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Background: Innate lymphoid cells (ILCs), so far studied mostly in mouse models, are
important tissue-resident innate immune cells that play important roles in the colorectal
cancer microenvironment and maintain mucosal tissue homeostasis. Plasmacytoid
dendritic cells (pDCs) present complexity in various tumor types and are correlated with
poor prognosis. pDCs can promote HIV-1-induced group 3 ILC (ILC3) depletion through
the CD95 pathway. However, the role of ILC3s in human colon cancer and their
correlation with other immune cells, especially pDCs, remain unclear.

Methods: We characterized ILCs and pDCs in the tumor microenvironment of 58 colon
cancer patients by flow cytometry and selected three patients for RNA sequencing.

Results: ILC3s were negatively correlated, and pDCs were positively correlated, with
cancer pathological stage. There was a negative correlation between the numbers of
ILC3s and pDCs in tumor tissues. RNA sequencing confirmed the correlations between
ILC3s and pDCs and highlighted the potential function of many ILC- and pDC-associated
differentially expressed genes in the regulation of tumor immunity. pDCs can induce
apoptosis of ILC3s through the CD95 pathway in the tumor-like microenvironment.

Conclusions: One of the interactions between ILC3s and pDCs is via the CD95 pathway,
which may help explain the role of ILC3s in colon cancer.
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INTRODUCTION

Colon cancer is the third most commonly diagnosed cancer
worldwide (1-3); furthermore, its incidence has significantly
increased recently (4) and is expected to further rise by 50% in
the next five years (5). Epidemiological studies show that the
causes of colon cancer are related to environmental, lifestyle, and
genetic factors, and that age, intestinal polyps, and ulcerative
colitis also represent high-risk factors (6, 7); however, the specific
pathogenesis of colon cancer remains unclear.

Currently, treatment of primary colon cancer is mainly
surgical; however, postoperatively there is still a risk of
recurrence and metastases (8). Therefore, it is important to
fully understand the causes of colon cancer to promote the
discovery of novel and effective therapeutic targets; this reflects
an urgent clinical need from both a theoretical and a practical
point of view.

With the rapid rate of discoveries in the field of immunology,
cancer immunotherapy has attracted increasing attention (9).
The immune system plays an important role in the protection of
the host against tumor onset (i.e., tumor immunosurveillance)
(10). In addition to tumor cells, stromal and immune cells are
also present in the tumor microenvironment, where tumor cells
often either recruit or locally induce their proliferation or
differentiation to release an array of cytokines that participate
in the immune response (10-12). In colon cancer, T and B
lymphocytes have been found in proximal colon tumor tissue
(5), and natural killer (NK) cells, monocytes/macrophages,
dendritic cells (DCs), mast cells, and neutrophils have been
detected in the colon tumor microenvironment (12). Notably,
the differential distribution of these cells in the tumor
microenvironment reflects the diversity of tumor biology (13).

Innate lymphoid cells (ILCs) are a characterized subset of
innate lymphocytes (14) that includes three groups: group 1 ILCs
(ILC1s) consist of NK cells that express the transcription factor
T-bet and secrete interferon (IFN)-y; group 2 ILCs (ILC2s)
express the transcription factor GATA-binding protein 3 and
secrete interleukin (IL)-5 and IL-13; and group 3 ILCs (ILC3s)
express the transcription factor RAR-related orphan receptor-yt
and secrete IL-17 and IL-22 (15-17). ILCs lack an antigen-
specific receptor; however, they can still be activated by danger
signals from injured mucosal tissue and quickly produce an array
of effective cytokines to repel pathogens and tumor cells, thereby
sustaining mucosal integrity (18, 19). A previous study has
suggested that ILCs may exert both pro- and antitumor
functions depending on the phase of cancer and environmental
context (20). Until now, most studies on ILCs have focused
on mouse models, and very few studies on human colon
cancer. Recently, Salimi et al. investigated 13 patients with

Abbreviations: DC, dendric cell; pDCs, plasmacytoid dendritic cells; ILCs, innate
lymphoid cells; NK, natural killer; ILC1s, group 1 ILCs; ILC2s, group 2 ILCs;
ILC3s, group 3 ILCs; IFN: interferon; IL, interleukin; TCR, T cell receptor; MNCs,
mononuclear cells; NCR, natural cytotoxicity receptor; BDCA2, blood DC antigen
2; DEGs, differentially expressed genes; RNA-Seq, RNA sequencing; KEGG, Kyoto
Encyclopedia of Genes and Genomes; FPKM, fragments per kilobase of transcript
per million; mDC, myeloid DC; Breg, B regulatory; CCR6, C-C motif chemokine
receptor 6.

gastrointestinal (including esophageal, gastric, colon, and
rectal) tumors and found a significantly higher frequency of
group 1 ILCs (p value: 0.001) in malignant gastrointestinal
tumors than in benign tissues (21). Ikeda et al. collected 28
samples from colon cancer patients and reported that the
number of NKp44" ILC3s from colorectal cancer tissue was
decreased in T3/T4 tumors, with associated decreases in tertiary
lymphoid structure induction (22). In this study, we expanded
the number of research samples to further study the distribution
characteristics of ILCs in colon cancer and their correlation with
other immune cells. We investigated the role of ILCs in the colon
tumor microenvironment to identify potential strategies for the
induction of antitumor immune responses in colon cancer.

MATERIALS AND METHODS

Patient Tissue Specimens

Fresh tumor specimens, including those from tumor-proximal
and distal regions, were collected from 58 patients with
colon cancer who did not receive radiotherapy or
chemotherapy prior to surgery at the Department of Gastric
Colorectal Anal Surgery, First Affiliated Hospital, Jilin
University (Changchun, China). Patient clinicopathological
characteristics were determined according to the National
Comprehensive Cancer Network (NCCN) guidelines for
colon cancer (Version 2.2018). Proximal tissue was defined as
a 2-cm to 5-cm zone bordering the tumor margin. Distal tissue
was located >5 cm from the tumor and was considered to be a
normal tissue sample and used as a control. There were no
restrictions on cancer subtype, age, or sex, and tumor types
were identified by histological analysis.

Patients were divided based on TNM stage and tumor
histological stage. The TNM staging system is based on the
extent of the tumor (T), the extent of spread to the lymph nodes
(N), and the presence of metastasis (M). Tumors were classified
as stage I, I, ITI, or IV based on TNM stage and prognosis, where
a higher number indicated a more advanced cancer and, likely, a
worse outcome. Among them, stage III patients are the most
common type. Additionally, the patients were classified as having
either glandular or mucous carcinoma.

Tables 1 and 2 show the clinical characteristics of the patients
included in this study. The relationship between these indicators
and the frequency of ILCs and plasmacytoid dendritic cells
(pDCs) in different patients were analyzed and have been
shown in Tables 1 and 2.

Tissue Digestion for Single-Cell
Suspension

Freshly resected colon tissues from patients with colon cancer
and tonsil tissues from children with tonsillar hypertrophy
were minced into small pieces in RPMI-1640 medium
(Invitrogen, Carlsbad, CA, USA) supplemented with 1% fetal
calf serum (Lonza, Basel, Switzerland) and were sequentially
digested with collagenase D (1 mg/ml; Sigma-Aldrich, St. Louis,
MO, USA) and DNase I (50 pg/ml; Sigma-Aldrich) at 37°C
for 40 min and 30 min, respectively. The cell suspensions were
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TABLE 1 | Correlations between tumor infiltrating ILC3s and clinicopathological
factors of colon cancer.

