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CD8+ T cells are the most frequent T cell population in the immune cell compartment at the
feto-maternal interface. Due to their cytotoxic potential, the presence of CD8+ T cells in the
immune privileged pregnant uterus has raised considerable interest. Here, we review our
current understanding of CD8+ T cell biology in the uterus of pregnant women and discuss
this knowledge in relation to a recently published immune cell Atlas of human decidua. We
describe how the expansion of CD8+ T cells with an effector memory phenotype often
presenting markers of exhaustion is critical for a successful pregnancy, and host defense
towards pathogens. Moreover, we review new evidence on the presence of long-lasting
immunological memory to former pregnancies and discuss its impact on prospective
pregnancy outcomes. The formation of fetal-specific memory CD8+ T cell subests in the
uterus, in particular of tissue resident, and stem cell memory cells requires further
investigation, but promises interesting results to come. Advancing the knowledge of
CD8+ T cell biology in the pregnant uterus will be pivotal for understanding not only
tissue-specific immune tolerance but also the etiology of complications during pregnancy,
thus enabling preventive or therapeutic interventions in the future.

Keywords: fetal tolerance, feto-maternal interface, decidual CD8+T cells, immune tolerace, Immune regulation,
pregnancy, exhaustion
INTRODUCTION

Sir Peter Medawar, a pioneer in transplantation biology, was the first to identify the immunological
paradox of pregnancy. By formulating the research question 60 years ago “how does the pregnant
mother contrive to nourish within itself, for many weeks or months, a fetus that is an antigenically
foreign body?’’, he set the ground for the field of reproductive immunology. In pregnancy, the fetus
remains protected from maternal immune responses as the multilayered placental villi acts as a semi-
permeable barrier for the bi-directional migration of immune cells from fetal and maternal blood (1).
However, the semi-allogenic placental trophoblast cells are in direct contact with the leucocyte-rich
uterine mucosa, referred to as decidua. Medawar’s hypotheses to solve this paradox included the
anatomical separation between the mother and the fetus, fetal antigenic immaturity and the
org November 2021 | Volume 12 | Article 7657301
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immunological indolence of the mother (2, 3). Although these
hypotheses have been tested across the years, this question
remains incompletely answered, and investigation on this
complex topic is still ongoing. As yet, a fine tuning of uterine
leucocyte function has become evident. Systemic changes
synergize with the intra-uterine microenvironment to shift the
differentiation of antigen presenting cells (e.g. macrophages and
dendritic cells) towards tolerogenic responses that promote the
accumulation of regulatory T cells while restricting local cell
activation and cytotoxicity. Of particular abundance in the early
pregnant uterus, NK cells are critical for vascular changes and
trophoblast invasion in early pregnancy (4). Less well understood
to date is the role of CD8+ T cells. Due to their cytotoxic nature
towards allogenic cells, the presence of uterine CD8+ T cells is of
high interest in the context of fetal immune tolerance. In organ
transplantation, CD8+ T cells are important effectors mediating
allograft tissue damage. By contrast, in the pregnant uterus, CD8+
T cells despite being the most abundant T cell subset do not trigger
lytic responses towards the allogenic placental trophoblast. Within
the nonpregnant human uterus, CD8+ T cells have cytotoxic
capabilities with fluctuating activity through the menstrual cycle
(5). In first trimester pregnancy, T cells constitute approximately
5-20% of total decidual leucocytes of which CD8+ T cells are
approximately 45% (6, 7). Although decidual NK cells have
received great attention, their frequencies remain stable
throughout pregnancy, whereas T cells actively increase (8–10).
In the past few years, studies on decidual CD8+ T cells have kept
pace as new findings on CD8+ T cell properties are emerging,
which characterize CD8+ T cells by e.g. expression of functional
receptors, secretion profile and antigen specificity. Due to the
heterogeneity of CD8+ T cells and current methodological
approaches, classification of CD8+ T cell subsets remains a
dilemma as controversy colors the scientific community within
CD8+ T cell biology (11–13). With that in mind, in this review, we
aim to provide an overview of the phenotypes and function of
CD8+ T cells in the pregnant uterus. In particular, we seek to
highlight recent findings of human decidual CD8+ T cells and
their role in pregnancy, including their contribution to the
immunological paradox of pregnancy. When required, we will
refer to translational aspects, for example in mouse models. We
will focus on conventional CD8+ T cells, which express the ɑ and
b chains of the T cell receptor (TCR), although the decidua
contains also unconventional CD8+ T cells, such as those
expressing the g and d chains of the TCR (14). We will discuss
the most relevant issues limiting our understanding of CD8+ T
cell biology in the context of pregnancy and highlight the gaps in
knowledge that are required to be bridged, in order to advance this
field. In general, investigations of the decidual CD8+ T cell
compartment have largely complied with a selection of methods
and markers (Supplementary Table 1, Supplementary Figure 1)
that allows for a relatively unifying interpretation of their
differentiation profile. In order to compare this information
about decidual CD8+ T cell subsets, we re-analysed data on first
trimester CD8+ T cell single cell transcriptome, published by
Chen et al. (15) and report the findings about equivalent
populations that are described in the literature.
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CD8+ T CELL SUBSETS AND
DIFFERENTIATION TRAJECTORIES
IN DECIDUA
T cells are atypical somatic cells as after enduring quiescence for
years, they can initiate massive proliferation and differentiation,
resulting in multitude of heterogeneous cell subpopulations
with diverse properties (16). Supplementary Table 1 and
Supplementary Figure 1 contain information on the different
CD8+ T cell subsets with a breakdown of CD8+ T cell subsets,
their abbreviation, and cell-specific markers listed throughout the
manuscript. The differentiation profile of CD8+ T cells populating
the decidua (Figure 3) differs largely from that in peripheral blood
(Table 1), indicating a highly tuned homeostasis of decidual CD8+
T cells.

