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Autoinflammatory diseases were originally defined as a group of monogenic disorders associated with seemingly unprovoked inflammatory episodes mediated mainly by the innate immune system and without direct involvement of adaptive immunity. The renewed concept encompasses a larger group of disorders including multifactorial diseases, which share the same inflammatory and clinical features with the monogenic disorders. Coining of the “auto” prefix to these inflammatory diseases suggests a constitutively active and self-augmenting innate immune response, but only a subgroup of them including cryopyrin-associated periodic syndrome (CAPS), associated with dominantly inherited gain-of-function NLRP3 variants, fits well with the definition of the “autonomous” inflammatory conditions. However, the “autoinflammation” concept also includes another group of disorders characterized by episodes of exaggerated inflammatory response only when challenged by certain triggers. The dynamics of this latter group can be better defined as a “hyperinflammatory” state, which shares similar characteristics with the innate memory or trained immunity. Differentiation of “autonomous” and “hyperinflammatory” states of autoinflammatory disorders can provide additional insights to understand their pathogenesis and develop better management strategies since both conditions may have different inflammatory dynamics affecting the severity and frequency of clinical findings and treatment responses.
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“Heat not a furnace for your foe so hot

That it do singe yourself.”

Henry VIII

William Shakespeare

INTRODUCTION

Inflammation is a physiologic process aiming to protect the integrity of organisms against exogenous or endogenous dangerous insults (1–3). This process involves the recognition of pathogen—or danger associated molecular patterns by relevant receptors, which leads to the development of a response involving different cells and mediators to eliminate or limit the threat; and this response resolves with the repair of damages to restore the homeostasis.

The inflammatory response is well regulated to ensure a controlled reaction limited only to the pathogens or dangerous insults. During the turn of the twentieth century, Paul Ehrlich used the “horror autotoxicus” term to describe organisms' ability to recognize the self and not develop a harmful response against self-tissues (4). Although the regulatory mechanisms involved in inflammatory response work perfectly well in general, the problems in these mechanisms are considered to be responsible for the development of so-called “inflammatory” disorders (5). Autoimmune diseases are the most widely known examples of the “autotoxic” inflammatory disorders, and they do develop as a result of failures in the immune tolerance mechanisms causing the persistent activity of pathogenic self-reactive T and B cells.

On the other hand, regulatory problems in the innate immune response have been identified as the underlying pathology of another subset of inflammatory disorders, and uncontrolled or disproportionate innate inflammatory response triggered by the recognition of pathogen—or danger-associated molecular patterns has been shown to be responsible for the clinical and pathologic findings (6). Hereditary periodic fever syndromes constitute the best examples of this subgroup, and these conditions have been named as “autoinflammatory disorders” to differentiate them from “autoimmune diseases”, following the identification of genetic basis of familial Mediterranean fever (FMF) and tumor necrosis factor receptor associated periodic syndrome (TRAPS). Autoinflammatory disorders have originally been described as pathological conditions associated with seemingly unprovoked episodes of inflammatory response mainly involving the innate immune system with excessive production of proinflammatory cytokines and chemokines and without direct role of pathogenic autoantibodies or cellular immunity against self-antigens (6–8). An updated definition of this group encompasses a larger spectrum of disorders including multifactorial diseases, which share the same inflammatory characteristics and clinical features with the monogenic disorders (8, 9).

Following the identification of several new members of the autoinflammatory disorders, different approaches have been used to classify them. Classification attempts have mainly been based on the mechanisms affecting the regulation of innate immune response or the types of over-produced cytokines/inflammatory mediators involved in their pathogenesis (6, 8). Regulatory defects may rely on the constitutive activation of intracellular pathogen—or danger-associated signal sensing, intracellular accumulation of signals triggering innate sensors, loss of the negative regulatory function of innate response proteins, or up-regulation of post-receptor signaling mechanisms in innate immunity (8). Depending on the dysregulated pathways, inborn errors result in increased production of particular cytokines, such as interleukin 1 beta (IL-1β) or type 1 interferon, or up-regulated secretion of several proinflammatory cytokines and chemokines in a more complex way (6, 8).