Factors N ILC3s* P-value

Age
<65 23 0.48 (0.38, 0.75) 0.29
> 65 35 0.62 (0.37, 0.98)

Sex
Male 32 0.50 (0.29, 0.79) 0.26
Female 26 0.64 (0.41, 0.80)

Region
Ascending/Transverse 40 0.62 (0.38, 0.92) 0.34
Descending/Sigmoid 18 0.60 (0.30, 0.74)

T stage
T2/T3 37 0.56 (0.40, 0.87) 0.54
T4 21 0.51(0.33, 0.75)

N stage
NO/N1 26 0.51(0.29, 0.79) 0.38
N3/N4 32 0.67 (0.43, 0.84)

M stage
MO 52 0.59 (0.38, 0.87) 0.20
M1 6 0.47 (0.20, 0.65)

AJCC stage 0.04
Wil 24 0.70 (0.43, 1.27)
v 34 0.48 (0.31, 0.71)

#The percentage of ILC3s in tumor versus distal tissue.

TABLE 2 | Correlations between tumor infiltrating pDCs and clinicopathological
factors of colon cancer.

Factors N pDCs* P-value

Age
<65 23 3.14 (1.83, 4.47) 0.08
> 65 35 4.49 (2.86, 8.44)

Sex
Male 32 4.13(2.68, 7.87) 0.43
Female 26 3.70 (1.92, 5.44)

Region
Ascending/Transverse 40 4.13 (2.32, 5.95) 0.04
Descending/Sigmoid 18 3.15 (2.43, 10.99)

T stage
T2/T3 37 4.12 (2.30, 6.55) 0.90
T4 21 3.69 (2.41, 6.39)

N stage
NO/N1 26 2.27 (1.44,4.13) <0.001
N3/N4 32 4.83 (3.68, 8.07)

M stage
MO 52 3.68 (2.26, 5.33) 0.01
M1 6 10.44 (5.37, 14.37)

AJCC stage
Wl 24 2.21(1.30, 3.79) <0.001
v 34 5.14 (3.69, 8.54)

“The percentage of pDCs in tumor versus distal tissue.

then passed through 100-um and 40-um cell strainers (BD
Biosciences, Franklin Lakes, NJ, USA) to remove debris. The
cell suspensions were resuspended in RPMI 1640 medium
(Invitrogen) supplemented with 10% fetal calf serum (FCS;
Lonza) and 1% penicillin/streptomycin (Sigma-Aldrich) before
isolation of mononuclear cells (MNCs) by centrifugation over a
Ficoll-Hypaque density gradient centrifugation for 30 minutes at
24°C for further analysis.

Isolation of ILC3s and pDCs

For further purification, MNCs from freshly resected patient
tissue specimens were subjected to Ficoll-Hypaque gradient
centrifugation for 30 min at 24°C. Next, the MNC layer was
transferred to a new tube, washed twice with phosphate-buffered
saline (PBS), and suspended in PBS. ILCs were sorted using a BD
FACSAria system (BD Bioscience) as Lin -enriched MNCs as
Lin cocktail” (CD3, CD19, CD20, and CD14), CD94™ CD34~
CDla” TCRo/B™ TCRy/8 CD45" CD127" CRTH2"~ CD117"'~
cells using FITC anti-Lin (643510; BD Bioscience), CD9%4
(305504; Biolegend, San Diego, CA, USA), CD34 (343504;
Biolegend), CD1a (300104; Biolegend), T cell receptor (TCR)o/
B (306706; Biolegend), TCRY/& (331208; Biolegend),
allophycocyanin (APC)-H7 anti-CD45 (56017; Biolegend),
Percp-cy5.5 anti-CD127 (351322; Biolegend), phycoerythrin
(PE)-Cy7 anti-CRTH2 (350118; Biolegend), and BV605 anti-
CD117 (562687; Biolegend). pDCs were sorted as Lin~ CD94~
CD34™ CDla” TCRo/B~ TCRyY/d” CD45" BDCA2" cells using
FITC anti-Lin, CD94, CD34, CD1a, TCRa/B, TCRY/d, APC-H7
anti-CD45, and APC anti-BDCA2 (17-9818-42; Biolegend).
Purity was routinely >99%. Cell viability was determined by
trypan blue staining and was >99% after isolation.

Flow Cytometric Analysis
ILCs and pDCs were identified as described. ILC3s were further
divided into NKp44" ILC3s, and NKp44~ ILC3s were identified
as Lin~ CD94~ CD34~ CDla” TCRo/f~ TCRy/d~ CD45"
CD127" CRTH2™ CD117" NKp44™~ cells using AF647 anti-
NKp44 (558564; BD Bioscience). Myeloid DCs (mDCs) were
identified as Lin~ CD45" CD11b" CD11c" cells using FITC anti-
Lin, APC-H7 anti-CD45, PE-conjugated anti-CD11b (555388;
BD Bioscience), and AF700 anti-CD11c (561352; BD
Bioscience). Treg cells were identified as CD45" CD4" CD25"
forkhead box (Fox) P3" cells utilizing APC-H7 anti-CD45, PE-
Cy7 anti-CD4 (557852; BD Bioscience), FITC anti-CD25
(555431; BD Bioscience), and Percp-cy5.5 anti-FoxP3 (561493;
BD Bioscience). B regulatory (Breg) cells were identified as
CD45" CD19" CD24" CD38" cells using APC-H7 anti-CD45,
APC anti-CD19 (555415; BD Bioscience), BV605 anti-CD24
(562788; BD Bioscience), and PerCP-Cy5.5 anti-CD38
(551400; BD Bioscience). T cells were identified as CD45%
CD3" cells utilizing APC-H7 anti-CD45 and PerCP-Cy5.5
anti-CD3 (560835; BD Bioscience). B cells were identified as
CD45" CD19" cells using APC-H7 anti-CD45 and APC anti-
CD19. NK cells were identified as CD45" CD56" cells using
APC-H7 anti-CD45 and AF700 anti-CD56 (557919; BD
Bioscience). Monocytes were identified as CD45" CD14" cells
utilizing APC-H7 anti-CD45 and FITC anti-CD14 (555397; BD
Bioscience). pDCs from tissue and blood were stained with the
following monoclonal antibodies: PE-conjugated anti-HLA-DR,
and PE-Cy7 anti-CD86 (BD PharMingen, San Jose, CA, USA).
Viability was assessed with an Aqua system (BD PharMingen).
For surface marker staining, MNCs were incubated with
antibodies at 4°C for 30 minutes and then washed twice before
flow cytometric analysis. For the staining of apoptotic marker
active caspase-3, cells were stained with a surface marker first
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and then permeabilised using a Cytofix/Cytoperm kit (BD
Bioscience) and stained for intracellular protein caspase-3 with
PE-conjugated anti-caspase 3 monoclonal antibodies (BD
PharMingen). Fluorescence-associated cell sorting (FACS)
plots depict the mean fluorescence intensity values of Ab
staining after subtracting the mean fluorescence intensity of
the respective isotype control (BD Bioscience).

Immunohistochemistry

Standard H&E staining was used for colon tissue localisation.
Paraffin-embedded, 4-pum-thick tumor sections and tumor-
proximal and distal tissue specimens from five patients with
colon cancer were selected for immunohistochemistry analysis.
Tissue sections were dewaxed and subjected to heat-induced
epitope retrieval with preheated antigen-retrieval buffer (pH 9.0;
Dako; Agilent Technologies, Santa Clara, CA, USA).
Endogenous peroxidase activity was then blocked, and the
sections were incubated overnight at 4°C with anti-human
BDCA2 (10 pg/ml; clone 124B3.13; Dendritics, Lyon, France).
After incubation with a horseradish peroxidase-conjugated
secondary antibody (Invitrogen) and development with
diaminobenzidine, sections were counterstained with
hematoxylin. PBS was used in place of the primary antibody
for the negative controls. Images of tissue slides were acquired
with a light microscope (BX51N-34-FL-1-D; Olympus, Tokyo,
Japan) and analyzed with CellSens Dimension software
(Universal Imaging, Bedford Hills, NY, USA).

