luciferase cells for 16 h in complete RPMI medium containing 10 μg/ml SK1 antibody. INFγ levels in the supernatant were measured using a human INFγ ELISA kit (Biolegend). Luciferase activity in live U266-luciferase cells was determined using the Bright-Glo luciferase assay system (Promega) on a Victor X luminescence microplate reader (Perkin Elmer). The luciferase activity of 5 × 104 U266-luciferase cells cultured without T cells was determined as maximum activity. Specific lysis was calculated as [1–(sample activity)/(max activity)] × 100.

Flow Cytometry

Cells (0.25 × 106) were washed twice with FACS buffer (DPBS with 0.5% BSA and 0.02% sodium azide) and stained with fluorescently-labeled antibodies described above for 30 min on ice. Stained cells were washed twice with FACS buffer and analyzed on an Accuri C6 flow cytometer (BD Biosciences).

RESULTS

FcεRIα-Based CARs Mediate Potent T Cell Responses to mIgE+ Cells

To construct FcεRIα-based CARs, the extracellular domain of human FcεRIα is fused to the N-terminal of the human CD3ζ extracellular domain. The transmembrane domain of CD3ζ in this CAR design should facilitate its association with the endogenous TCR/CD3 complex, thereby enhancing CAR sensitivity (34). To create CARs with lower affinities for IgE, we introduced point mutations to FcεRIα that were shown to reduce its binding affinity for IgE in previous mutagenesis studies (35, 36). The first mutant CAR (M1) has a single K117D mutation that has been shown to reduce affinity by 27-fold (35). Five other mutant CARs (M2 to M6) each included an additional mutation that has been shown to reduce the affinity to varying degrees (36) (Table 1). Although the exact affinities of the mutant CARs with two point mutations are unknown, the wild type (WT) and six mutant CARs should represent a relatively wide range of affinities for IgE binding.

The WT and six mutant CARs were expressed on human Jurkat T cells at generally comparable levels through lentiviral transduction, and stable expressers were selected with puromycin (Figure 2A). Jurkat cells expressing WT, M1, M2, M4, and M6 CARs were able to bind IgE, and the levels of binding largely mirrored levels of CAR expression (Figure 2B). Jurkat cells expressing M3 and M5, however, showed very low levels of IgE binding (Figure 2B). The Y131A and W87D mutations most likely worked synergistically with K117D to dramatically reduce FcεRIα binding to IgE. As expected, CAR+ Jurkat cells were not activated by secreted IgE (Supplementary Figure 1). To determine whether the WT and mutant CARs can mediate T cell responses to cells expressing mIgE, CAR+ Jurkat cells were stimulated with U266 cells, a human myeloma line expressing low levels of mIgE (Figure 3A). As shown in Figures 3B,C, Jurkat cells expressing WT, M1, M2, M4, and M6 CARs showed marked up-regulation of CD69, a T cell activation marker. CD69 up-regulation mediated by the WT CAR was significantly lower than those by mutant CARs. M1 and M2 CARs showed the strongest activity, followed by M4 and M6 CARs. The lower activity of the WT CAR may be attributable to its relatively low expression level (Figure 2). To assess the CARs' ability to mediate responses to target cells expressing high levels of mIgE, Daudi cells stably expressing human mIgE (Figure 4A) were used to stimulate Jurkat cells expressing the WT, M2, and M6 CARs. The Jurkat cells responded to Daudi-mIgE stimulation with similar levels of robust CD69 upregulation (Figures 4B,C). As expected, Jurkat cells expressing M3 and M5 did not show significant responses to U266 or Daudi-mIgE stimulation (Supplementary Figure 2).Taken together, these results demonstrated that WT and low affinity FcεRIα-based CARs are capable of mediating robust T cell responses to mIgE+ target cells.
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FIGURE 2. The expression of FcεRIα-based CARs on Jurkat T cells and IgE binding. (A) Jurkat cells stably transduced with lentiviral vectors encoding WT and mutant CARs were stained with anti-FcεRIα-PE antibody and analyzed by flow cytometry. Un-transduced Jurkat cells served as negative control. (B) Jurkat cells in (A) were incubated with 10 μg/ml human IgE on ice for 1 h, washed, and stained with anti-IgE-APC antibody. Data are representative of at least three independent experiments.
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FIGURE 3. Low affinity FcεRIα-based CARs mediate specific T cell responses to mIgE+ U266 cells in the presence of secreted IgE. (A) U266 cells stained with anti-IgE antibody showed low levels of mIgE expression. (B) Jurkat cells expressing the WT and mutant CARs were stimulated with U266 cells in the absence or presence of secreted IgE at 1.7 or 10 μg/ml for 5 h and stained with anti-FcεRI and anti-CD69 antibodies. (C) Calculated percentages of CAR+ T cells with upregulated CD69 in response to U266 stimulation as shown in (B). Data are presented as mean ± SD (n = 3). ***P < 0.001, unpaired t-test.
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FIGURE 4. Low affinity FcεRIα-based CARs mediate specific T cell responses to Daudi-cells expressing high levels of mIgE in the presence of secreted IgE. (A) Daudi-mIgE cells stained with anti-IgE antibody showing high levels of mIgE expression. (B) Jurkat cells expressing the WT, M2, and M6 CARs were pulsed with CFSE and cultured with Daudi or Daudi-mIgE cells in the absence or presence of secreted IgE at 1.7 or 10 μg/ml for 5 h. The cells were harvested and stained with anti-FcεRI and anti-CD69 antibodies. CAR and CD69 expression levels are shown for CFSE+ Jurkat cells. (C) Calculated percentages of total Jurkat cells with upregulated CD69 as shown in (B). Data are presented as mean ± SD (n = 3). ***P < 0.001, unpaired t-test.