According to the “circular” or “effector first” model, T cells
undergo a “naïve->effector->memory” differentiation hierarchy.
This model indicates that cells activated by a primary antigen
exposure differentiate towards cytotoxic effector cells. Upon
antigen clearance, a large subset of effector cells undergo
apoptosis/clonal deletion (short-lived effector cells, SLEC),
whereas a small fraction (memory precursors effector cell,
MPEC) survive, give rise to long lived memory cells (17)
(Supplementary Figure 1). This proposed lineage relationships
is currently under debate, and the so-called “linear model”, or
“memory first model” places memory cells as an intermediate
stage in T cell development, proposing that naïve cells can directly
develop into memory cells, some of which later develop effector
function (18–22). In first and third trimester decidua the
frequency of naïve cells within CD8+ T cells is generally lower
than in peripheral blood (6, 7, 23–27) as expected in a peripheral
tissue (Supplementary Table 2). Limited information on effector
subsets is available due to the scarce use of the markers CD127 and
KLRG1 that could serve to discriminate MPEC from SLEC in the
immune phenotyping of decidual T cells (28). Our analysis of
single cell sequencing data pinpoints that the small cluster (3%)
number 7 includes SLEC (Figure 1), as indicated by the negativity
for CD127, and the expression of KLRG1, granzyme H, B, perforin
1, CD160 and additional killer cell lectin-like receptors. Whether
these cells are recently activated in the context of the current
pregnancy or recruited to the uterus after previous antigen
exposure i.e. in secondary lymphoid organs remains unclear.
Bridging these gaps in knowledge could further elucidate
important steps in the immune responses towards fetal/placental
antigens in pregnancy.

More data is available on the heterogeneous memory CD8+ T
cells subsets within human decidua, as summarized in Table 1.
After responding to their cognate antigen, memory CD8+ T cells
acquire distinct phenotypes and migration potential and endure
long-term. They can quickly respond to re-stimulation by vigorous
proliferation, cytotoxicity and secretion of effector cytokines (11).
Compared to other memory CD8+ T cells, the stem cell memory
(SCM) subset represents a naïve-like memory cell population with
enhanced capacity to self-renew that serves as a precursor of other
memory cell subsets (29). Due to the massive expansion of memory
T cells across pregnancy and the long-termmaintenance of robust T
November 2021 | Volume 12 | Article 765730
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cell-memory to former pregnancies (30), it is tempting to
hypothesize that fetal specific SCM are induced in pregnancy. To
date it remains uninvestigated whether SCM cells are present in the
decidua or more likely in uterus draining lymph nodes, as SCM are
mainly found in lymphoid organs (31). A further elucidation of the
transcriptional signature of this cell subset may allow its
identification in the future, which is currently challenging e.g. in
our single cell sequencing data analysis due to the limited number of
cells analyzed and the low expression of key transcription factors. In
this regard, within cluster 1, now defined as CM/TPM, we observed
an enhanced expression of the mRNA encoding TCF-1 and CCR7,
suggesting that, if present in the uterus, SCM could also cluster here
(Figures 1 and 2).

The relative presence of two long-standing and divergent
memory populations namely central memory (CM) and effector
memory (EM) cells is well described in the uterus (6, 7, 23–27, 33).
Due to expression of lymphoid homing receptors, CM cells are
highly prevalent in secondary lymphoid organs and circulate
through blood and lymph. They only account for a small fraction
in decidua that ranges from 3-15% of CD8+ T cells in first and third
trimesters as shown by flow cytometry data (6, 7, 23–26, 34, 35).
Recently, an additional memory population capable of circulating in
blood and lymph nodes but also of trafficking within peripheral
tissues was identified and referred to as peripheral memory (Tpm) T
cells (11, 36). Tpm cells display intermediate CX3CR1 expression,
which has not yet been studied in the decidua and appears as a novel
and important marker for distinguishing the distinct migratory
patterns that define EM, CM and Tpm CD8+ T cells (11). Analysis
of the existing scRNA sequencing data for decidual immune cells
reveals a rather large cluster (21%) characterized by high levels of
CD127 and CCR7, which could be indicative of CM-like and Tpm
subsets, advocating a more prevalent population than shown by
Frontiers in Immunology | www.frontiersin.org 3
flow cytometry data in the pregnant uterus (Figure 1).
As intermediate expression range of CX3CR1 was not detectable
on mRNA level, we cannot separate CM and Tpm subsets. It
remains to be elucidated whether these observations are due to a
potential contamination with PBMCs or due to particular migration
patterns of peripheral cells to the uterus during pregnancy.