RNA-Seq and Analysis

We used freshly sorted ILC3s and pDCs from tumors, proximal and
distal regions, and peripheral blood from three patients with stage
III colon cancer for RNA-Seq analysis. A total of 200 sorted cells
(ILCs or pDCs) were utilized. Cells were sorted into an Eppendorf
tube containing 4 pl of lysis buffer (Beijing Genomics Institute,
Shenzhen, China) and quickly transferred to liquid nitrogen. RNA-
Seq analysis was performed by the Beijing Genomics Institute.
The data discussed in this publication have been deposited in
NCBI's Gene Expression Omnibus (23) and are accessible
through GEO Series accession number GSE127934 (https://www.
ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE127934).

To remove low-quality data, adapters were trimmed using
Cutadapt 1 and low-quality bases were removed by ERNE2. To
analyse differentially expressed genes, the quality-checked reads
were processed using TopHat version 2.0.0 (Bowtie 2 version
2.2.0) as FASTQ files. Reads were mapped to the human reference
genome GRCh37/hgl9. Read abundance was evaluated and
normalized using Cufflinks 3 for each gene, and Cuffdiff from
the Cuflinks 2.2.0 package was used to calculate the differential
expression levels and to evaluate the statistical significance of these
changes in expression. The number of reads per sample is shown
in Tables S1 and S2. Only protein-coding genes were considered,
and gene level expression values were determined as fragments per
kilobase million mapped (FPKM). All genes with FPKM > 1 were
designated as expressed and analyzed with an established p-value
< 0.05. Pathway enrichment analysis based on the Kyoto
Encyclopedia of Genes and Genomes (KEGG) was performed
and significantly enriched terms based on low p-values.

Preparation of Colon Tumor-Derived
Supernatant

Single-cell suspensions isolated from three patients with stage III
colon cancer were incubated at a final concentration of 2.5x10°
cells/ml in complete RPMI in a 6-well tissue culture plate. Tumor
supernatant (TS) was collected after 24 hours, filtered at 0.2 um,
and frozen at -80 °C until use.

Co-Culture of ILC3s and pDCs

ILC3s and pDCs from normal tonsil tissue were prepared and
cultured separately at 1x10° cells/ml in complete RPMI (RPMI
1640 containing 10% heat-inactivated fetal bovine serum, 100 U/ml
penicillin, 100 mg/ml streptomycin sulfate, 100 U/ml IL-2, and 50 ng/
ml IL-7, Cellgro) in the presence or absence of 25% TS, IFN-a (1,000
IU/ml, Millipore), and anti-IFNo (10 ug/ml, Millipore) for 72 hours.
Cells and culture supernatant were then harvested for subsequent
experiments. Flow cytometric analysis was used for the expression of
apoptosis-related genes and the survival rate of ILC3s. ELISA was
used to detect the secretion of IL-22 in co-culture supernatant. Giemsa
staining was used to detect the morphology of ILC3s and pDCs.

ELISA

ELISA kits for hIFN-o and hIL-22 (R&D Systems, USA) were used
according to the manufacturer’s instructions. For hIFN-o, pDCs
were cultured at 2.5x10° cells/ml with TS, TLR7 ligand IMQ (1.5
UM, Invivogen) or anti-IFNo. (10 ug/ml, Millipore) in RPMI
medium supplemented with 10% FCS, 1% Pen/Strep, nonessential
amino acids, sodium pyruvate, and B-mercaptoethanol.
Supernatants were collected after 2 days and analyzed with
ELISA. For hIL-22, culture supernatant was collected from co-
cultured ILC3s and pDCs. All ELISA results are expressed in pg/ml.

Giemsa Staining

For Giemsa staining, ILC3s and pDCs were seeded on glass
coverslips and co-cultured in the presence of 25% TS for 72
hours. Coverslips were air-dried, fixed in methanol, and stained
with modified Giemsa stain GS500 (Sigma Diagnostics, USA).
Each slide specimen was observed under a light microscope
(BX51N-34-FL-1-D, Olympus Corporation, Tokyo, Japan).

Statistics

Continuous variables were reported as median with interquartile
range (IQR), compared using Student’s t-test or Mann-Whitney u-
test whenever appropriate. Categorical variables were assessed
using the Chi-Square test. Correlation analysis was performed
using the Spearman test. All statistical analyses were performed
using GraphPad Prism 5 software (GraphPad Software, San Diego,
CA, USA). P < 0.05 was considered statistically significant.

RESULTS

Number of ILC3s in Colon Cancer Tissue
Specimens Is Negatively Correlated With
Tumor Pathological Stage

In our study, following collection of tissue samples from 58
patients with colon cancer, flow cytometric analysis of MNCs
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isolated from the tissue showed that nearly 1% of CD45" colon
lymphocytes exhibited an ILC phenotype (Lin CD127") (Figure
1A and Figure S1). Further subtyping revealed that these ILCs
comprised chemoattractant receptor-homologous molecules
expressed on Th2 cells (CRTH2) * ILC2s, CRTH2™ CD117"
NKp44*~ ILC3s, and CRTH2™ CD117~ NKp44~ ILCls (Figure
1A). Additionally, we found that the percentage of total ILCs
among the CD45" lymphocytes in the tumor tissue was lower
than that in regions proximal and distal to the tumor (Figure
1B), with the ILC3 percentage lower than that in the proximal
and distal regions (Figure 1C) and higher in the proximal region
than in the distal region (Figure 1C). However, there was no
difference in the percentage of ILCls and ILC2s in the
investigated tissue regions (Figure 1C). These findings are not
consistent with the results of Salimi et al. (21), but consistent
with the results of Ikeda et al., which may be due to differences in
the investigated tissue samples. Additionally, variations in
NKp44*'~ ILC3 levels, especially those of NKp44* ILC3s,
among the CD45" lymphocytes followed a similar pattern
(Figure 1D). Because ILC3s can also be classified as CCR6"",
NKp30*~, and NKp46"'~ (24), we investigated other subtypes
and observed no significant differences in the percentages of the
other ILC3 subtypes in the examined regions (Figure S2A).

A major prognostic factor for the survival of patients with
colon cancer is the pathological tumor stage; therefore, we
analyzed possible correlations between ILC3s or NKp44*/~
ILC3s and the pathological cancer stage, and observed a
negative correlation with ILC3s, especially NKp44" ILC3s, and
stage (Figures 1E, F; Table 1). These data were consistent with
previously reported results and showed that natural cytotoxicity
receptor (NCR)" ILC3s are more prevalent in stage I/II non-
small cell lung cancer than in more advanced-stage tumors, and
that they contribute to the formation of protective tumor-
associated tertiary lymphoid structures (24). However, in the
present study, we found no correlation between NKp44~ ILC3s
and the pathological stage (Figure 1F).

Su et al. (25) reported the clinical significance of circulating
immune cells at different colon tumor locations. In the present
study, our results showed no correlation between ILC3
percentage and the different tumor regions (Figure S2B and
Table 1). Glandular and mucous carcinomas are common
forms of colon cancer. We found similar variations in ILC3
levels among CD45" lymphocytes in colon glandular cancer
and mucous carcinoma with the percentage of tumor ILC3s
lower than that of proximal and distal ILC3s and the
percentage of proximal ILC3s higher than that of distal
ILC3s (Figure 1G).