T Cell Responses Mediated by Low Affinity FcεRIα-Based CARs Tolerate Secreted IgE

Under physiological conditions, secreted IgE present in tissues may bind to FcεRIα-based CARs and block their interaction with mIgE on target cells. To test the effects of secreted IgE on CAR function, CAR+ Jurkat cells were stimulated with U266 cells in the presence of IgE at 1.7 μg/ml and 10 μg/ml. A concentration of 1.7 μg/ml is equivalent to 700 IU/ml, the upper limit of serum IgE level recommended for omalizumab. As shown in Figures 3B,C, when stimulated by U266 cells, 1.7 μg/ml IgE suppressed CD69 upregulation of Jurkat cells expressing WT CAR by more than two-folds. Increasing IgE concentration to 10 μg/ml further suppressed CD69 upregulation. In contrast, the activities of low affinity M1, M2, M4, and M6 CARs were not significantly affected by the presence of IgE at 1.7 μg/ml or 10 μg/ml. In comparison, when stimulated by Daudi-mIgE, CD69 upregulation by Jurkat cells expressing the WT CAR was inhibited by secreted IgE at 10 μg/ml, but not at 1.7 μg/ml (Figures 4B,C). These results support our model that low affinity FcεRIα-based CARs tolerate the presence of secreted IgE at high concentrations (Figure 1D) and suggest that ACT employing low affinity FcεRIα-based CARs may be effective for patients with serum IgE levels higher than the limit for omalizumab.

FcεRIα-Based CARs Do Not Recognize Cells With Secreted IgE Captured Through FcεRII

The majority of B cells express FcεRII, and its binding to IgE regulates IgE production (37). FcεRII is also expressed on a variety of inflammatory cells and epithelial cells. Recognition of secreted IgE bound to FcεRII by CARs would therefore lead to significant adverse effects. To test our hypothesis that FcεRIα-based CARs do not recognize IgE captured by FcεRII due to allosteric inhibition (Figure 1C), we used Ramos cells, a Burkitt lymphoma cell line, as target cells. Consistent with previous reports (38), Ramos cells significantly up-regulated FcεRII expression in response to IL4 stimulation (Figure 5A) and bound IgE at high levels (Figure 5B). IgE binding by Ramos cells is exclusively through FcεRII since FcεRI expression was not detected (Supplementary Figure 3). As shown in Figure 5C, Jurkat cells expressing WT, M1, M2, M4, or M6 CARs did not significantly upregulate CD69 in response to Ramos cells with high levels of IgE bound. FcεRIα-based CARs therefore do not recognize cells with secreted IgE captured through FcεRII.
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FIGURE 5. FcεRI-based CARs do not stimulate T cell responses to Ramos cells with secreted IgE captured through FcεRII. (A) Ramos cells upregulated FcεRII expression after stimulation with 20 ng/ml IL4 for 72 h. (B) Ramos cells stimulated with IL4 in (A) were incubated with 1.7 μg/ml IgE for 1 h on ice, washed, and stained with anti-IgE-APC antibody. (C) Jurkat cells expressing WT and mutant CARs were stimulated with Ramos cells or Ramos cells with secreted IgE captured through FcεRII for 5 h and stained for CD69 expression. Data are representative of three independent experiments.



FcεRIα-Based CARs Do Not Recognize Cells With Secreted IgE Captured Through FcεRI

Through high affinity interaction with FcεRI, secreted IgE may be stably bound to the surfaces of mast cells, eosinophils, basophils and Langerhans cells. Since IgE has only one binding site for FcεRI, we do not anticipate that FcεRIα-based CARs mediate cytotoxicity to these cells or trigger degranulation through CAR interaction with IgE bound to FcεRI (Figure 1B). To confirm this, LAD2 cells, a human mast cell line, were used as targets. LAD2 cells expressed FcεRI (Supplementary Figure 3) and bound secreted IgE at relatively high levels (Figure 6A). IgE binding by LAD2 cells is exclusively through FcεRI, as FcεRII expression was not detected (Supplementary Figure 3). As shown in Figure 6B and Supplementary Figure 4, Jurkat cells expressing WT, M1, M2, M4, or M6 CARs did not significantly upregulate CD69 in response to LAD2 cells with IgE bound. To determine whether CAR+ Jurkat cells can trigger degranulation of mast cells, LAD2 cells with biotinylated IgE bound were co-cultured with CAR+ Jurkat cells, control Jurkat cells, or buffer alone, in the presence or absence of streptavidin. LAD2 cell degranulation was then determined by measuring β-hexosaminidase release. As shown in Figure 6C, in the presence of streptavidin, which binds to biotinylated IgE and crosslinks FcεRI, high levels of degranulation (>70%) were induced in all co-cultures. In the absence of streptavidin, however, only background levels of degranulation were observed, indicating that FcRεI-based CARs are incapable of crosslinking the FcRεI-IgE complexes on LAD2 cells. Taken together, we conclude that FcεRIα-based CARs do not recognize cells with IgE captured through FcεRI.
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FIGURE 6. FcεRIα-based CARs do not mediate T cell responses to mast cells with free IgE captured through FcεRI, or trigger mast cell activation. (A) LAD2 cells were incubated with 1.7 μg/ml of IgE, and bound IgE was stained with anti-IgE antibody. (B) LAD2 cells with IgE bound were used to stimulate CAR+ Jurkat T cells for 5 h. Cells were collected and stained with antibodies for CD69 and CD117. CD117 is expressed only on LAD2 cells and therefore used to distinguish Jurkat and LAD2 cells. Note the high levels of constitutive CD69 expression by LAD2 cells. Data are representative of two independent experiments. (C) LAD2 cells were coated with biotinylated IgE at 1.7 μg/ml followed by incubation with CAR+ Jurkat T cells for 30 min in the presence or absence of streptavidin. The β-hexosaminidase activity was determined using PNAG as substrate, and percentage of degranulation was calculated. Data are presented as mean ± SD (n = 3).