EM cells, expressing receptors necessary for entering local
inflammation sites, circulate through non-lymphoid tissues and
exhibit higher cytolytic activity. It is not surprising that EM cells
accumulate in the decidua (6, 7, 23–27) to account as the most
prevalent CD8+ T cell population in first and third trimester,
ranging from 48-83% of CD8+T cells (6, 7, 23–27, 33, 34, 37, 38).
Decidual CD8+ EM T cells possess elevated expression of
inhibitory receptors such as Programmed cell death protein 1
(PD1), T-cell immunoglobulin mucin family member 3 (Tim3),
Cytotoxic T-lymphocyte-associated protein 4 (CTLA4),
Lymphocyte activation gene 3 (Lag3) and CD39 compared to
peripheral CD8+ T cells (6, 24, 25, 27, 39). Among the EM
subset, the less differentiated EM1 population (CD27+CD28+) is
of the highest frequency in the first trimester decidua (25, 26). In
contrast, in the third trimester decidua, EM1 are outnumbered
by more differentiated EM2 and EM3 (Table 1), whose frequency
is significantly increased compared to first trimester (25). An
additional terminally differentiated EM cell population defined
by the re-expression of CD45RA are the so-called effector
memory re-expressing CD45RA (EMRA) cells. EMRA cells are
found in decidua, ranging from 11-45% (6, 7, 25, 26, 34, 38)
among which the more differentiated phenotype (CD27-CD28-)
is the most prevalent (26). Similarly to EM, cell surface
membrane expression of inhibitory receptors such as PD1 and
Tim3 have been detected on EMRA cells (39). The accumulation
of particular subpopulations of EM and EMRA subsets may
FIGURE 1 | Single-cell transcriptomic analysis of decidual CD8+ T cells from publicly available database. (A) UMAP visualization of ∼735 live MS4A7- CD3E+ CD8A
+ single cell transcriptomes obtained from the decidua of three healthy first trimester pregnancy samples (15). Each symbol (circle) represents a cell, and the colors
indicate the eight clusters identified by Seurat. (B) Violin plots show the gene expression of selected genes in each cluster, particularly of TRM-associated
transcription factors Hobit and Blimp1, as well as Tbet and BATF, associated with effector differentiation (11). More detailed information in the expression of relevant
markers is provided as heatmaps (Supplementary Figure 2).
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mirror a dynamic differentiation throughout pregnancy e.g. in
response to increasing antigen levels. Notably, defining markers
for EMRA (CD45RA+CCR7-CD127-), would also include
effectors, which should be kept in mind when relying on such
gating strategy (11).

Remarkably, this notion of a dominating EM CD8+T cell profile
in the decidua is challenged by the recognition of tissue resident
memory (TRM) subsets which share some markers with EM. TRM
migrate to non-lymphoid tissues and enter specific differentiation
programs under the influence of tissue specific signals. TRM cells
infrequently re-enter the circulation and account therefore for the
first line of defense within tissues upon re-encounter with antigens,
by subsequent secretion of proinflammatory cytokines or lysis of
Frontiers in Immunology | www.frontiersin.org 4
infected cells (40). TRM can have overlapping properties with other
CD8+T cells including effector functions and/or high levels of
inhibitory receptors (12, 40) and it is still debated whether TRM
cells are terminally differentiated or not (16). TRM CD8+ T cells
have been recently identified in mucosa of the whole human
reproductive tract (41, 42) and in the decidua (6, 24–26, 33, 34)
by the single or co-expression of the mucosal/tissue retention
markers CD103 and CD69 (11). Among decidual CD8+ T cells
~26% are CD69+CD103+, which likely include the true tissue
resident memory cell population, whereas ~50% are CD69
+CD103-. CD69+CD103+ TRM cells expressed significantly
higher levels of the inhibitory molecules PD1 and CD39 (34).
These observations invite to reevaluate the relative abundance of
TABLE 1 | CD8+ memory populations in human decidua.
November 2021 | Volume 12 | Article 76573
a

The comparison is based on published flow cytometry analysis using markers CD45RA/RO and CCR7 as well as inhibitory markers and cytokine expression that allow for direct
comparison. No data from second trimester was available fulfilling these criteria. Increased intensity of an orange background in EM2 and EM3 populations indicates their significant
increase from first to third trimester. Black symbols ↑, ↓, and = indicate significantly higher, lower or not significantly different compared to CD8+ T cells in peripheral blood. - very low (0-
5%); + low: 6-20%; ++ high: 21-55%; +++ very high >56% of the reference population. The symbol “/” represents diverging values. N/D: data not determined. Red symbols ↑, ↓, = show
populations significantly increased, significantly decreased, and not significantly different, respectively in a named pathology compared to normal pregnancy. Cytokine secretion/cytoxicity
was measured following PMA/Iomycin stimulation except those marked with “*”. PRF, perforin-1; GrzB, granzyme B; PE, preeclampsia; PTL, pretermlabor; MC, miscarriage.
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EM and TRM subsets in the decidua, their similarities as well as
differences, as reports before the identification of TRM may have
mistakenly referred to them as EM.