Decreased Numbers of ILC3s in Colon
Cancer Tissues Are Correlated With
Higher pDC Levels

pDCs have clinical importance in different tumor types (26) and
play a critical role in the tumor microenvironment to promote
cancer progression through stimulation of Th2 and regulatory
immunity (27). Su et al. (28) showed that the percentage of ILC3s
was negatively correlated with pDC levels in lymphoid organs of

NRG humanized mice with a persistent HIV-1 infection. Because
ILC3 depletion by HIV-1 infection is dependent upon pDCs and
IFN-I activity, we hypothesised that the frequency of the two cell
types is also correlated in colon cancer. To test this hypothesis,
we detected the incidence of pDCs in colon cancer tissues. Flow
cytometric analysis of MNCs isolated from colon cancer tissue
specimens showed that nearly 0.5% of CD45" colon leukocytes
exhibited a pDC phenotype (Lin~ CD45" blood DC antigen 2,
BDCA2") (Figure 2B and Figure S3) with the percentage of
pDCs higher than that in proximal and distal regions (Figure
2C); furthermore, the pDC percentage was higher in the
proximal region than in the distal region (Figure 2C).
Immunohistochemistry staining of BDCA2 revealed that pDCs
were present in colon tumor tissue specimens in similar
proportions to those obtained by flow cytometry (tumor >
proximal > distal; Figure 2A).

Additionally, we found a positive correlation between the
number of pDCs and pathological tumor stage (Figure 2D and
Table 2). Interestingly, there was also a positive correlation
between the percentage of pDCs and the examined tumor
region (Figure 2E and Table 2). Moreover, the variations in
pDC levels among CD45" cells in colon glandular cancer tissue
and mucous carcinoma were similar, as the percentage of tumor
pDCs was higher than that of pDCs in the proximal and distal
regions, and the percentage of proximal pDCs was higher than
that of distal pDCs (Figure 2F).

Next, we determined the correlation between ILC3 frequency
and pDCs among tumor infiltrating CD45" cells and observed a
negative correlation between the number of ILC3s and pDCs in
colon cancer tissues (Figure 2G). We then detected the
percentage of other immune cells in colon tissues (tumor,
proximal, and distal) and found that the percentage of Treg
cells among the CD45" cells was higher than that in the proximal
and distal regions. However, there was no difference in the
percentages of mDCs, CD4" T cells, CD8" T cells, Breg cells, B
cells, NK cells, or monocytes among the CD45" cells in the
investigated regions (Figure S4). Additionally, there was no
correlation between the change in the number of ILC3s and
that of other immune cells.

Correlation Between ILC3s and pDCs at
the Level of Differentially Expressed

Genes (DEGs)

To investigate gene expression in ILC3s, and to further assess the
correlation between ILC3s and pDCs in colon cancer tissues, we
performed RNA-Seq. The experimental group was tumor-
derived (T) ILC3s or pDCs and the control group was distal
(D) ILC3s or pDCs.

For the ILC3s, >60 million clean reads were obtained from
each sample group with a Q20 score >98% and a mapping rate to
the reference genome of each sample varying from 73.89% to
91.40% (Table S1), indicating that the data were reliable and
could be used for further analysis. A total of 14,943 and 4213
genes were upregulated and downregulated, respectively, in
tumor ILC3s relative to distant ILC3s (Figure 3A); among
them, 7352 genes were related to cancer (Figure 3B). Kyoto
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FIGURE 1 | Tumor ILC3s, especially NKp44™ ILC3s are negatively correlated with pathological stage. Distribution of ILCs and ILC subtypes by FACS. MNCs from tumor,
proximal, and distal regions of 58 patients with colon cancer were prepared. (A) The gating used to define ILC subtypes: MNCs were stained for Lin cocktail (CD3, CD14, CD19,
and CD20), CD94, CD34, CD1a, TCRo/B, TCRy/3, CD45, CD127, CRTH2, and CD117. Total ILCs were identified as Lin~ CD94~ CD34~ CD1a™ TCRo/p~ TCRy/6~ CD45*
CD127*, ILC1s were identified as Lin~ CD94~ CD34~ CD1a” TCRo/B~ TCRy/8~ CD45" CD127* CRTH2™ CD117", ILC2s were identified as Lin~ CD94~ CD34~ CD1a™ TCRo/B~
TCRy/8~ CD45" CD127" CRTH2", and ILC3s were identified as Lin~ CD94~ CD34~ CD1a” TCRo/B~ TCRy/d~ CD45" CD127* CRTH2™ CD117". ILC3s were further divided into
NKp44*/~ ILC3s. (B) ILC levels among the CD45" cells in the indicated tissues. (C) Percentage of ILC1s, ILC2s, and ILC3s among CD45" cells and total ILCs in the indicated
tissues. (D) Percentage of NKp44*/ ~ILC3s among CD45" cells in the indicated tissues. (E, F) Correlation between the percentage of ILC3s or NKp44*/ ~ILC3s in tumor (T)
versus distal (D) tissue and the pathological stage of cancer. The distal tissue was considered normal tissue and was used for normalization to the background, here T/D.

(G) Percentage of ILC3s among CD45" cells in colon glandular cancer and mucous carcinoma tissue. In (B-D, G), each symbol represents the indicated tissue from one patient
(circle, tumor; square, proximal region; triangle, distal region). In (A, E, F), each dot represents one patient. A paired t-test and Spearman test were used for statistical

Encyclopedia of Genes and Genomes (KEGG) pathway analysis
confirmed a significant enrichment of genes involved in cancer-
associated and RNA-degradation pathways (Figure 3C), with
more upregulated than downregulated genes. These results show

that the tumor environment altered the expression of many
ILC3 genes.

After removing genes which could not be confidently mapped
to existing entries in any public sequence database, we calculated
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the log value and fragments per kilobase of transcript per
million (FPKM) reads value for each sample. We identified
tumor-related genes with significant differences, including 29
upregulated genes and 2 downregulated genes identified from the
comparison of tumor and distal regions in four patients (Figure
3D). The upregulated genes included those associated with
tumor development (PBX3, ARID3B, NID2, PRR11, COL23Al,
TGIF2, SEMA4A, COL23A1, and SLC25A29) and inhibition of
tumor development (LTBP4, KANK2, RTELI, ANGPTL4, and
SCIN) (Figure 3D), whereas the downregulated genes included
one associated with tumor development (CSEIL) (Figure 3D).
These data suggest that ILC3s in tumor tissue might play dual

roles during tumor development, in agreement with a previous
report (20).

In addition, we analyzed the expression of inflammatory
factors and chemokines on ILC3s. The analysis showed that 22
inflammatory genes and 13 chemokines were significantly
expressed on ILC3s (Figure 3D). Of the inflammatory factors,
19 upregulated genes and three downregulated genes were
identified from the comparison of tumor and distal regions in
three patients (Figure 3D). Of the chemokines, eight upregulated
genes and five downregulated genes were identified from the
comparison of tumor and distal regions in four patients
(Figure 3D).
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For the pDCs, we obtained >60 million clean reads witha Q20 ~ HNRNPA2BI, UBAP2L, STAGI, TUBB, GPX2, CD44, PEBP4,
score >97% and a mapping rate to the reference genome of each ~ and CD274) (Figure 4D), and the downregulated genes were
sample varying from 75.74% to 88.42% (Table S2). A total of  associated with tumor inhibition (SNAP23, PTPRE, RPS13, and
10,840 and 11,549 genes were upregulated and downregulated, =~ OGT) (Figure 4D). These findings were consistent with
respectively, in tumor pDCs as compared with distal pDCs  previously reported results, showing that pDCs in the tumor
(Figure 4A); among them, 6446 genes were related to cancer ~ microenvironment are associated with the development and
(Figure 4B). KEGG pathway analysis confirmed the enrichment =~ maintenance of immunosuppression (27, 29-31).
of cancer-associated genes (Figure 4C), and as with the ILC3 In addition, we analyzed the expression of inflammatory
results, the data show that the tumor environment altered the  factors and chemokines on pDCs. Nine inflammatory genes
expression of multiple genes. We identified tumor-related genes ~ and one chemokine were significantly expressed on pDCs
with significant differences, including 14 upregulated and 10  (Figure 4D). Of the inflammatory factors, seven upregulated
downregulated genes from tumor versus distal pDCs in three  genes and two downregulated genes were identified from the
patients (Figure 4D). We found that the upregulated genes were ~ comparison of tumor and distal regions in three patients (Figure
associated with tumor development (ARHGAP4, HSPD1,  4D). Of the chemokines, one downregulated gene was identified
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from the comparison of tumor and distal regions in three
patients (Figure 4D).