FcεRIα-Based M2 CAR Directs Primary Human T Cell Responses to mIgE+ Target Cells

To test the CAR function using primary T cells, we expressed the M2 CAR on primary human CD8+ T cells via lentiviral transduction (Figure 7A). The M2 CAR was chosen for its potency, specificity, and resistance to secreted IgE in mediating Jurkat cell responses to mIgE+ target cells (Figures 3–6). In response to U266 cells, M2 CAR+ T cells produced a significant amount of IFNγ (Figure 7B). Moreover, the activity of M2 CAR was not affected by the presence of 10 μg/ml of IgE. Finally, using a luciferase-based cytotoxicity assay (29, 30), we determined the cytotoxicity of M2 CAR+ primary human CD8+ T cells to U266 cells expressing luciferase. Consistent with the IFNγ data, the M2 CAR mediated the killing of U266-luciferase cells in a dose-dependent manner (Figure 7C). Taken together, the FcεRIα-based low affinity M2 CAR is capable of mediating potent primary T cell responses to mIgE+ target cells.
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FIGURE 7. M2 CAR mediates potent primary human T cell responses to U266 cells. (A) Purified human CD8+ T cells were activated using anti-CD3/anti-CD28 beads and transduced with lentiviral vectors encoding the M2 CAR (T-M2). Cells were stained with anti-FcεRIα-PE antibody and analyzed by flow cytometry 7 days post-transduction. Untransduced human CD8+ T cells (T) served as negative control. (B) Human CD8+ T cells transduced with the M2 CAR (T-M2) or untransduced control T cells (T) were stimulated with equal numbers of CD3/CD28 beads, U266 cells, or U266 cells in the presence of 10 μg/ml IgE for 20 h. The concentrations of IFNγ in the supernatant were determined using ELISA. (C) CD8+ T cells expressing the M2 CAR (T-M2) or control T cells (T) were cultured with U266 cells stably expressing firefly luciferase at indicated ratios for 20 h. The percentages of specific lysis were determined based on the luciferase activity in the remaining live U266-luci cells. Data are presented as mean ± SD (n = 3). **P < 0.001, unpaired t-test.



DISCUSSION

In this study, we designed and tested CARs that redirect T cell specificity to mIgE+ cells for ACT against allergic diseases. The FcεRIα-based CAR design takes advantage of the highly specific binding between FcεRI and IgE and the bent conformation of IgE that facilitates mIgE-CAR interaction at the T cell-target cell interface (14–16) (Figure 1). Compared with mouse-derived single chain variable fragments (scFvs) commonly used for antigen recognition by CARs, FcεRIα, a natural human protein, is unlikely to trigger host immune responses that may lead to low CAR T cell persistence or even systemic anaphylaxis (39). FcεRIα-based CARs mediated T cell responses to U266 myeloma cells expressing very low levels of mIgE (Figures 3, 7), suggesting that even low mIgE-expressing plasma cells may be targeted in vivo. Although the majority of IgE-producing plasma cells are short-lived, a small population of long-lived plasma cells in bone marrow may continuously produce IgE at low levels (12, 13, 40–43). The ability to eliminate plasma cells is therefore important for the long-term effectiveness of ACT against allergies. CAR-mediated Jurkat responses appeared to be more robust to Daudi-mIgE, a Daudi cell line engineered to stably express mIgE at high levels (Figure 4). In addition, the high levels of mIgE expression may have compensated the effects of lower WT and M6 expression levels observed in their relatively subdued responses to U266 (Figure 3), leading to similarly strong responses by WT, M2, and M6 to Daudi-mIgE (Figure 4). It is interesting that M1, M2, M4, and M6 CARs with at least 27-fold lower affinities are still capable of mediating strong T cell activation. This is consistent with the generally low affinity requirement for the antigen recognition by TCR (Kd ≈10−6 M) (44) and CAR (Kd ≈10−6−10−9 M) (23). The low affinity mutant CARs also outperformed the WT in tolerating the presence of secreted IgE at 10 μg/ml (Figures 3, 4, 7B), supporting our hypothesis that T cells expressing the WT CAR have a larger proportion of CARs blocked by secreted IgE than T cells expressing the low affinity mutants. From a kinetic point of view, the K117D mutation shared by all mutants causes a 145-fold increase in dissociation rate (koff) (35). The decreased stability should lead to frequent unbinding between CAR and secreted IgE and facilitate engagement of CARs by mIgE. Taken together, the low affinity mutant CARs, especially M1 and M2, may have the optimal affinity and koff for sensitive mIgE recognition and tolerance of secreted IgE.