The single cell transcriptome analysis scattered four further
clusters of CD8+ memory T cells. Among them the most
abundant cluster 0 (22%) represents TRM cells (Figure 1),
further supporting recent flow cytometry data on the high
prevalence of TRM cells in the uterus. The TRM profile was
evident by the high expression of mRNA coding for TRM
markers CD69, CXCR6 and Hobit, although the markers
CD103 and Blimp1 were not particularly co-expressed in this
or other clusters. Markers such as Hobit, CD69, and IFNy are
also abundant in Cluster 2, which defines a population of stressed
and/or dying cells. Hence, Cluster 2 may also contain TRM cells,
which are known to be extremely susceptible to ATP-induced
cell death (43). In contrast, the clusters 3 and 4 presented mixed
gene signatures of EM and TRM subsets (Figure 1 and
Supplementary Figure 2). Here the prevalence of EMRA cells
could not be described since CD45RA cannot be determined at
the mRNA level. Memory cells scattered in cluster 3 presented a
pattern of regulatory/inhibitory and pro-angiogenic genes
together with Hobit, whereas cluster 4 was enriched in markers
for effector function and low in Hobit. These observations
suggest that under the complex stimuli at the decidual
microenvironment TRM and EM may gain similar functional
signatures that complicate their discrimination.

Collectively, the continuous progress in research on
differentiation, phenotypical and functional features of CD8+ T
cell subsets (16) opens new questions on the CD8+ T cell
compartment in the pregnant uterus. The current findings
indicate that decidual CD8+ T cells are largely antigen-
experienced cells, on a path of enhanced differentiation (24).
The progress of pregnancy and likely the chronic exposure to
allo-antigens favor the accumulation of EM cells with a highly
Frontiers in Immunology | www.frontiersin.org 5
differentiated phenotype, with high expression of inhibitory
receptors, which however remain as EM3 rather than
transitioning to EMRA. Many of these previously called EM
and EMRA cells express markers for tissue residency, indicating
that they are retained in the tissue, instead of recirculating to
blood and that previous observations about decidual EM cells
may apply to more recently identified TRM cells.
ANTIGEN SPECIFICITY OF DECIDUAL
CD8+ T CELLS

The accumulation of antigen experienced CD8+ T cells in the uterus
opens questions about their antigen specificity. The clonal repertoire
of the TCR of decidual CD8+ T cells indicated that clonally
expanded EM CD8+ T cells were more abundant in the decidua
than in blood (27, 44) although it could not be tested if an expansion
occurred in response to fetal-derived antigens. Along with these
findings, CD8+ EM T cells expanding clonally in decidua during
healthy pregnancy expressed high levels of PD1 underpinning the
importance of the modulation of CD8+ T cell responses to promote
immune tolerance (27). In line with these observations, the
detection of CD8+ T cells specific for peptides derived from the
HY chromosome allowed to identify a local expansion of fetal (HY)
specific CD8+ T cells particularly in the decidua of women carrying
male but not female offspring (24). HY-specific T cells were
enriched in EM and EMRA subsets expressing high levels of PD1
and CD69 indicating a highly differentiated and tissue resident-like
profile, likely in response to local antigen stimulation (24). Also
compared to blood, an enrichment of CD8+ T cell clones specific
for the frequent human cytomegalovirus (HCMV) and Epstein Barr
(EBV) viruses (38) has been reported, pinpointing an increased
capacity of decidual CD8+ T cell to fight these maternal infections.
FIGURE 2 | Currently reported decidual CD8+ T cell subsets present overlapping features. (A) Expression of inhibitory molecules is present in multiple cell
populations in the decidua and appears insufficient to determine whether a given cell is exhausted, dysfunctional or has regulatory capabilities. Inhibitory receptors
are co-inhibitory molecules that hinder T cell activation and functions, those include i.e. PD1, CTLA4, Tim3 (32). Effector function applies to activate CD8+ T cells that
is mediated with i.e. secretion of effector cytokines and/or cytolytic molecules in order to resolve a given threat. (B) Violin plots show the gene expression of inhibitory
receptors (PD1 and Tim3) and transcription factors associated with exhausted cells (TOX and TCF1) in each cluster, which fall in many of the clusters shown in the
UMAP plot (right). TF, transcription factors.
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In conclusion, while particular clones of CD8+ T cells, e.g.
specific for fetal and viral antigens, are enriched at the decidua, their
function may be modulated by the expression of PD1 and other
inhibitory receptors to promote fetal immune tolerance.
Intriguingly, it is to date unclear whether these selected clones are
specifically recruited to the uterus, or if they undergo clonal
proliferation locally in an antigen specific or unspecific fashion (45).
CELLULAR FUNCTIONAL/RESPONSIVE
STATES