To assess correlations between ILC3s and pDCs in colon
cancer tissues, we further analyzed the RNA-Seq data. Among
the upregulated genes, 3,408 genes were co-expressed in ILC3s
and pDCs (Figure 5A). Among the downregulated genes, 962
genes were co-expressed in ILC3s and pDCs (Figure 5B).
Moreover, calculation of the Pearson correlation coefficient
from RNA-Seq data from all tumor samples revealed an
obvious correlation between ILC3s and pDCs in each tissue
sample (Figure 5C). The analysis of DEGs in ILC3s (Figure 3C)
versus pDCs (Figure 4C) revealed that most upregulated and
downregulated ILC3 genes were associated with RNA
degradation, metabolic, and apoptotic pathways, whereas most
upregulated and downregulated pDC genes were associated with

tumor development or inhibition (Figure 5D). In addition, some
inflammatory factors and chemokines were highly expressed on
ILCs or pDCs (Figure 5D), particularly ILC3s. These findings
were consistent with our flow cytometry results, which showed a
negative correlation between the numbers of ILC3s and pDCs in
colon cancer tissues (Figure 2G).

pDCs Can Induce Apoptosis of ILC3s in a
Tumor-Like Microenvironment

Our results showed a negative correlation between the numbers of
ILC3s and pDCs in colon cancer tissues; the number was low for
ILCs and high for pDCs (Figure 2G). The RNA-Seq results showed
that ILC3s showed high expression of apoptosis-related genes such
as CD95, TNFRSF21, caspase 8, and caspase 3, and pDCs showed
high expression of IFN-a-related genes such as IFNA1, IFNAR2,
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and IRF6 in tumors (Figure 5D). Su et al. (28) showed that ILC3
depletion by HIV-1 infection is dependent upon pDCs and IFN-I
activity. Therefore, we tested whether the low number of ILC3s in
the tumor microenvironment is related to pDCs.

First, we used flow cytometry to further verify the expression
of apoptosis-related genes in ILC3s in the tumor tissues of colon
cancer patients. The results showed that ILC3s overexpressed
CD95 and caspase 3 in the tumor tissue compared with that in
the distal tumor control group (Figures 6A, B). Secretion of
cytokineIlFN-a was detected in the TS (Figures 6A, D).

Previous studies have reported that IFN-a is mainly secreted
by pDCs (32). As such, we wanted to detect whether pDCs in the
tumor microenvironment secrete IFN-a. Owing to the limited
number of pDCs in colon tissue and peripheral blood, we
isolated pDCs from normal tonsil tissue for subsequent in vitro

culture experiments. We added TS to the pDC culture system
and used IMQ as a positive control to detect the secretion of
cytokine IFN-a. TS was able to promote the secretion of IFN-a
from pDCs compared with the TS itself (Figures 6C, D). After
added anti-IFNa. to the pDC culture system with TS, the release
of IFN-a is significantly reduced (Figures 6C, D).

To test whether pDCs can affect the survival of ILC3s through
IFN-a in the tumor microenvironment, we co-cultured pDCs and
ILC3s from normal tonsil tissue in the presence or absence of TS,
IFN-a, and anti-IFNa. to detect the expression of apoptosis-related
genes and the survival rate of ILC3s. After co-culturing ILC3s and
pDCs with TS or IFN-a, the expression of apoptosis-related genes
caspase 3 and CD95 on ILC3s was significantly upregulated
(Figures 6E, F); the survival rate of ILC3s was significantly
reduced (Figures 6E, G); and the main factor secreted by ILC3s
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(IL-22) was also significantly downregulated (Figures 6E, H).
After added anti-IFNo to neutralize IFN-a, the above effect is
obviously weakened (Figures 6E-H). Giemsa staining results
revealed that the ILC3 cell membrane was incomplete and there
were scattered apoptotic bodies (Figure 6I), this result needs
further verification. The above results indicate that pDCs can
induce apoptosis of ILC3s through the CD95 pathway by releasing
IFN-a in the tumor-like microenvironment.

DISCUSSION

ILCs are important tissue-resident innate immune cells; the
numbers and relative percentages of the three subtypes (ILC1,
ILC2, and ILC3) vary in different organs (33, 34). In response to

acute environmental challenges and as tissue-resident cells, ILCs
can renew and expand in both lymphoid and non-lymphoid
organs (34). A change in the ILC population in human tissues is
associated with the pathogenesis and progression of chronic
infections and inflammatory diseases (18, 28, 35). Recently,
Ikeda et al. reported that the number of NKp44" ILC3s from
colorectal cancer tissue is associated with tumor-associated
tertiary lymphoid structures (22). Our group collected 58
samples from colon cancer patients to further study the
distribution characteristics of ILCs in colon cancer and their
correlation with other immune cells.

Flow cytometry showed that the numbers of ILC3s and NKp44*
ILC3s in colon tumor tissues were lower than those in distal
regions and negatively correlated with the pathological stage of
cancer; however, there was no correlation between the number of

Frontiers in Immunology | www.frontiersin.org

February 2021 | Volume 12 | Article 601611


https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles

Wu et al.

ILCs, pDCs in Colon Cancer

ILC3s and patient age, sex, tumor location, tumor size,
lymphatic metastases, or distant metastases. RNA-Seq showed
that among the DEGs in tumor versus distal ILC3s, many were
associated with tumor development or inhibition (Figure 3);
however, most of the DEGs were involved in tumor suppression,
especially SCIN, which was upregulated in tumor ILC3s. These
data concur with previous studies suggesting that ILC3s in the
tumor microenvironment might have dual functions depending on
the cancer phase and environmental context (20, 36-38).

Human ILC3s are the most heterogeneous ILCs. In addition to
conventional NK cells, the ILC3 population can also express NCRs
and can be divided according to this expression into NKp44*'~
ILC3s, NKp30"~ ILC3s, and NKp46"'~ ILC3s (24). Additionally,
ILC3s can be classified according to the C-C motif chemokine
receptor (CCR) 6 expression into CCR6" and CCR6™ ILC3s (18).
In the present study, changes in the NKp44*'~ ILC3 population in
tumors and proximal and distal regions were similar to those in
total ILC3s, especially the NKp44" ILC3 population; however,
changes in the number of ILCls and ILC2s among the analyzed
locations were not significant. These results may be due to
insufficient tissue sample size. In future investigations, we will
expand the sample size and repeat this analysis.

pDCs are type-I IFN-producing cells that bridge the innate and
adaptive immune systems (32) and are specialized in endosomal
TLR7/9-mediated recognition of viral nucleic acids with their
response involving massive secretion of type-I IFNs to promote
virus removal (39). pDCs in the tumor microenvironment mainly
exist in a non-activated state and are associated with the
development and maintenance of an immunosuppressive
environment (27, 29-31). Functional alterations of pDCs in the
tumor microenvironment are associated with tumor immune-
escape mechanisms (29, 40, 41). In the present study, the number
of pDCs in flow cytometric analysis of colon tumor tissues was
higher than that in distal regions and positively correlated with
tumor location, pathological stage, lymphatic metastases, and
especially distant metastases of colon cancer. However, we did
not find any correlation between the number of pDCs and patient
age, sex, or tumor size. Our RNA-Seq results showed that, among
the genes upregulated in tumor pDCs (versus distal pDCs), many
were associated with tumor development, whereas many of the
downregulated genes were associated with tumor inhibition
(Figure 4). These data suggest that pDCs might participate in
tumor progression and immune escape.