Using Ramos and LAD2 as target cells, we demonstrated that FcεRIα-based CARs do not recognize cells with secreted IgE bound through FcεRI or FcεRII (Figure 6). Sparing these cells is critical for avoiding side effects associated with their killing or activation in ACT. Targeting FcεRI-expressing mast cells, basophils and eosinophils, for example, would be especially problematic since it may trigger massive degranulation and anaphylaxis. It should be noted, however, that all potential issues associated with secreted IgE, including unwanted targeting of cells expressing FcεRI or FcεRII and blocking CAR function, can be ameliorated or eliminated by using omalizumab to decrease or deplete IgE prior to ACT. Preconditioning patients with omalizumab may therefore be employed in initial clinical studies for enhanced efficacy and safety.

The potency, specificity, and robustness of our CAR designs will aid the development of ACT for severe allergic diseases. The rapid advances in ACT's effectiveness, safety, and T cell manufacturing processes should make ACT for severe allergic diseases increasingly attractive. Compared with omalizumab, the main advantage of ACT is its potential for long-term symptom control. Achieving this goal critically relies on CAR T cell persistence. In this regard, the long-term persistence of anti-CD19 CAR T cells in patients with B cell malignancies is highly encouraging (10, 45). In addition to the pro-survival effects of CD28 or 4-1BB signaling domains, the persistence of anti-CD19 CAR T cells was thought to be boosted by repeated stimulation from continuously emerging B cells (46), which express co-stimulatory molecules. CAR T cells recognizing mIgE+ B cells should benefit from similar repeated stimulation from newly IgE class-switched B cells. Moreover, IgE-expressing B cells are highly concentrated in mucosal tissues (47, 48), which experience frequent inflammation events triggered by infection or allergy. The inflammatory milieu should attract infiltration of T cells, including CAR+ T cells, increase their chance of encountering IgE-expressing target cells, and enhance the development and maintenance of memory phenotype in a way that is similar to repeated respiratory tract viral infection. Finally, long term persistence may also be enhanced by adopting novel approaches such as expressing CARs on enriched virus-specific T cells (49) or ex vivo expanded central memory CD8+ T cells (50).

Using ACT to treat allergic diseases, even the severe forms, would require an improved understanding and control of risk factors associated with technologies currently used for cancer patients. The two main issues of current lentiviral vector-based CAR T cell technologies are the generation of replication competent viruses and oncogenesis associated with random gene insertion. So far, these risks are only theoretical since they have not materialized in patients enrolled in a large number of ACT clinical trials to date. Additional data from clinical application of the recently approved anti-CD19 CAR T cell therapies will help establish a more accurate safety profile of these approaches. The risk of replication competent viruses can be minimized by using packaging systems with advanced safety features such as the separation of packaging components into multiple plasmids and inclusion of self-inactivating (SIN) elements. The rapid development of non-viral gene integration through transposon/transposase systems should eliminate such risk (51). Regarding insertion-related oncogenesis, a longitudinal study showed that CAR+ T cells persisted for more than a decade in patients without causing oncogenesis-related adverse effects (11). This suggests that retroviral manipulation of mature T cells is fundamentally safe, likely because integration sites are not random and do not favor proto-oncogenes (52). The risk of insertion-related oncogenesis may be fully addressed by targeting CARs to a harmless location through genome editing (53, 54). For example, the anti-CD19 CAR was recently targeted to the TCRα locus through CRISPR/Cas9-based genome editing that used templates delivered with non-integrating adeno-associated viral vectors (53). Most recently, the endogenous TCR locus was efficiently replaced with a new TCR that recognizes cancer antigen though electroporation of T cells with CRISPR-Cas9 ribonucleoprotein complexes and linear double strand DNA templates (55). If reproducible, this non-viral targeted genome editing approach should dramatically reduce risks associated with both replication-competent viruses and insertion-associated oncogenesis. Finally, the risks of ACT may be further controlled through the incorporation of safety features to CAR T cells (56), such as incorporating an inducible caspase-9-based suicide mechanism (57) and employing CARs with built in on-switches that are active only when triggered by certain small molecule drugs (58).

A potential issue with long-term suppression of IgE-expressing B cells using ACT is that reduced IgE level may lead to increased incidents of parasitic infection or malignancy. Although IgE is capable of mediating parasite killing, its role in controlling parasitic infection has been debated (59–61). In addition, in a study of subjects at high risk of helminth infection, omazilumab was not associated with increased morbidity (59). The role of IgE in the immune surveillance of cancer is controversial. Moreover, a recent long-term study showed no increase in incidents of malignancy in patients treated with omalizumab (62). These findings suggest that long-term suppression of IgE using ACT should be relatively safe. Finally, our ACT approach targets only IgE-expressing B cells, which makes up a very small fraction of total B cells. In normal individuals, serum IgE concentration is 10,000–100,000 times lower than IgG (37). Our IgE-specific approach therefore should not significantly impact overall humoral immunity, which is mediated mostly by IgG antibodies.