This review aims to discuss the dynamics of inflammatory response during the course of the autoinflammatory disorders within the context of trained immunity.

AUTONOMOUS VS. HYPERINFLAMMATORY STATES IN AUTOINFLAMMATORY DISORDERS

In monogenic autoinflammatory disorders, increased inflammatory response develops as a result of gain-of-function or loss-of-function mutations in the genes involved in the innate immune response (8). Cryopyrin-associated periodic syndromes (CAPS) typically represent the autoinflammatory mechanisms associated with gain-of-function mutations in the NLRP3 gene, which result in increased constitutive activity of the intracellular sensor protein (10). Mutation-dependent conformational changes in the NLRP3 protein result in increased production of IL-1β and a clinical spectrum ranging from the self-limited inflammatory episodes to the persistent severe inflammation (10, 11). In the mildest end of the spectrum, CAPS patients develop a “hyperinflammatory” response only when they are exposed to cold (Table 1). However, in the severe end, which was previously called as Neonatal Onset Multisystem Inflammatory Disorder (NOMID), patients start to have an “autonomously” increased IL-1β production starting within the first year of life (Table 1). Somatic mosaicism in myeloid cell lineages for the NLRP3 gene mutations may be enough for the development of disease manifestations associated with moderate to severe inflammation, and expansion of the mutated clone with the passage of time may be the cause of the late onset of clinical findings in some patients (12–17).


Table 1. Possible contributions of autonomous and hyperinflammatory states to the clinical findings of common monogenic autoinflammatory disorders with putative scores based on the characteristics of clinical findings.
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On the other hand, Familial Mediterranean Fever (FMF), the most common form of the autoinflammatory disorders, is associated with autosomal recessively inherited variants in exon 10 of the MEFV gene, which encodes the pyrin protein. Pyrin has been linked to different roles in the regulation of the inflammasome complex, and monocytes of FMF patients produce increased amount of IL-1β depending on the number of penetrant exon 10 mutations, only when stimulated with proinflammatory environmental triggers such as lipopolysaccharide (18). The variants associated with increased IL-1β production do not interfere with the production of regulatory natural antagonist protein IL-1Ra, which help limit the inflammatory episode within 2–3 days (18). Most of the FMF patients do not have constitutively enhanced autonomous production of IL-1β, and it is usually not possible to detect ongoing inflammation in between these “hyperinflammatory” episodes.

However, patients carrying dominantly inherited p.Ser242Arg mutation in exon 2 of the MEFV gene develop a different inflammatory phenotype, which is related to the constitutively active pyrin-inflammasome and continuously elevated IL-1β-driven acute phase response (19). The clinical picture associated with this MEFV variant has been named as pyrin-associated autoinflammation with neutrophilic dermatosis (PAAND); and it is characterized by fever lasting several weeks rather than days, neutrophilic dermatosis, arthralgia, myalgia, cardiomyopathy, anemia, pyogenic arthritis, and serositis (19). Phosphorylation of serine at position 242 of the pyrin protein is critical for the binding of its negative regulator 14-3-3 protein; and this regulatory mechanism is linked to the guard function of pyrin protein as a sensor of RhoA-mediated changes within the cytoplasm. Various bacterial toxins affecting the functions of Rho GTPases, such as TcdB toxin of Clostridium difficile and ADP-ribosylating C3 toxin of Clostridium botulinum, can induce pyrin-inflammasome through the decreased downstream activity of RhoA protein, which affects the binding of 14-3-3 to pyrin (19–21). Missense changes in the one of the phosphorylation sites of pyrin can mimic the intracellular changes induced by these bacterial toxins and result in autonomous activation of pyrin-inflammasome with more persistent inflammatory dynamics different from the characteristics of FMF.

Similarly, variants in the NOD2 (CARD15) gene are linked to both autonomous and hyperinflammatory disorders. Dominantly inherited gain-of-function mutations in the NACHT domain of the NOD2 gene lead to the increased basal activity of NF-κB. This autonomous inflammatory response is associated with Blau syndrome, which is characterized by early-onset granulomatous uveitis, dermatitis, and arthritis with camptodactily deformities (22, 23). On the other hand, loss-of-function variants in the leucine-rich repeat (LRR) region of the NOD2 gene are associated with the multifactorial Crohn disease; and these mutations are thought to be associated with dysregulated interaction between host and dysbiotic intestinal microbiota leading to hyperinflammatory responses (23–26).

