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A Detailed View of KIR Haplotype Structures and Gene Families as Provided by a New Motif-Based Multiple Sequence Alignment 
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There is an error in the Funding statement. In the original article, OT3HL147741 was erroneously included as a funding source.

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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