Although the costs of recently approved CAR T cell therapies for B cell cancers are high, their pricing is based on both manufacturing costs and the high cost of bone marrow transplant-based conventional treatment regimens. The manufacturing costs can be expected to decrease over time with increasingly streamlined and automated processes and possibly the adoption of non-viral gene transfer approaches (55). Advances in developing “off-the-shelf” allogeneic T cell- or NK cell-based ACT (63, 64) may reduce costs dramatically. In addition, the much higher number of patients with severe allergic diseases than B cell cancers may justify lower prices. Therefore, it is possible that ACT may become competitive with omalizumab in overall cost if long-term effectiveness can be established.

In summary, FcεRIα-based CARs mediate potent and specific T cell responses to mIgE+ target cells. Future studies on the activity and persistence of T cells expressing the CARs in vivo may lead to the development of ACT with long-term effectiveness for severe allergic diseases.

AUTHOR CONTRIBUTIONS

DW performed most of the experiments and collected data. BF, AA, and HH performed experiments, collected data, and contributed to the writing of the manuscript. ZM designed the study, carried out experiments, analyzed the data, and wrote the manuscript.

FUNDING

This work was supported by grants NIH R21AI119841, P20-GM103464, and U54-GM104941, and the Nemours Foundation.

ACKNOWLEDGMENTS

We thank Dr. Metcalfe (NIH) for the LAD-2 cells and Drs. Brightbill and Wu (Genentech) for the Daudi-mIgE cells. We thank Karen Christie and Dr. Trong Le for critical reading of the manuscript.

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online at: https://www.frontiersin.org/articles/10.3389/fimmu.2018.02231/full#supplementary-material

REFERENCES

 1. Lambrecht BN, Hammad H. The immunology of the allergy epidemic and the hygiene hypothesis. Nat Immunol. (2017) 18:1076–83. doi: 10.1038/ni.3829

 2. MacGlashan DW Jr, Bochner BS, Adelman DC, Jardieu PM, Togias A, McKenzie-White J, et al. Down-regulation of Fc(epsilon)RI expression on human basophils during in vivo treatment of atopic patients with anti-IgE antibody. J Immunol. (1997) 158:1438–45.

 3. Scheinfeld N. Omalizumab: a recombinant humanized monoclonal IgE-blocking antibody. Dermatol Online J. (2005) 11:2. Available online at: https://escholarship.org/uc/doj

 4. Belliveau PP. Omalizumab: a monoclonal anti-IgE antibody. MedGenMed (2005) 7:27. Available online at: https://www.medscape.com/

 5. Porter DL, Levine BL, Kalos M, Bagg A, June CH. Chimeric antigen receptor-modified T cells in chronic lymphoid leukemia. N Engl J Med. (2011) 365:725–33. doi: 10.1056/NEJMoa1103849

 6. Kochenderfer JN, Dudley ME, Feldman SA, Wilson WH, Spaner DE, Maric I, et al. B-cell depletion and remissions of malignancy along with cytokine-associated toxicity in a clinical trial of anti-CD19 chimeric-antigen-receptor-transduced T cells. Blood (2012) 119:2709–20. doi: 10.1182/blood-2011-10-384388

 7. Grupp SA, Kalos M, Barrett D, Aplenc R, Porter DL, Rheingold SR, et al. Chimeric antigen receptor-modified T cells for acute lymphoid leukemia. N Engl J Med. (2013) 368:1509–18. doi: 10.1056/NEJMoa1215134

 8. Brentjens RJ, Davila ML, Riviere I, Park J, Wang X, Cowell LG, et al. CD19-targeted T cells rapidly induce molecular remissions in adults with chemotherapy-refractory acute lymphoblastic leukemia. Sci Transl Med. (2013) 5:177ra38. doi: 10.1126/scitranslmed.3005930

 9. Kochenderfer JN, Wilson WH, Janik JE, Dudley ME, Stetler-Stevenson M, Feldman SA, et al. Eradication of B-lineage cells and regression of lymphoma in a patient treated with autologous T cells genetically engineered to recognize CD19. Blood (2010) 116:4099–102. doi: 10.1182/blood-2010-04-281931

 10. Kalos M, Levine BL, Porter DL, Katz S, Grupp SA, Bagg A, et al. T cells with chimeric antigen receptors have potent antitumor effects and can establish memory in patients with advanced leukemia. Sci Transl Med. (2011) 3:95ra73. doi: 10.1126/scitranslmed.3002842

 11. Scholler J, Brady TL, Binder-Scholl G, Hwang WT, Plesa G, Hege KM, et al. Decade-long safety and function of retroviral-modified chimeric antigen receptor T cells. Sci Transl Med. (2012) 4:132ra53. doi: 10.1126/scitranslmed.3003761

 12. Talay O, Yan D, Brightbill HD, Straney EE, Zhou M, Ladi E, et al. IgE(+) memory B cells and plasma cells generated through a germinal-center pathway. Nat Immunol. (2012) 13:396–404. doi: 10.1038/ni.2256