To prevent the confusion associated with the “hyperinflammatory” state, it is necessary to note that a group of heterogeneous disorders have been grouped under the term of “hyperinflammatory syndromes,” because of a common immunopathology associated with a cytokine storm or hypercytokinemia; which includes one of the hereditary autoinflammatory disorders, familial hemophagocytic lymphohistiocytosis (27). The hyperinflammatory response constitutes the shared pathogenic mechanism between hemophagocytic lymphohistiocytosis and macrophage activation syndromes, and the latter condition can develop in various autoinflammatory and autoimmune settings ranging from systemic onset juvenile idiopathic arthritis, Kawasaki disease to systemic lupus erythematosus (27). The hyperinflammatory syndromes associated with dysregulated cytokine production or cytotoxicity defects can also be seen in association with infections, malignancies, and immunodeficiency syndromes such as Chédiak Higashi, Griscelli 2, Hermansky Pudlak 2 syndromes (27). Infections are usually considered as the main triggers of hyperinflammation, which may be an example of maladaptive “trained immunity” response.

TRAINED IMMUNITY AND INNATE TOLERANCE

It has long been suggested that one of the critical differences between adaptive and innate immunity is that adaptive immune response can build immunological memory but innate immunity cannot (28). However, several recent studies have demonstrated that an innate version of immunological memory can be induced after infections or vaccinations, which results in a stronger inflammatory response with broader specificity following a secondary stimulation with different pathogens (Figures 1i) (28–30). This weeks or months-lasting memory is named as “trained immunity,” and it is mainly associated with epigenetic re-programming of innate immune cells, especially of the cells of myeloid lineage (30). This stronger inflammatory response to various microbial triggers following the initial infections or vaccinations involves both histone modifications (i.e., H3K4me1, H3K4me3, H2K27Ac, H3K9me2), and metabolic changes (i.e., increased aerobic glycolysis through the mTOR pathway and increased production of mevalonate) in those cells (30, 31).
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FIGURE 1. The features of inflammatory responses developing in the trained immunity (i) and autoinflammatory disorders (ii and iii), in regard to the intensity and frequency of episodes and their resolution to the baseline. In trained immunity (i), after the resolution of the inflammatory response following an infection or vaccination (1st trigger), a following stimulation with different pathogens (2nd trigger) results in a stronger inflammatory response (28). In autoinflammatory disorders, triggering factors (arrows) may either induce a hyperinflammatory state (ii-a), defined as an enhanced inflammatory response developing after a stimulation, or an autonomous inflammatory state (iii-a) associated with gain of function mutations, which lead to the continuous production of IL-1β and ongoing inflammatory activity in between attacks. However, in autoinflammatory disorders associated with the hyperinflammatory dynamics, some patients may experience “autonomous” inflammatory states (ii-b), which require a therapeutic intervention to reset the inflammatory dynamics. On the other hand, in some autoinflammatory disorders associated with autonomous inflammatory characteristics, disease course may be very mild and obvious inflammatory findings could only be detected when the patients are exposed to triggering factors such as cold (iii-b).



However, maladaptive conditions associated with inappropriate activation of trained immunity may result in immunodeficiency states or hyperinflammatory responses (28, 32). Inappropriate exposure of innate immune cells to bacterial endotoxins such as lipopolysaccharide (LPS) may result in a refractory state to subsequent challenges of LPS, which is known as “endotoxin tolerance,” and it contributes to the immune paralysis observed in patients with sepsis (33, 34). Although several findings suggest changes in the polarization and cytokine production pattern of inflammatory cells, exact mechanism of the endotoxin tolerance has yet to be clarified (33, 35).