During T cell development in the thymus, the incomplete
deletion of self-reactive T cells makes further peripheral
tolerance checkpoints crucial (46). Those include the
generation of distinct responsive states to a given stimulus, that
is, its functional state which can confer tolerance in the case of
quiescence, ignorance, anergy, exhaustion, dysfunction and
senscence. Hence, CD8+ T cell fate could be considered to
follow two parallel and overlapping developmental courses/
trajectories, one being the differentiation of a naïve cell to a
variety of effectors and memory cells, the other being the
functional state of the cell. These functional states may hold
relevance at the feto-maternal interface to support a successful
pregnancy, as Sir Peter Medawar’s hypothesis about the
anatomical separation between maternal immune cells and
fetal cells has been refuted. Tolerance states can be recognized
in diverse CD8+ T cell subsets, thus rather than discussing how
these states are attained, we will revisit current information about
their presence and importance in the decidua.

Quiescence, Ignorance and Anergy
Quiescent and ignorant CD8+ T cells have in common that they
are naïve T cells while anergic cells have previously encountered
their respective antigen. While quiescence applies to all naïve T
cells, regardless of their antigen specificity, ignorance applies to
self-reactive T cells avoiding activation due to a low density of
their cognate antigen or the antigen being spatially not available.
In contrast, anergic CD8+ T cells have experienced a defective
TCR stimulation due to the lack of co-stimulation during
TCR activation (47). In the mouse endometrium, fluctuations
in clonal anergy during the reproductive cycle support endometrial
receptivity for implantation (48). During pregnancy, a role of
T cell anergy at the feto-maternal interface is supported by the
local lack of necessary T cell co-stimulators (48). Furthermore,
hypo-responsiveness and ignorance contribute to CD8+ T cell
tolerance to fetal antigens in mice (49–51). Taken together,
although their extent in decidual CD8+ T cells has not been
investigated in depth, the general tolerance mechanisms of
quiescence, ignorance and anergy are likely to play a role at the
feto-maternal tolerance.

Exhaustion and Dysfunction
Following activation and differentiation into classical effector T
cells, a cell can acquire an exhausted state if antigen stimulation
persists chronically. Exhausted T cells can also arise early in
infection, advocating that additional paths of development are
Frontiers in Immunology | www.frontiersin.org 6
also possible (52). Although there is no definitive marker to
distinguish exhausted cells from other subsets (53) recent
findings have pinpointed TOX as a key transcriptional
regulator of T cell exhaustion. In chronic infection two
populations of exhausted cells have been identified based on
the expression of TCF1: one comprising TCF1high stem cell-like
progenitors that self-renew, give rise to and maintain the second
population, a terminally differentiated exhausted T cell subset,
which lack TCF1 expression (54). Besides that, exhaustion is
often defined by the expression of a set of multiple inhibitory
molecules, including PD1, Tim3, Lag3, Tigit, and CTLA4 (53).
However, very high levels of inhibitory molecules suggest
dysfunction rather than exhaustion (53). Important specific
features of exhausted T cells are likely due to signals arising
from the different microenvironments. Although in certain
conditions exhausted T cells may retain the production of
effector molecules, their atypical immune responses may
prevent immunopathology in the host e.g. by control of
infections (53, 55, 56). In other microenvironments, such as in
tumors, exhausted T cells generally lack effector function and fail
to control tumor growth acquiring a dysfunctional state (57).
Importantly, although exhausted T cells may be dysfunctional,
not all dysfunctional T cells are exhausted (53) and furthermore,
dysfunction is as state that can arise from other cell fates, such as
from anergy (25).

Despite the differences between the feto-maternal interface,
chronic infections and tumors’microenvironment, constant fetal
antigen exposure in the decidua may trigger similar exhaustion
signatures in CD8+ T cells. As summarized in Table 1, the
expression of inhibitory receptors indicative of exhausted or
dysfunctional states have been reported in diverse decidual
CD8+ T cell subsets (6, 7, 24–27, 34, 37). A dynamic induction
of exhaustion states may take place in the intrauterine
environment, as PD1 and Tim3 expression increased in
decidual CD8+ T cells through gestation (37). The majority of
uterine exhausted-like cells gather within the EM compartment,
although some were present within the CM and EMRA subsets
(37). In contrast, the expression of TCF1 and TOX remains to be
investigated in the decidua. So far, our analysis of single cell
sequencing data showed that TOX is scarcely expressed in the
EM and TRM clusters (Figure 2 and Supplementary Figure 2).
This expression did not coincide with the one of PD1 or Tim3
questioning the suitability of using these markers to define
exhaustion (Supplementary Figure 2).

Taken together, difficulties in the identification and
differentiation of exhausted and dysfunctional T cells have
limited the progress in this field of research. The detection of
exhausted cells by the expression of inhibitory markers may be
misleading as various functional and competent CD8+ T cells,
including effectors and regulatory cells, or dysfunctional cells
express comparable sets of inhibitory molecules.