Zhang et al. (28) reported that chronic HIV-1 infection
induces ILC3 apoptosis via pDC activation, induction of type-I
IEN expression, and CD95-mediated apoptosis. Additionally,
Maazi et al. (42) showed that pDC activation alleviates airway
hyperreactivity and inflammation by suppressing ILC2 function
and survival. However, the relevance of ILCs and pDCs in the
tumor microenvironment has not been reported. Our flow
cytometric data showed a negative correlation between ILC3s
and pathological stage and a positive correlation between pDCs
and pathological stage. Additionally, we found a negative
correlation between percentages of ILC3s and pDCs, with
RNA-Seq analysis subsequently confirming this result. The
analysis of ILC3 versus pDC DEGs showed that many tumor

ILC3 DEGs were involved in RNA degradation, metabolic, and
apoptotic pathways, whereas most tumor pDC DEGs were
associated with tumor development or inhibition. Julieta et al.
(43) reported mRNA degradation as an early apoptotic event in
colon cancer, which is concordant with our findings.

In the in vitro experiments, after co-culturing ILC3s and
pDCs with TS or IFN-a, the expression of apoptosis-related
genes caspase 3 and CD95 on ILC3s was significantly
upregulated; the survival rate of ILC3s was significantly
reduced. In addition to molecules caspase 3 and CD95, other
apoptosis-related genes on ILC3s may play important roles in the
way pDCs affect ILC3s; this needs further verification. For pDCs,
KEGG pathway analysis showed that many of the DEGs were
associated with cancer. This supports the results reported by
Zhang et al. (28) that pDCs might induce ILC3s apoptosis during
chronic HIV-1 infection. Additionally, in the colon cancer
environment, pDCs may induce ILC3 apoptosis and promote
tumor progression, which would explain the difference in
percentage of ILC3s and pDCs in tumor tissues (ILC3s, low;
pDCs, high). Moreover, we found multiple upregulated and
downregulated genes with similar patterns between ILC3s and
pDCs. Pearson correlation analysis of all samples showed
obvious correlations between ILC3s and pDCs in colon cancer
tissue samples. In our future work, we will confirm these results
using in vivo experiments.

Su et al. (25) reported that different levels of circulating
immune cells are associated with tumor location, stage,
differentiation status, and lymphatic metastases in patients
with colon cancer. Additionally, they found that the
epidemiology, pathogenesis, genetic and epigenetic alterations,
molecular pathways, and prognoses differed in patients with left-
sided and right-sided colon cancers. In the present study, we
found that the percentage of pDCs in the tumor tissue was
correlated with the region of the colon with the tumor and that
the number of pDCs progressively decreased in the sigmoid,
descending, transverse, and ascending colon. However, there was
no correlation between the percentage of ILC3s and the region of
the colon with the tumor or between the pathological stage and
the tumor region (Figures S2B, C).

Interestingly, our results showed that the number of ILC3s in
the tumor was lower than that in distal and proximal regions, but
the number of ILC3s in the proximal region was higher than that
in the distal region. Additionally, we found a negative correlation
between ILC3s from proximal regions and the pathological stage
of cancer (data not shown). RNA-Seq analysis revealed
thousands of DEGs between proximal and distal ILC3s (data
not shown), including oncogenes. In our future work, we plan to
investigate the role of ILC3s in tumor and proximal regions in
colon cancer.

CONCLUSIONS

In summary, our data reveal that ILC3s and pDCs represent
important cellular components in colon cancer that may
participate in tumor progression or inhibition. Specifically,
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pDCs may induce immune tolerance and promote tumor
metastasis in the tumor microenvironment. Furthermore, our
findings suggest that ILC3s and pDCs may represent novel
therapeutic targets for the modulation of the immune response
against colon cancer. Moreover, the identification of ILC3s and
pDCs in tumor specimens may represent a new immune score
factor to aid in prognostic determination for patients undergoing
surgery for colon cancer.

DATA AVAILABILITY STATEMENT

The datasets presented in this study can be found in online
repositories. The names of the repository/repositories and accession
number(s) can be found in the article/Supplementary Material.

ETHICS STATEMENT

The studies involving human participants were reviewed and
approved by Ethical Committee of the First Affiliated Hospital,
Jilin University (approval reference 2017-118). The patients/
participants provided their written informed consent to
participate in this study. Written informed consent was
obtained from the individual(s) for the publication of any
potentially identifiable images or data included in this article.

AUTHOR CONTRIBUTIONS

JTC and JW conceived the study. JW, HC, and GZ performed the
experiments and analyzed the data. MZ, HW, JWC, and JS
recruited and curated the patient samples and information for
flow cytometric. XL and SZ contributed to the flow cytometric
studies. JW, CL, and LQ generated and analyzed the RNA-Seq

REFERENCES

1. Li SK, Martin A. Mismatch Repair and Colon Cancer: Mechanisms and
Therapies Explored. Trends Mol Med (2016) 22(4):274-89. doi: 10.1016/
j.molmed.2016.02.003

2. Kang M, Martin A. Microbiome and colorectal cancer: Unraveling host-
microbiota interactions in colitis-associated colorectal cancer development.
Semin Immunol (2017) 32:3-13. doi: 10.1016/j.smim.2017.04.003

3. Hjerkind KV, Qureshi SA, Moller B, Weiderpass E, Deapen D, Kumar B, et al.
Ethnic differences in the incidence of cancer in Norway. Int ] Cancer (2017)
140(8):1770-80. doi: 10.1002/ijc.30598

4. Arnold M, Sierra MS, Laversanne M, Soerjomataram I, Jemal A, Bray F.
Global patterns and trends in colorectal cancer incidence and mortality. Gut
(2017) 66(4):683-91. doi: 10.1136/gutjnl-2015-310912

5. Laskowski P, Klim B, Ostrowski K, Szkudlarek M, Litwiejko-Pietrynczak E,
Kitlas K, et al. Local inflammatory response in colorectal cancer. Polish ]
Pathol (2016) 67(2):163-71. doi: 10.5114/pjp.2016.61453

6. LiQL, Ma XY, Yu LL, Xue F, Ma WL, Yao KY. [Age-specific detection rates of
colorectal neoplasms by colonoscopic screening in high-incidence rural area].
Zhonghua zhong liu za zhi Chin ] Oncol (2013) 35(2):154-7 doi: 10.3760/
cma.j.issn.0253-3766.2013.02.018

7. Subramanian V, Chatu S, Echterdiek F, Banerjee A, Finlayson C, Pollok RCG. Patients
with Endoscopically Visible Polypoid Adenomatous Lesions Within the Extent of

data. JS, Y-JL, and JTC conceived and designed the experiments
and supervised the work, with participation from JWC and HU.
All authors contributed to data analysis and reviewed and edited
the manuscript. All authors contributed to the article and
approved the submitted version.

FUNDING

This work was supported by the National Natural Science
Foundation of China (Grant Nos. 81571534, 81870152,
81901591, and 81800021), the Key Scientific Project of Jilin
Province (20140204024YY), the Scientific and Technological
Developing Plan of Jilin Province (20160520141JH and
20180101097JC), the 62" batch of the China Postdoctoral
Science Foundation Fund (801171172842), the “13'" Five-Year”
Science and Technology Research of the Education Department
of Jilin Province (YYKH20190043K]), the Jilin Provincial Key
Laboratory of Biotherapy (20170622011JC), the Program for
JLU Science and Technology Innovative Research Team
(2017TD-08), and the Fundamental Research Funds for the
Central Universities.