In the other end of the maladaptive conditions, hyperinflammatory responses due to induction of trained immunity may contribute to the pathogenesis and course of monogenic autoinflammatory disorders as well as several other inflammatory conditions (32), which may show variability in the expression and severity depending on the environmental factors (36, 37).

TRAINED IMMUNITY AND AUTOINFLAMMATORY DISORDERS

Non-specific hyperinflammatory response to a broad spectrum of triggers was first described as the “pathergy” reaction in 1933 by Rössle, and his definition corresponds well with the current understanding of the trained immunity associated with sustained changes in the expression of proinflammatory cytokines due to epigenetic modifications (38, 39). Therefore, long-standing observations on the pathergic response and trained immunity regarding the intensity of inflammatory response to various triggers may also have a potential to analyze the variability of clinical findings in the course of the autoinflammatory disorders, which cannot be explained by only genotype (32).

Investigation of pathogenic mechanisms associated with autosomal recessively inherited Mevalonate Kinase Deficiency (MKD) may provide the most direct clues for the role of trained immunity in autoinflammatory disorders. Recently, it has been shown that activation of the cholesterol synthesis pathway, but not the synthesis of cholesterol molecule itself, is involved in the stimulation of trained immunity, and mevalonate is the critical molecule of this pathway in the induction of epigenetic changes, such as the H3K4me3 change at the promoter regions of proinflammatory TNFA and IL6 genes (31).

Retention of intracellular mevalonate in the monocytes of MKD patients due to decreased mevalonate kinase enzyme activity has also been shown to be associated with the same trained immunity phenotype, which leads to the autoinflammatory response (31). Prenylation defects associated mevalonate kinase enzyme defects has also been linked to the decreased RhoA-associated phosphorylation of pyrin protein and activation of the pyrin inflammasome (21). In addition to the mutation-specific conformational changes affecting the mevalonate kinase enzyme activity, the extent of epigenetic changes are expected to contribute to the variability in the clinical spectrum, ranging from the hyperinflammatory response due to temporary increases in the mevalonate concentration following stimuli such as vaccination in the mild end to the autonomous hyperinflammatory response resulting from constitutively increased production of mevalonate due to severely defective activity of the enzyme leading to the sustained changes (8, 40).

Similar to the MVK gene variants leading to MKD, the rare genetic variants responsible for other hereditary autoinflammatory disorders can also be assumed to be associated with a much stronger and durable “trained immunity” response leading to maladaptive conditions (Figure 1). For example, country-dependent environmental factors affecting the risk of infections and infant mortality rate show an association with the risk of amyloidosis in FMF patients (37). In addition to the rare variants, even some common polymorphisms associated with multifactorial autoinflammatory disorders such as the NOD2 variants in Crohn disease may be involved in “hyperreactive” innate response and maladaptive trained immunity following an infection or associated with dysbiotic microbiota.

It may also be helpful to note that in the autoimmunity end of the inflammatory disease spectrum, more than half of the disease associated non-coding variants have been mapped to enhancer-like elements in immune cells, especially lymphocytes, possibly altering non-canonical regulatory sequences and causing context-dependent autoimmune responses (41).

IMPLICATIONS OF DEFINING HYPER-VERSUS AUTONOMOUS INFLAMMATORY STATES

Identification of molecular basis of several autoinflammatory disorders has led to development of targeted treatments with successful results such as IL-1 blocking agents in inflammasomopathies; and their classification according to underlying inflammatory pathways proved to be useful in explaining both the pathogenesis of clinical findings and variability in the treatment responses. On the other hand, addition of another dimension to the classification, by considering the dynamics of inflammatory response associated with hyperreactive or autonomously active innate immune cells may provide further benefits in the interpretation of clinical findings and developing better management strategies with the optimum use of available treatment options in individual patients (Table 1).