Senescence and Deletional Tolerance
Senescence refers to a state in which highly differentiated CD8+
T cells have reached the end of their proliferative potential after
repeated TCR stimulation but maintain their effector function
(58, 59). Hence, senescence is more prevalent in advanced
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differentiation subsets, such as in EM3 cells (60), and generally
correlates with cellular aging, partly due to reduced telomere
length (59). Senescent CD8+ T cells are present in the human
decidua, as identified by their positivity for CD57 and KLRG1
(37, 58). Because the presence of the CD57 epitope cannot be
detected in transcriptome analysis, we could not verify these
results in the transcriptome dataset. At last, CD8+ T cells can
undergo deletional tolerance that removes the antigen specific
expanded CD8+ T cell clones and favors the termination of the
immune response (61). In mice, deletional tolerance takes place
at the uterus-draining lymph nodes (50), thereby restraining
antigen-specific responses at the feto-maternal interface.
Therefore, both senescence and deletional tolerance appear as
mechanisms at play in the pregnant uterus. However, their
relative contribution to sustaining immune tolerance towards
the fetus e.g. by limiting extensive proliferation of decidual CD8+
T cells specific for fetal antigens due to senescence or by reducing
them by deletion during and after pregnancy (59) requires
further investigations.
REGULATORY/SUPPRESSIVE
CD8+ T CELLS

Decades before the discovery of the CD4+ Treg cells, CD8+ T
cells embarked as the first T cell subset with a suppressive
potential (62). However, difficulty in confidently distinguishing
them phenotypically from other CD8+T cell subsets halted the
progress of this research topic while research on CD4+ Treg cells
bloomed following the identification of the transcription factor
Foxp3 (63). In recent years, findings on suppressive CD8+ T
cells, also called CD8+ Treg cells have underscored their
importance in biological contexts such as in tumor tolerance,
organ transplantation, autoimmune diseases in mice and
humans (64–70). Yet, due to the overlapping characteristics
with other effectors, memory and exhausted T cells
populations, there is no general consensus about markers to
unambiguously identify CD8+Treg cells (Figure 2). To date,
CD8+ Treg cells have been identified based on the expression of
FOXP3, the CD8aa receptor, the absence of CD28, and the
specificity for hemoxygenase (HMOX)-1 derived peptides in
humans (64, 71–75) as well as by CD122 positivity and
restriction to Qa1 in mice. Inhibitory molecules, such as PD1,
Tim3, CTLA4, Ly49, Lag3 and Tigit have also served to identify
CD8+ Treg cells (63, 64). The expression of such inhibitory
receptors was also described in CD8+HLA-DR+ cells with
regulatory properties, whose enhanced positivity for IFNy and
TNFa and degranulation ability appear related to induction of
tolerance rather than exhaustion (76). Under the influence of
environmental cues and of the particular immune phenomenon,
diverse regulatory pathways were described for CD8+ Treg
subsets (67) including suppression of proliferation of cytotoxic/
autoreactive T cells, e.g. by triggering apoptosis of target cells,
and by inhibition of their secretion of inflammatory cytokines.
These actions may be mediated via cell-cell contact, suppression
of costimulatory molecules in dendritic cells, Fas/FasL pathway,
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secretion of inflammatory (perforin 1, granzyme B (GrzB), IFNy)
and/or immunosuppressive molecules (IL-10, TGFb) (71). Due
to the heterogeneity of the findings available, the great
phenotypical and functional overlap of CD8+ Treg cells and
conventional subsets (Figure 2) their classification and
nomenclature as “regulatory” has been brought into question
(71). However, the immune regulatory properties of CD8+ T
cells in important biological phenomena cannot be denied.

To date, studies on decidual CD8+ T regulatory cells, as such,
are scarce. In humans, the regulatory subsets CD8+HLA-DR
+CD8+ T cells (76) and CD8+CD28- T cells (77–79) were
enriched in decidua, compared to peripheral blood.
Additionally, decidual CD8+ T cells expressing inhibitory
receptors have been referred to as having a regulatory function
in the decidua in mice and humans (39, 80) colliding with those
studies that defined exhausted cells by the expression of the same
inhibitory markers (e.g. PD1+ Tim3). In mouse pregnancy, a
regulatory function for CD8+CD122+ T cells was evident as their
adoptive transfer prevented inflammation-induced intrauterine
growth restriction (IUGR) restoring placenta and fetal
growth (72).