 13. Wu LC, Zarrin AA. The production and regulation of IgE by the immune system. Nat Rev Immunol. (2014) 14:247–59. doi: 10.1038/nri3632

 14. Beavil AJ, Young RJ, Sutton BJ, Perkins SJ. Bent domain structure of recombinant human IgE-Fc in solution by X-ray and neutron scattering in conjunction with an automated curve fitting procedure. Biochemistry (1995) 34:14449–61. doi: 10.1021/bi00044a023

 15. Wan T, Beavil RL, Fabiane SM, Beavil AJ, Sohi MK, Keown M, et al. The crystal structure of IgE Fc reveals an asymmetrically bent conformation. Nat Immunol. (2002) 3:681–6. doi: 10.1038/ni811

 16. Garman SC, Wurzburg BA, Tarchevskaya SS, Kinet JP, Jardetzky TS. Structure of the Fc fragment of human IgE bound to its high-affinity receptor Fc epsilonRI alpha. Nature (2000) 406:259–66. doi: 10.1038/35018500

 17. Acharya M, Borland G, Edkins AL, Maclellan LM, Matheson J, Ozanne BW, et al. CD23/FcepsilonRII: molecular multi-tasking. Clin Exp Immunol. (2010) 162:12–23. doi: 10.1111/j.1365-2249.2010.04210.x

 18. Katona IM, Urban JF Jr, Scher I, Kanellopoulos-Langevin C, Finkelman FD. Induction of an IgE response in mice by Nippostrongylus brasiliensis: characterization of lymphoid cells with intracytoplasmic or surface IgE. J Immunol. (1983) 130:350–6.

 19. Kraft S, Kinet JP. New developments in FcepsilonRI regulation, function and inhibition. Nat Rev Immunol. (2007) 7:365–78. doi: 10.1038/nri2072

 20. Dhaliwal B, Yuan D, Pang MO, Henry AJ, Cain K, Oxbrow A, et al. Crystal structure of IgE bound to its B-cell receptor CD23 reveals a mechanism of reciprocal allosteric inhibition with high affinity receptor FcepsilonRI. Proc Natl Acad Sci USA. (2012) 109:12686–91. doi: 10.1073/pnas.1207278109

 21. Geha RS, Jabara HH, Brodeur SR. The regulation of immunoglobulin E class-switch recombination. Nat Rev Immunol. (2003) 3:721–32. doi: 10.1038/nri1181

 22. Maeda K, Burton GF, Padgett DA, Conrad DH, Huff TF, Masuda A, et al. Murine follicular dendritic cells and low affinity Fc receptors for IgE (Fc epsilon RII). J Immunol. (1992) 148:2340–7.

 23. Turatti F, Figini M, Balladore E, Alberti P, Casalini P, Marks JD, et al. Redirected activity of human antitumor chimeric immune receptors is governed by antigen and receptor expression levels and affinity of interaction. J Immunother. (2007) 30:684–93. doi: 10.1097/CJI.0b013e3180de5d90

 24. Brightbill HD, Jeet S, Lin Z, Yan D, Zhou M, Tan M, et al. Antibodies specific for a segment of human membrane IgE deplete IgE-producing B cells in humanized mice. J Clin Invest. (2010) 120:2218–29. doi: 10.1172/JCI40141

 25. Woolhiser MR, Okayama Y, Gilfillan AM, Metcalfe DD. IgG-dependent activation of human mast cells following up-regulation of FcgammaRI by IFN-gamma. Eur J Immunol. (2001) 31:3298–307. doi: 10.1002/1521-4141(200111)31:11<3298::AID-IMMU3298>3.0.CO;2-U

 26. Kochan J, Pettine LF, Hakimi J, Kishi K, Kinet JP. Isolation of the gene coding for the alpha subunit of the human high affinity IgE receptor. Nucleic Acids Res. (1988) 16:3584. doi: 10.1093/nar/16.8.3584

 27. Quah BJ, Warren HS, Parish CR. Monitoring lymphocyte proliferation in vitro and in vivo with the intracellular fluorescent dye carboxyfluorescein diacetate succinimidyl ester. Nat Protoc. (2007) 2:2049–56. doi: 10.1038/nprot.2007.296

 28. Kuehn HS, Radinger M, Gilfillan AM. Measuring mast cell mediator release. Curr Protoc Immunol. (2010) 91:7.38.1–9. doi: 10.1002/0471142735.im0738s91

 29. Karimi MA, Lee E, Bachmann MH, Salicioni AM, Behrens EM, Kambayashi T, et al. Measuring cytotoxicity by bioluminescence imaging outperforms the standard chromium-51 release assay. PLoS ONE (2014) 9:e89357. doi: 10.1371/journal.pone.0089357

 30. Fu X, Tao L, Rivera A, Williamson S, Song XT, Ahmed N, et al. A simple and sensitive method for measuring tumor-specific T cell cytotoxicity. PLoS ONE (2010) 5:e11867. doi: 10.1371/journal.pone.0011867

 31. Okamoto M, Inaba T, Yamada N, Uchida R, Fuchida SI, Okano A, et al. Expression and role of MHC class I-related chain in myeloma cells. Cytotherapy (2006) 8:509–16. doi: 10.1080/14653240600957586