Bozkurt et al. developed a unifying mathematical model to understand the dynamics of recurrent nature of inflammation in FMF and CAPS, in the form of coupled nonlinear ordinary differential equations (42). Comprehensive bifurcation analyses of the model revealed that the concentration of active caspase 1 enzyme is the most critical parameter determining the healthy state as well as the inflammatory features of FMF and CAPS patients (42). In FMF patients, a self-limited inflammatory episode develops only when the system is triggered by an insult, compatible with the “hyperinflammatory” state (Figures 1ii-a). On the other hand, gain-of-function mutations in CAPS patients result in constitutively active caspase 1 leading to an autonomous periodicity with episodes developing even when there is no trigger (Figures 1iii-a) (42). In patients with low-penetrance variants periodicity of the attacks may decrease, but when the variants are penetrant and triggers are present, patients may develop a non-oscillatory, continuous inflammation representing the most severe end of the CAPS spectrum, NOMID (Table 1) (42).

In clinical practice, the inflammatory characteristics of a subgroup of FMF patients with inadequate response to colchicine treatment (also named as colchicine refractory-FMF patients) can be classified as an “autonomous” state due to genetic and/or environmental factors affecting the duration and sustainability of caspase 1 activity (Table 1). In some of the FMF patients, this autonomous inflammatory state may be temporary due to intervening stressful conditions resulting in a vicious circle characterized by continuous production of pro-inflammatory cytokines, which causes either unexpectedly long episodes or very frequently recurring attacks despite highest tolerable doses of colchicine along with an elevated acute phase response in between attacks (43). In this setting, blocking the activity of IL-1 by biologic agents may reset the autonomous production of IL-1β, and some of these colchicine refractory-FMF patients may experience a stable disease course with regained good response to colchicine (Figures 1ii-b) (44).

Within the same context, some patients with an autoinflammatory disorder characterized by gain-of-function mutations and associated with autonomous production of IL-1 may run a milder disease course with very rare inflammatory episodes (Table 1). In this situation, despite autonomous production of IL-1 at low level, inflammatory clinical findings can only be triggered following strong stimuli such as cold exposure, infections, or vaccinations, and they may not need continuous blockade of IL-1 to control inflammatory episodes (Figures 1iii–b).

Similarly, inhibition of IL-1 activity with potent drugs may reset the IL-1β-dependent vicious circle and cytokine-driven pathologies in patients with higher constitutive caspase 1 activity; and following a single high-dose administration of anti-IL-1β monoclonal antibody, some CAPS patients may not require additional treatment for months due to inhibition of IL-1β-dependent production of IL-1, which may be increased up-to-5-fold compared to healthy controls (10). Also, DNA methylation status of CAPS patients may become similar to that of healthy controls when they are using anti-IL-1 treatments, which suggests sustained improvements in the epigenetic programming (45).

CONCLUSIONS

In conclusion, adding the “hyper” or “autonomous” as well as the trained immunity dimensions to the concept of autoinflammation could provide further benefits for both understanding of the immunopathogenesis of the variable disease course in these conditions and developing better strategies for the management of inflammatory findings in regard to the timing, dosage, and administration intervals of IL-1 blocking agents.

AUTHOR CONTRIBUTIONS

The author confirms being the sole contributor of this work and has approved it for publication.

FUNDING

This paper was supported by the Istanbul University Research Fund.

REFERENCES

 1. Medzhitov R. Origin and physiological roles of inflammation. Nature (2008) 454:428–35. doi: 10.1038/nature07201

 2. Chovatiya R, Medzhitov R. Stress, inflammation, and defense of homeostasis. Mol Cell (2014) 54:281–8. doi: 10.1016/j.molcel.2014.03.030

 3. Medzhitov R. Inflammation 2010: new adventures of an old flame. Cell (2010) 140:771–6. doi: 10.1016/j.cell.2010.03.006

 4. Kaufmann SH. Immunology's foundation: the 100-year anniversary of the Nobel Prize to Paul Ehrlich and Elie Metchnikoff. Nat Immunol. (2008) 9:705–12. doi: 10.1038/ni0708-705

 5. Okin D, Medzhitov R. Evolution of inflammatory diseases. Curr Biol. (2012) 22:R733–40. doi: 10.1016/j.cub.2012.07.029

 6. Masters SL, Simon A, Aksentijevich I, Kastner DL. Horror autoinflammaticus: the molecular pathophysiology of autoinflammatory disease (*). Annu Rev Immunol. (2009) 27:621–68. doi: 10.1146/annurev.immunol.25.022106.141627