Taken together, the possibility of distinguishing CD8+ Treg
from exhausted cells and other subsets is urgently needed for
unifying the scientific community and the progress of the field of
CD8+ T cell biology. Coupling an in-depth analysis of markers
with functional assessment of candidate subpopulations may
serve to dissect unambiguously the potential functional states
and suppressive capabilities (25).
CD8+ T CELL FUNCTION IN PREGNANCY

Immune Tolerance and Homeostasis
Besides providing immunity towards pathogens invading this
mucosal area, decidual CD8+ T cells execute tailored responses
to the dynamic changes of the pregnant uterus (42). Intriguingly,
CD8+ T cells are pivotal for immune tolerance and pregnancy
success, as both a deregulation of CD8+ T cell recruitment and
differentiation as well as their depletion in pregnancy can
hamper immunotolerance and the success of pregnancy (72,
81–83). Hence, the frequency, differentiation, enrichment of
markers for exhausted/regulatory function and particular
cytokine secretion profile, allude to a tight regulation of the
CD8+ T cell compartment at the intrauterine niche as a pivotal
mechanism of immune homeostasis and tolerance towards the
fetus, which are tilted in pathological contexts. In preeclampsia
(35, 84), miscarriage (39, 80, 85) and intrauterine growth
restriction (IUGR) (84, 86) increased CD8+ T cell counts have
been observed at the feto-maternal interface. Additionally, in
inflammatory conditions, such as miscarriage and preterm labor,
the differentiation of decidual CD8+ T cells shifts towards a
relative expansion of TRM in cases of miscarriages, as well as
enhanced EM and EMRA in pregnancies undergoing preterm
labor (Table 1) with detriment of CM subsets that appear
reduced in both pathologies (87). The respective expansion of
TRM and EM/EMRA CD8+ T cells with potent activation
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potential may in turn contribute to the pathophysiology of
inflammation in these conditions.

Decidual CD8+ T cells express high levels of inhibitory
receptors. Although it remains still unclear whether this
reflects an exhausted state, this expression pattern can certainly
influence CD8+ T cell activation to modulate their function
(Supplementary Table 3). Concomitantly, the feto-maternal
interface provides an environment rich in the respective
ligands, pinpointing an important role for these immune
checkpoint mechanisms in the success of pregnancy
(Supplementary Table 3). In particular, PD1 in CD8+ T cells
may bind programmed death-ligand 1 (PD-L1) at the feto-
maternal interface (88) and inhibit their own T cell activation
(89), alter the duration of the contact of CD8+ T cell with APC or
target cell and enhance the proliferation of the PD1 expressing
CD8+ T cells (90). Additional inhibitory functions can be
mediated for example by blockage of antigen presentation in
the case of Lag3, or of the interaction with costimulatory
molecules in the case of CTLA4 and Tigit. The crosstalk of a
selective combination of inhibitory receptors simultaneously
expressed may further contribute to the unique function of
CD8+ T cells in pregnancy. Particularly, co-expression of PD1
might modulate the function of Tim3 in pregnancy, that upon
Gal9 binding drives to cell proliferation (39) rather than to the
well described triggering of apoptosis in other contexts (91, 92).
Such a modulation has been found in the tumor environment
where PD1 reduces the Tim3/Gal9-mediated apoptosis (91).
Also, CTLA4 synergizes with Tim3 pathways to promote anti-
inflammatory cytokine release and healthy pregnancy (85). An
additional player to consider in this context may be IFNy, that
upregulates PD-L1 expression by trophoblast cells (93) and has
also been shown to promote Gal9 expression (91).

In pregnancy complications, particular derangements within
the CD8+ T cell compartment are observed. Indeed, while
senescent CD8+ T cells are reduced in preterm labor
accompanied by placental inflammation, exhausted cells are
reduced in patients with placental inflammation at term labor
(37). Also in preeclampsia, clonally expanded PD1+CD8+ EM
are underrepresented (27), and exhausted decidual CD8+ T cells
(co-expressing inhibitory receptors) diminished in women with
recurrent miscarriage (39, 80, 94). In miscarriage, exhausted T
cells additionally further displayed a deregulated transcriptome,
secretion, and proliferation profile, which occurred together with
enhanced clonal expansion of CD8+ EM cells, suggestive of a
shift towards effector and inflammatory responses. The
importance of inhibitory molecules was demonstrated
experimentally by their blockade in mice, which resulted in
miscarriage (39, 80, 94). Such plasticity for reversion of the
exhausted state and regain of function of CD8+ T cells in
intrauterine environment may be an important mechanism of
host defense, for example in the case of intrauterine infections
(37, 88), although it ultimately results in pregnancy pathology.

Functional features of the decidual CD8+ T cell have further
been assembled by investigating their secretion profile (Table 1).
Decidual CD8+ T cells are active producers of cytokines, and high
levels of IFNy and TNFa were reported in decidual CM, EMRA,
Frontiers in Immunology | www.frontiersin.org 8
and EM CD8+ T cells (6, 25). Whilst these studies did not consider
markers for tissue residency, a recent report indicated that TRM
cells possess higher capacity than other CD8+ T cells to produce
IFNy, TNFa, IL-4 and the regulatory cytokine TGFb (34). In line
with this, the single cell transcriptome analysis pointed to the TRM
cell cluster as the one with highest IFNymRNA levels (Figure 1 and
Supplementary Figure 2). IFNy secretion by decidual NK cells (95)
and CD4+ Treg cells (96) affects uterine vasculature and stroma
gene expression, leading to vessel instability and remodeling
of decidual arteries (97) whereas TNFa may enhance apoptosis of
vascular smooth muscle cells of the spiral arteries and synthesis of
matrix metalloproteinases (MMPs) facilitating trophoblast invasion
into the spiral arteries and placentation (98). These vascular changes
are critical to ensure the increasing demands of blood flow into the
uterus and placenta through pregnancy. Although unknown, it is
plausible that decidual CD8+ T cells may also contribute to these
processes not only through the secretion of IFNy and TNFa, but
also other mediators such as IL-11, which may further favor
placentation and decidualization (25, 99). In our single cell RNA
sequencing analysis, cluster 3 highly expressed Gal3 and IL-32,
which have both been associated with pro-angiogenic functions in
tumor biology (100, 101), however whether these cells have a role in
placental vascularization can only be speculated at this point. In fact,
adoptive transfer of CD8+ CD122+ T cells into pregnant mice
suffering from placental insufficiency significantly improved
placental vascularization (72), although the intervening
mechanisms require still further elucidation.