 32. Campanelli R, Palermo B, Garbelli S, Mantovani S, Lucchi P, Necker A, et al. Human CD8 co-receptor is strictly involved in MHC-peptide tetramer-TCR binding and T cell activation. Int Immunol. (2002) 14:39–44. doi: 10.1093/intimm/14.1.39

 33. Wooldridge L, Hutchinson SL, Choi EM, Lissina A, Jones E, Mirza F, et al. Anti-CD8 antibodies can inhibit or enhance peptide-MHC class I (pMHCI) multimer binding: this is paralleled by their effects on CTL activation and occurs in the absence of an interaction between pMHCI and CD8 on the cell surface. J Immunol. (2003) 171:6650–60. doi: 10.4049/jimmunol.171.12.6650

 34. Bridgeman JS, Hawkins RE, Bagley S, Blaylock M, Holland M, Gilham DE. The optimal antigen response of chimeric antigen receptors harboring the CD3zeta transmembrane domain is dependent upon incorporation of the receptor into the endogenous TCR/CD3 complex. J Immunol. (2010) 184:6938–49. doi: 10.4049/jimmunol.0901766

 35. Cook JP, Henry AJ, McDonnell JM, Owens RJ, Sutton BJ, Gould HJ. Identification of contact residues in the IgE binding site of human FcepsilonRIalpha. Biochemistry (1997) 36:15579–88. doi: 10.1021/bi9713005

 36. Hulett MD, Brinkworth RI, McKenzie IF, Hogarth PM. Fine structure analysis of interaction of FcepsilonRI with IgE. J Biol Chem. (1999) 274:13345–52. doi: 10.1074/jbc.274.19.13345

 37. Gould HJ, Sutton BJ, Beavil AJ, Beavil RL, McCloskey N, Coker HA, et al. The biology of IGE and the basis of allergic disease. Annu Rev Immunol. (2003) 21:579–628. doi: 10.1146/annurev.immunol.21.120601.141103

 38. Siegel JP, Mostowski HS. A bioassay for the measurement of human interleukin-4. J Immunol Methods (1990) 132:287–95. doi: 10.1016/0022-1759(90)90040-3

 39. Maus MV, Haas AR, Beatty GL, Albelda SM, Levine BL, Liu X, et al. T cells expressing chimeric antigen receptors can cause anaphylaxis in humans. Cancer Immunol Res. (2013) 1:26–31. doi: 10.1158/2326-6066.CIR-13-0006

 40. Yang Z, Sullivan BM, Allen CD. Fluorescent in vivo detection reveals that IgE(+) B cells are restrained by an intrinsic cell fate predisposition. Immunity (2012) 36:857–72. doi: 10.1016/j.immuni.2012.02.009

 41. He JS, Meyer-Hermann M, Xiangying D, Zuan LY, Jones LA, Ramakrishna L, et al. The distinctive germinal center phase of IgE+ B lymphocytes limits their contribution to the classical memory response. J Exp Med. (2013) 210:2755–71. doi: 10.1084/jem.20131539

 42. Holt PG, Sedgwick JD, O'Leary C, Krska K, Leivers S. Long-lived IgE- and IgG-secreting cells in rodents manifesting persistent antibody responses. Cell Immunol. (1984) 89:281–9. doi: 10.1016/0008-8749(84)90330-7

 43. Luger EO, Fokuhl V, Wegmann M, Abram M, Tillack K, Achatz G, et al. Induction of long-lived allergen-specific plasma cells by mucosal allergen challenge. J Allergy Clin Immunol. (2009) 124:819–26.e4. doi: 10.1016/j.jaci.2009.06.047

 44. Krogsgaard M, Prado N, Adams EJ, He XL, Chow DC, Wilson DB, et al. Evidence that structural rearrangements and/or flexibility during TCR binding can contribute to T cell activation. Mol Cell (2003) 12:1367–78. doi: 10.1016/S1097-2765(03)00474-X

 45. Pirker W, Holler I, Gerschlager W, Asenbaum S, Zettinig G, Brucke T. Measuring the rate of progression of Parkinson's disease over a 5-year period with beta-CIT SPECT. Mov Disord. (2003) 18:1266–72. doi: 10.1002/mds.10531

 46. Yang Y, Kohler ME, Fry TJ. Effect of chronic endogenous antigen stimulation on CAR T cell persistence and memory formation. Blood (2017) 130:166. Available online at: www.bloodjournal.org

 47. KleinJan A, Vinke JG, Severijnen LW, Fokkens WJ. Local production and detection of (specific) IgE in nasal B-cells and plasma cells of allergic rhinitis patients. Eur Respir J. (2000) 15:491–7. doi: 10.1034/j.1399-3003.2000.15.11.x

 48. Hibi T, Dosch HM. Limiting dilution analysis of the B cell compartment in human bone marrow. Eur J Immunol. (1986) 16:139–45. doi: 10.1002/eji.1830160206

 49. Ahmed N, Brawley V, Hegde M, Bielamowicz K, Kalra M, Landi D, et al. HER2-specific chimeric antigen receptor-modified virus-specific T cells for progressive glioblastoma: a phase 1 dose-escalation trial. JAMA Oncol. (2017) 3:1094–101. doi: 10.1001/jamaoncol.2017.0184