ACKNOWLEDGMENTS

This manuscript has been released as a pre-print at Research
Square (44).

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online
at: https://www.frontiersin.org/articles/10.3389/fimmu.2021.
601611/full#supplementary-material

Ulcerative Colitis Have an Increased Risk of Colorectal Cancer Despite Endoscopic
Resection. Dig Dis Sci (2016) 61(10):3031-6. doi: 10.1007/s10620-016-4246-7
. Bellik L, Gerlini G, Parenti A, Ledda F, Pimpinelli N, Neri B, et al. Role of
conventional treatments on circulating and monocyte-derived dendritic cells
in colorectal cancer. Clin Immunol (Orlando Fla) (2006) 121(1):74-80.
doi: 10.1016/j.clim.2006.06.011
9. Menon S, Shin S, Dy G. Advances in Cancer Immunotherapy in Solid
Tumors. Cancers (2016) 8(12):106-27. doi: 10.3390/cancers8120106
Di Franco S, Turdo A, Todaro M, Stassi G. Role of Type I and II Interferons in
Colorectal Cancer and Melanoma. Front Immunol (2017) 8:878. doi: 10.3389/
fimmu.2017.00878
Candido J, Hagemann T. Cancer-related inflammation. J Clin Immunol (2013)
33(Suppl 1):S79-84. doi: 10.1007/s10875-012-9847-0
Legitimo A, Consolini R, Failli A, Orsini G, Spisni R. Dendritic cell defects in
the colorectal cancer. Hum Vaccines Immunother (2014) 10(11):3224-35.
doi: 10.4161/hv.29857
Galon J, Fridman WH, Pages F. The adaptive immunologic microenvironment
in colorectal cancer: a novel perspective. Cancer Res (2007) 67(5):1883-6.
doi: 10.1158/0008-5472.CAN-06-4806
Salome B, Jandus C. Innate lymphoid cells in antitumor immunity. ] Leukoc
Biol (2018) 103(3):479-83 doi: 10.1189/JLB.5MR0617-266R
Simoni Y, Fehlings M, Kloverpris HN, McGovern N, Koo SL, Loh CY, et al.
Human Innate Lymphoid Cell Subsets Possess Tissue-Type Based

oo

10.

11.

12.

13.

14.

15.

Frontiers in Immunology | www.frontiersin.org

February 2021 | Volume 12 | Article 601611


https://www.frontiersin.org/articles/10.3389/fimmu.2021.601611/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fimmu.2021.601611/full#supplementary-material
https://doi.org/10.1016/j.molmed.2016.02.003
https://doi.org/10.1016/j.molmed.2016.02.003
https://doi.org/10.1016/j.smim.2017.04.003
https://doi.org/10.1002/ijc.30598
https://doi.org/10.1136/gutjnl-2015-310912
https://doi.org/10.5114/pjp.2016.61453
https://doi.org/10.3760/cma.j.issn.0253-3766.2013.02.018
https://doi.org/10.3760/cma.j.issn.0253-3766.2013.02.018
https://doi.org/10.1007/s10620-016-4246-7
https://doi.org/10.1016/j.clim.2006.06.011
https://doi.org/10.3390/cancers8120106
https://doi.org/10.3389/fimmu.2017.00878
https://doi.org/10.3389/fimmu.2017.00878
https://doi.org/10.1007/s10875-012-9847-0
https://doi.org/10.4161/hv.29857
https://doi.org/10.1158/0008-5472.CAN-06-4806
https://doi.org/10.1189/JLB.5MR0617-266R
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles

Wu et al.

ILCs, pDCs in Colon Cancer

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

Heterogeneity in Phenotype and Frequency. Immunity (2017) 46(1):148-61.
doi: 10.1016/j.immuni.2016.11.005

Vivier E, Artis D, Colonna M, Diefenbach A, Di Santo JP, Eberl G, et al. Innate
Lymphoid Cells: 10 Years On. Cell (2018) 174(5):1054-66. doi: 10.1016/
j.cell.2018.07.017

Krabbendam L, Nagasawa M, Spits H, Bal SM. Isolation of Human Innate
Lymphoid Cells. Curr Protoc Immunol (2018) 122(1):e55. doi: 10.1002/
cpim.55

Cheng H, Jin C, Wu ], Zhu S, Liu Y], Chen J. Guards at the gate: physiological
and pathological roles of tissue-resident innate lymphoid cells in the lung.
Protein Cell (2017) 8(12):878-95. doi: 10.1007/s13238-017-0379-5

Wang S, Xia P, Chen Y, Qu Y, Xiong Z, Ye B, et al. Regulatory Innate
Lymphoid Cells Control Innate Intestinal Inflammation. Cell (2017) 171
(1):201-16.e18 doi: 10.1016/j.cell.2017.07.027

Carrega P, Campana S, Bonaccorsi I, Ferlazzo G. The Yin and Yang of Innate
Lymphoid Cells in Cancer. Immunol Lett (2016) 179:29-35. doi: 10.1016/
j.imlet.2016.06.003

Salimi M, Wang R, Yao X, Li X, Wang X, Hu Y, et al. Activated innate
lymphoid cell populations accumulate in human tumour tissues. BMC Cancer
(2018) 18(1):341. doi: 10.1186/s12885-018-4262-4

Ikeda A, Ogino T, Kayama H, Okuzaki D, Nishimura J, Fujino S, et al.
Human NKp44+ group 3 innate lymphoid cells associate with tumor-
associated tertiary lymphoid structures in colorectal cancer. Cancer
Immunol Res (2020) 8(6):724-31. doi: 10.1158/2326-6066.CIR-19-0775.
canimm.0775.2019

Edgar R, Domrachev M, Lash AE. Gene Expression Omnibus: NCBI gene
expression and hybridization array data repository. Nucleic Acids Res (2002)
30(1):207-10. doi: 10.1093/nar/30.1.207

Carrega P, Loiacono F, Di Carlo E, Scaramuccia A, Mora M, Conte R,
et al. NCR(+)ILC3 concentrate in human lung cancer and associate with
intratumoral lymphoid structures. Nat Commun (2015) 6:8280. doi: 10.1038/
ncomms9280

Di J, Zhuang M, Yang H, Jiang B, Wang Z, Su X. Clinical significance of
circulating immune cells in left- and right-sided colon cancer. Peer] (2017) 5:
e4153. doi: 10.7717/peer;j.4153

Li S, Wu ], Zhu S, Liu YJ, Chen J. Disease-Associated Plasmacytoid Dendritic
Cells. Front Immunol (2017) 8:1268. doi: 10.3389/fimmu.2017.01268
Aspord C, Leccia MT, Charles J, Plumas J. Plasmacytoid dendritic cells
support melanoma progression by promoting Th2 and regulatory immunity
through OX40L and ICOSL. Cancer Immunol Res (2013) 1(6):402-15.
doi: 10.1158/2326-6066.CIR-13-0114-T

Zhang Z, Cheng L, Zhao J, Li G, Zhang L, Chen W, et al. Plasmacytoid
dendritic cells promote HIV-1-induced group 3 innate lymphoid cell
depletion. J Clin Invest (2015) 125(9):3692-703. doi: 10.1172/JCI82124
Sisirak V, Faget J, Gobert M, Goutagny N, Vey N, Treilleux I, et al. Impaired
IFN-alpha production by plasmacytoid dendritic cells favors regulatory T-cell
expansion that may contribute to breast cancer progression. Cancer Res (2012)
72(20):5188-97. doi: 10.1158/0008-5472.CAN-11-3468

Dubrot ], Duraes FV, Potin L, Capotosti F, Brighouse D, Suter T, et al. Lymph
node stromal cells acquire peptide-MHCII complexes from dendritic cells and
induce antigen-specific CD4(+) T cell tolerance. ] Exp Med (2014) 211
(6):1153-66. doi: 10.1084/jem.20132000