 7. McDermott MF, Aksentijevich I, Galon J, McDermott EM, Ogunkolade BW, Centola M, et al. Germline mutations in the extracellular domains of the 55 kDa TNF receptor, TNFR1, define a family of dominantly inherited autoinflammatory syndromes. Cell (1999) 97:133–44. doi: 10.1016/S0092-8674(00)80721-7

 8. de Jesus AA, Canna SW, Liu Y, Goldbach-Mansky R. Molecular mechanisms in genetically defined autoinflammatory diseases: disorders of amplified danger signaling. Annu Rev Immunol. (2015) 33:823–74. doi: 10.1146/annurev-immunol-032414-112227

 9. Kastner DL, Aksentijevich I, Goldbach-Mansky R. Autoinflammatory disease reloaded: a clinical perspective. Cell (2010) 140:784–90. doi: 10.1016/j.cell.2010.03.002

 10. Lachmann HJ, Lowe P, Felix SD, Rordorf C, Leslie K, Madhoo S, et al. In vivo regulation of interleukin 1beta in patients with cryopyrin-associated periodic syndromes. J Exp Med. (2009) 206:1029–36. doi: 10.1084/jem.20082481

 11. Kuemmerle-Deschner JB, Ozen S, Tyrrell PN, Kone-Paut I, Goldbach-Mansky R, Lachmann H, et al. Diagnostic criteria for cryopyrin-associated periodic syndrome (CAPS). Ann Rheum Dis. (2017) 76:942–7. doi: 10.1136/annrheumdis-2016-209686

 12. Saito M, Nishikomori R, Kambe N, Fujisawa A, Tanizaki H, Takeichi K, et al. Disease-associated CIAS1 mutations induce monocyte death, revealing low-level mosaicism in mutation-negative cryopyrin-associated periodic syndrome patients. Blood (2008) 111:2132–41. doi: 10.1182/blood-2007-06-094201

 13. Tanaka N, Izawa K, Saito MK, Sakuma M, Oshima K, Ohara O, et al. High incidence of NLRP3 somatic mosaicism in patients with chronic infantile neurologic, cutaneous, articular syndrome: results of an International Multicenter Collaborative Study. Arthritis Rheum. (2011) 63:3625–32. doi: 10.1002/art.30512

 14. Nakagawa K, Gonzalez-Roca E, Souto A, Kawai T, Umebayashi H, Campistol JM, et al. Somatic NLRP3 mosaicism in Muckle-Wells syndrome. A genetic mechanism shared by different phenotypes of cryopyrin-associated periodic syndromes. Ann Rheum Dis. (2015) 74:603–10. doi: 10.1136/annrheumdis-2013-204361

 15. Zhou Q, Aksentijevich I, Wood GM, Walts AD, Hoffmann P, Remmers EF, et al. Brief report: cryopyrin-associated periodic syndrome caused by a myeloid-restricted somatic NLRP3 mutation. Arthritis Rheumatol. (2015) 67:2482–6. doi: 10.1002/art.39190

 16. Mensa-Vilaro A, Teresa Bosque M, Magri G, Honda Y, Martinez-Banaclocha H, Casorran-Berges M, et al. Brief report: late-onset cryopyrin-associated periodic syndrome due to myeloid-restricted somatic NLRP3 mosaicism. Arthritis Rheumatol. (2016) 68:3035–41. doi: 10.1002/art.39770

 17. Rowczenio DM, Gomes SM, Arostegui JI, Mensa-Vilaro A, Omoyinmi E, Trojer H, et al. Late-onset cryopyrin-associated periodic syndromes caused by somatic NLRP3 mosaicism-UK single center experience. Front Immunol. (2017) 8:1410. doi: 10.3389/fimmu.2017.01410

 18. Omenetti A, Carta S, Delfino L, Martini A, Gattorno M, Rubartelli A. Increased NLRP3-dependent interleukin 1beta secretion in patients with familial Mediterranean fever: correlation with MEFV genotype. Ann Rheum Dis. (2014) 73:462–9. doi: 10.1136/annrheumdis-2012-202774