 50. Berger C, Jensen MC, Lansdorp PM, Gough M, Elliott C, Riddell SR. Adoptive transfer of effector CD8+ T cells derived from central memory cells establishes persistent T cell memory in primates. J Clin Invest. (2008) 118:294–305. doi: 10.1172/JCI32103

 51. Singh H, Huls H, Kebriaei P, Cooper LJ. A new approach to gene therapy using Sleeping Beauty to genetically modify clinical-grade T cells to target CD19. Immunol Rev. (2014) 257:181–90. doi: 10.1111/imr.12137

 52. Bushman FD. Retroviral integration and human gene therapy. J Clin Invest. (2007) 117:2083–6. doi: 10.1172/JCI32949

 53. Eyquem J, Mansilla-Soto J, Giavridis T, van der Stegen SJ, Hamieh M, Cunanan KM, et al. Targeting a CAR to the TRAC locus with CRISPR/Cas9 enhances tumour rejection. Nature (2017) 543:113–7. doi: 10.1038/nature21405

 54. Lee JS, Kallehauge TB, Pedersen LE, Kildegaard HF. Site-specific integration in CHO cells mediated by CRISPR/Cas9 and homology-directed DNA repair pathway. Sci Rep. (2015) 5:8572. doi: 10.1038/srep08572

 55. Roth TL, Puig-Saus C, Yu R, Shifrut E, Carnevale J, Li PJ, et al. Reprogramming human T cell function and specificity with non-viral genome targeting. Nature (2018) 559:405–9. doi: 10.1038/s41586-018-0326-5

 56. Roybal KT, Lim WA. Synthetic immunology: hacking immune cells to expand their therapeutic capabilities. Annu Rev Immunol. (2017) 35:229–53. doi: 10.1146/annurev-immunol-051116-052302

 57. Di Stasi A, Tey SK, Dotti G, Fujita Y, Kennedy-Nasser A, Martinez C, et al. Inducible apoptosis as a safety switch for adoptive cell therapy. N Engl J Med. (2011) 365:1673–83. doi: 10.1056/NEJMoa1106152

 58. Wu CY, Roybal KT, Puchner EM, Onuffer J, Lim WA. Remote control of therapeutic T cells through a small molecule-gated chimeric receptor. Science (2015) 350:aab4077. doi: 10.1126/science.aab4077

 59. Cooper PJ, Ayre G, Martin C, Rizzo JA, Ponte EV, Cruz AA. Geohelminth infections: a review of the role of IgE and assessment of potential risks of anti-IgE treatment. Allergy (2008) 63:409–17. doi: 10.1111/j.1398-9995.2007.01601.x

 60. Reddy A, Fried B. Atopic disorders and parasitic infections. Adv Parasitol. (2008) 66:149–91. doi: 10.1016/S0065-308X(08)00203-0

 61. Watanabe N, Bruschi F, Korenaga M. IgE: a question of protective immunity in Trichinella spiralis infection. Trends Parasitol. (2005) 21:175–8. doi: 10.1016/j.pt.2005.02.010

 62. Long A, Rahmaoui A, Rothman KJ, Guinan E, Eisner M, Bradley MS, et al. Incidence of malignancy in patients with moderate-to-severe asthma treated with or without omalizumab. J Allergy Clin Immunol. (2014) 134:560–7.e4. doi: 10.1016/j.jaci.2014.02.007

 63. Ruella M, Kenderian SS. Next-generation chimeric antigen receptor T-cell therapy: going off the shelf. BioDrugs (2017) 31:473–81. doi: 10.1007/s40259-017-0247-0

 64. Rezvani K, Rouce R, Liu E, Shpall E. Engineering natural killer cells for cancer immunotherapy. Mol Ther. (2017) 25:1769–81. doi: 10.1016/j.ymthe.2017.06.012

Conflict of Interest Statement: ZM holds a patent (pending) on using FcεRI-based CARs for allergic diseases.

The remaining authors declare that the research was conducted in the absence of any commercial or financial relationships that could be construed as a potential conflict of interest.

Copyright © 2018 Ward, Fay, Adejuwon, Han and Ma. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.

OPS/images/fimmu-09-02231-g005.gif





OPS/images/fimmu-09-02231-g006.gif





OPS/images/fimmu-09-02231-g003.gif





OPS/images/fimmu-09-02231-g004.gif





OPS/images/fimmu-09-02231-g007.gif





OPS/images/fimmu-09-02231-t001.jpg
CAR designation Mutation (fold affinity reduction)

M1 KI17D (27%)

M2 K117D (27x) and D159A (2x)
M3 KI17D (27%) and Y131A (3x)
M4 K117D (27x) and W113A (5x)
M5 K117D (27%) and W87D (7)

M6 K117D (27x) and V155A (10x)





OPS/images/fimmu-09-02231-g001.gif





OPS/images/fimmu-09-02231-g002.gif





OPS/images/cover.jpg
’ frontiers
in Immunology

Chimeric Antigen Receptors Based

on Low Affinity Mutants of Fc+RI

Re-direct T Cell Specificity to Cells
Expressing Membrane IgE









OPS/images/crossmark.jpg
©

2

i

|





OPS/images/logo.jpg
, frontiers
in Immunology