Wu J, Li S, Yang Y, Zhu S, Zhang M, Qiao Y, et al. TLR-activated
plasmacytoid dendritic cells inhibit breast cancer cell growth in vitro

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

and in vivo. Oncotarget (2017) 8(7):11708-18. doi: 10.18632/oncotarget.
14315

Liu YJ. IPC: professional type 1 interferon-producing cells and plasmacytoid
dendritic cell precursors. Annu Rev Immunol (2005) 23:275-306. doi: 10.1146/
annurev.immunol.23.021704.115633

Riedel JH, Becker M, Kopp K, Duster M, Brix SR, Meyer-Schwesinger C, et al.
IL-33-Mediated Expansion of Type 2 Innate Lymphoid Cells Protects from
Progressive Glomerulosclerosis. ] Am Soc Nephrol: JASN (2017) 28(7):2068—
80. doi: 10.1681/ASN.2016080877

Gasteiger G, Fan X, Dikiy S, Lee SY, Rudensky AY. Tissue residency of innate
lymphoid cells in lymphoid and nonlymphoid organs. Science (New York NY)
(2015) 350(6263):981-5. doi: 10.1126/science.aac9593

Hazenberg MD, Spits H. Human innate lymphoid cells. Blood (2014) 124
(5):700-9. doi: 10.1182/blood-2013-11-427781

Guillerey C. Roles of cytotoxic and helper innate lymphoid cells in cancer.
Mamm Genome (2018) 29(11-12):777-89. doi: 10.1007/s00335-018-9781-4
Fung KY, Nguyen PM, Putoczki T. The expanding role of innate lymphoid
cells and their T-cell counterparts in gastrointestinal cancers. Mol Immunol
(2017) 110:48-56. doi: 10.1016/j.molimm.2017.11.013

Wu ], Lv X, Zhu S, Li T, Cheng H, Chen J. Critical Roles of Balanced Innate
Lymphoid Cell Subsets in Intestinal Homeostasis, Chronic Inflammation, and
Cancer. ] Immunol Res (2019) 2019:1325181. doi: 10.1155/2019/1325181
Arimura K, Takagi H, Uto T, Fukaya T, Nakamura T, Choijookhuu N, et al.
Crucial role of plasmacytoid dendritic cells in the development of acute colitis
through the regulation of intestinal inflammation. Mucosal Immunol (2017)
10(4):957-70. doi: 10.1038/mi.2016.96

Sawant A, Ponnazhagan S. Role of plasmacytoid dendritic cells in breast
cancer bone dissemination. Oncoimmunology (2013) 2(2):e22983. doi:
10.4161/0nci.22983

Mitchell D, Chintala S, Dey M. Plasmacytoid dendritic cell in immunity
and cancer. J Neuroimmunol (2018) 322:63-73. doi: 10.1016/j.jneuroim.
2018.06.012

Maazi H, Banie H, Aleman Muench GR, Patel N, Wang B, Sankaranarayanan
I, et al. Activated plasmacytoid dendritic cells regulate type 2 innate lymphoid
cell-mediated airway hyperreactivity. ] Allergy Clin Immunol (2018) 141
(3):893-905.¢6. doi: 10.1016/j.jaci.2017.04.043

Del Prete MJ, Robles MS, Guao A, Martinez AC, Izquierdo M, Garcia-Sanz JA.
Degradation of cellular mRNA is a general early apoptosis-induced event.
FASEB J (2002) 16(14):2003-5. doi: 10.1096/£].02-0392fje

Jing Wu HC, Wang H, Zang G, Qi L, Lv X, Liu C, et al. Correlation between
immune lymphoid cells and plasmacytoid dendritic cells in human colon
cancer. Research Square (2020). doi: 10.21203/rs.3.rs-46781/v1

Conflict of Interests: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Copyright © 2021 Wu, Cheng, Wang, Zang, Qi, Lv, Liu, Zhu, Zhang, Cui, Ueno, Liu,
Suo and Chen. This is an open-access article distributed under the terms of the
Creative Commons Attribution License (CC BY). The use, distribution or
reproduction in other forums is permitted, provided the original author(s) and the
copyright owner(s) are credited and that the original publication in this journal is
cited, in accordance with accepted academic practice. No use, distribution or
reproduction is permitted which does not comply with these terms.

Frontiers in Immunology | www.frontiersin.org

February 2021 | Volume 12 | Article 601611


https://doi.org/10.1016/j.immuni.2016.11.005
https://doi.org/10.1016/j.cell.2018.07.017
https://doi.org/10.1016/j.cell.2018.07.017
https://doi.org/10.1002/cpim.55
https://doi.org/10.1002/cpim.55
https://doi.org/10.1007/s13238-017-0379-5
https://doi.org/10.1016/j.cell.2017.07.027
https://doi.org/10.1016/j.imlet.2016.06.003
https://doi.org/10.1016/j.imlet.2016.06.003
https://doi.org/10.1186/s12885-018-4262-4
https://doi.org/10.1158/2326-6066.CIR-19-0775
https://doi.org/10.1093/nar/30.1.207
https://doi.org/10.1038/ncomms9280
https://doi.org/10.1038/ncomms9280
https://doi.org/10.7717/peerj.4153
https://doi.org/10.3389/fimmu.2017.01268
https://doi.org/10.1158/2326-6066.CIR-13-0114-T
https://doi.org/10.1172/JCI82124
https://doi.org/10.1158/0008-5472.CAN-11-3468
https://doi.org/10.1084/jem.20132000
https://doi.org/10.18632/oncotarget.14315
https://doi.org/10.18632/oncotarget.14315
https://doi.org/10.1146/annurev.immunol.23.021704.115633
https://doi.org/10.1146/annurev.immunol.23.021704.115633
https://doi.org/10.1681/ASN.2016080877
https://doi.org/10.1126/science.aac9593
https://doi.org/10.1182/blood-2013-11-427781
https://doi.org/10.1007/s00335-018-9781-4
https://doi.org/10.1016/j.molimm.2017.11.013
https://doi.org/10.1155/2019/1325181
https://doi.org/10.1038/mi.2016.96
https://doi.org/10.4161/onci.22983
https://doi.org/10.1016/j.jneuroim.2018.06.012
https://doi.org/10.1016/j.jneuroim.2018.06.012
https://doi.org/10.1016/j.jaci.2017.04.043
https://doi.org/10.1096/fj.02-0392fje
https://doi.org/10.21203/rs.3.rs-46781/v1
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles

	Correlation Between Immune Lymphoid Cells and Plasmacytoid Dendritic Cells in Human Colon Cancer
	Introduction
	Materials and Methods
	Patient Tissue Specimens
	Tissue Digestion for Single-Cell Suspension
	Isolation of ILC3s and pDCs
	Flow Cytometric Analysis
	Immunohistochemistry
	RNA-Seq and Analysis
	Preparation of Colon Tumor-Derived Supernatant
	Co-Culture of ILC3s and pDCs
	ELISA
	Giemsa Staining
	Statistics

	Results
	Number of ILC3s in Colon Cancer Tissue Specimens Is Negatively Correlated With Tumor Pathological Stage
	Decreased Numbers of ILC3s in Colon Cancer Tissues Are Correlated With Higher pDC Levels
	Correlation Between ILC3s and pDCs at the Level of Differentially Expressed Genes (DEGs)
	pDCs Can Induce Apoptosis of ILC3s in a Tumor-Like Microenvironment

	Discussion
	Conclusions
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Funding
	Acknowledgments
	Supplementary Material
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages false
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU (T&F settings for black and white printer PDFs 20081208)
  >>
  /ExportLayers /ExportVisibleLayers
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks true
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