 19. Masters SL, Lagou V, Jeru I, Baker PJ, Van Eyck L, Parry DA, et al. Familial autoinflammation with neutrophilic dermatosis reveals a regulatory mechanism of pyrin activation. Sci Transl Med. (2016) 8:332ra345. doi: 10.1126/scitranslmed.aaf1471

 20. Xu H, Yang J, Gao W, Li L, Li P, Zhang L, et al. Innate immune sensing of bacterial modifications of Rho GTPases by the Pyrin inflammasome. Nature (2014) 513:237–41. doi: 10.1038/nature13449

 21. Park YH, Wood G, Kastner DL, Chae JJ. Pyrin inflammasome activation and RhoA signaling in the autoinflammatory diseases FMF and HIDS. Nat Immunol. (2016) 17:914–21. doi: 10.1038/ni.3457

 22. Miceli-Richard C, Lesage S, Rybojad M, Prieur AM, Manouvrier-Hanu S, Hafner R, et al. CARD15 mutations in Blau syndrome. Nat Genet. (2001) 29:19–20. doi: 10.1038/ng720

 23. Caso F, Galozzi P, Costa L, Sfriso P, Cantarini L, Punzi L. Autoinflammatory granulomatous diseases: from Blau syndrome and early-onset sarcoidosis to NOD2-mediated disease and Crohn's disease. RMD Open (2015) 1:e000097. doi: 10.1136/rmdopen-2015-000097

 24. Ogura Y, Bonen DK, Inohara N, Nicolae DL, Chen FF, Ramos R, et al. A frameshift mutation in NOD2 associated with susceptibility to Crohn's disease. Nature (2001) 411:603–6. doi: 10.1038/35079114

 25. Hugot JP, Chamaillard M, Zouali H, Lesage S, Cezard JP, Belaiche J, et al. Association of NOD2 leucine-rich repeat variants with susceptibility to Crohn's disease. Nature (2001) 411:599–603. doi: 10.1038/35079107

 26. Lesage S, Zouali H, Cezard JP, Colombel JF, Belaiche J, Almer S, et al. CARD15/NOD2 mutational analysis and genotype-phenotype correlation in 612 patients with inflammatory bowel disease. Am J Hum Genet. (2002) 70:845–57. doi: 10.1086/339432

 27. Weaver LK, Behrens EM. Hyperinflammation, rather than hemophagocytosis, is the common link between macrophage activation syndrome and hemophagocytic lymphohistiocytosis. Curr Opin Rheumatol. (2014) 26:562–9. doi: 10.1097/BOR.0000000000000093

 28. Netea MG, Joosten LA, Latz E, Mills KH, Natoli G, Stunnenberg HG, et al. Trained immunity: a program of innate immune memory in health and disease. Science (2016) 352:aaf1098. doi: 10.1126/science.aaf1098

 29. Netea MG, van der Meer JW. Trained immunity: an ancient way of remembering. Cell Host Microbe (2017) 21:297–300. doi: 10.1016/j.chom.2017.02.003

 30. Song WM, Colonna M. Immune training unlocks innate potential. Cell (2018) 172:3–5. doi: 10.1016/j.cell.2017.12.034

 31. Bekkering S, Arts RJ, Novakovic B, Kourtzelis I, van der Heijden C, Li Y, et al. Metabolic induction of trained immunity through the mevalonate pathway. Cell (2018) 172:135–46. doi: 10.1016/j.cell.2017.11.025

 32. Arts RJW, Joosten LA, Netea MG. The potential role of trained immunity in autoimmune and autoinflammatory disorders. Front Immunol. (2018) 9:298. doi: 10.3389/fimmu.2018.00298

 33. Biswas SK, Lopez-Collazo E. Endotoxin tolerance: new mechanisms, molecules and clinical significance. Trends Immunol. (2009) 30:475–87. doi: 10.1016/j.it.2009.07.009

 34. Morris MC, Gilliam EA, Li L. Innate immune programing by endotoxin and its pathological consequences. Front Immunol. (2014) 5:680. doi: 10.3389/fimmu.2014.00680

 35. Seeley JJ, Ghosh S. Tolerization of inflammatory gene expression. Cold Spring Harb Symp Quant Biol. (2013) 78:69–79. doi: 10.1101/sqb.78.020040

 36. Samuels J, Aksentijevich I, Torosyan Y, Centola M, Deng Z, Sood R, et al. Familial Mediterranean fever at the millennium. Clinical spectrum, ancient mutations, and a survey of 100 American referrals to the National Institutes of Health. Medicine (1998) 77:268–97. doi: 10.1097/00005792-199807000-00005

 37. Touitou I, Sarkisian T, Medlej-Hashim M, Tunca M, Livneh A, Cattan D, et al. Country as the primary risk factor for renal amyloidosis in familial Mediterranean fever. Arthritis Rheum. (2007) 56:1706–12. doi: 10.1002/art.22507

 38. Rössle R. Allergie und pathergie. Klin Wochenschr. (1933) 12:574–81.

 39. Keller WA, parallergie pathergie. Klin Wochenschr (1938) 17:1529–35.

 40. Ter Haar NM, Jeyaratnam J, Lachmann HJ, Simon A, Brogan PA, Doglio M, et al. The phenotype and genotype of mevalonate kinase deficiency: a series of 114 cases from the eurofever registry. Arthritis Rheumatol. (2016) 68:2795–805. doi: 10.1002/art.39763

 41. Farh KK, Marson A, Zhu J, Kleinewietfeld M, Housley WJ, Beik S, et al. Genetic and epigenetic fine mapping of causal autoimmune disease variants. Nature (2015) 518:337–43. doi: 10.1038/nature13835

 42. Bozkurt Y, Demir A, Erman B, Gul A. Unified modeling of familial mediterranean fever and cryopyrin associated periodic syndromes. Comput Math Methods Med. (2015) 2015:893507. doi: 10.1155/2015/893507

 43. Gul A. Approach to the patients with inadequate response to colchicine in familial Mediterranean fever. Best Pract Res Clin Rheumatol. (2016) 30:296–303. doi: 10.1016/j.berh.2016.09.001

 44. Gul A, Ozdogan H, Erer B, Ugurlu S, Kasapcopur O, Davis N, et al. Efficacy and safety of canakinumab in adolescents and adults with colchicine-resistant familial Mediterranean fever. Arthritis Res Ther. (2015) 17:243. doi: 10.1186/s13075-015-0765-4

 45. Vento-Tormo R, Alvarez-Errico D, Garcia-Gomez A, Hernandez-Rodriguez J, Bujan S, Basagana M, et al. DNA demethylation of inflammasome-associated genes is enhanced in patients with cryopyrin-associated periodic syndromes. J Allergy Clin Immunol. (2017) 139:202–11.e6. doi: 10.1016/j.jaci.2016.05.016

Conflict of Interest Statement: AG declares that he received consulting fees and study support from Novartis, Servier, and TR-Pharm.

Copyright © 2018 Gül. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.

OPS/images/fimmu-09-02422-g001.gif
i Avtonomous nammatony stte
@ ®

D






OPS/images/fimmu-09-02422-t001.jpg
Disease

CAPS (FOAS)
CAPS (NOMID)
FMF

crFMF

PAAND

Blau syndrome
Crohn disease
MKD

TRAPS

Gene

NLRP3
NLRP3
MEFV
MEFV
MEFV
NOD2
NoD2
MVK
TNFRSF1A

Hyperinflammatory
state

++
++
+++
+
+
+
+++
++
+++

Autonomous
inflammatory state

+
ot

+++
++++
+++
+
et
++

Abbreviations. CAPS, Cryopyrin associated periodic syndrome; FCAS, Familal cold
autoinflammatory syndrome; NOMID, Neonatal-onset multisystem inflammatory disease;
FMF, Familal Mediteranean fever; crMF, colchicine refractory-familial Medlterranean
fever; PAAND, Pyrin-associated autoinflammation with neutrophilic dermatosis; MKD,
Mevalonate kinase deficiency; TRAPS, TNF receptor associated periodic syndrome.
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