Contrasting results have been reported with regards to the
production of cytolytic mediators as well as the degranulation
potential of decidual CD8+ T cells. This is particularly complex
when considering the CD8+ T cell differentiation states and
comparisons to peripheral blood counterparts (7, 26, 34).
Generally, accumulated data suggest that EM3, EMRA CD8+ T
cells are important producers of GrzB in the decidua (7, 25) with
more recent data pinpointing that TRM cell subset present a still
higher production of GrzB. This high cytotoxic potential is in an
agreement with the role of these cell subsets in host defense
against infections. Noteworthy, some evidence supports that in
healthy conditions cytotoxicity may be specifically reduced in
distinct decidual CD8+ T cell subsets. For example, when
compared to blood counterparts, stimulated decidual CD8+
naïve T cells presented lower GrzB (Table 1) and CD107a+
cytolytic degranulation (7, 25), and decidual EM3 and EMRA
presented drastically lower basal content of GrzB and perforin
(7). Suppression of cytolytic mediators may respond to the
induction of tolerogenic responses in the intrauterine
environment, as co-culture of TRM CD8+ T cells with
trophoblasts suppressed their GrzB expression. Importantly, in
vitro stimulation effectively upregulated the expression of
perforin 1 and GrzB in the decidual CD8+ T cells, which
degranulate in levels equal or higher than blood counterparts
(6, 25, 26). As previously said, such retention of CD8+ T cell
cytotoxic capacity might hold significant relevance for example
for host defense in the case of severe infections.

Collectively, decidual CD8+ T cells, especially the EM subset,
often display an exhausted profile and tissue specific features,
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which in homeostasis favor an intense production of cytokines
(37) rather than cytolytic programs. The contribution of CD8+ T
cell derived cytokines and other mediators to pregnancy
processes require further empirical investigation. Decidual
CD8+ T cells retain the potential for robust cytotoxicity and
their dysregulation is associated with multiple pregnancy
complications and thus, are critical for pregnancy success.

Immune Surveillance and Host Defense
Through recognition and lysis of cells carrying MHC-I receptors
bound to foreign peptides, CD8+ T cells are instrumental to
adaptive immune responses to pathogens (102). As research on
decidual CD8+ T cells have focused on their immune tolerance
to fetal antigens, their function in immune surveillance and host
defense has been dragged behind (103). Immune surveillance
involves circulation of CD8+ T cells in the blood stream and/or
lymphoid organs, trafficking into peripheral tissues as well as a
localized immune surveillance in peripheral tissues. The above
mentioned enrichment of clones specific for HCMV and EBV
viruses (38) in HLA-A and HLA-B restricted CD8+ T cells at the
feto-maternal interface support an increased capacity of decidual
CD8+ T cell to fight maternal infections, although a potential
role in placental infections is not clear. Extra villous trophoblast
cells only express HLA-C, HLA-G and HLA-E molecules (104)
and HLA-C restricted CD8+ T cells can be found in the decidua.
However, questions on potential HLA-C pathogen recognition in
the placenta overlap with the long-standing dilemma about the
absence of inflammatory responses to allogenic HLA-C
molecules in healthy conditions at the feto-maternal
interface (38).

Distinct CD8+ T cell subsets possess distinct migratory
patterns (11). Hence, the differentiation trajectories and
functional states within the decidua are likely to influence the
immune surveillance. The response of decidual CD8+ T cells to
infections have been best investigated in mouse models of
pregnancy affected by intracellular Listeria monocytogenes
(Lm), and Lymphocytic choriomeningitis virus (LCMV).
Infections with these pathogens are often associated with
serious pregnancy complications, such as miscarriage, stillbirth
or adverse effects for the baby (105, 106). The poor pregnancy
outcomes may respond to the persistent Lm or LCMV infection
of the placenta and consequent local inflammatory responses
(107). Intriguingly, in the case of Lm, rather than by pathogen
specific CD8+ T cells, significant immune damage was inflicted
by fetal specific CD8+ T cells with an inflammatory profile
accumulating at the decidua (106, 108). In turn, the clearance
of pathogens in peripheral organs may be also impaired during
pregnancy (106, 108, 109) suggesting that the interaction of
systemic and local mechanisms might also underlie the
morbidities of infection. Although in transgenic mouse models,
a limited trafficking of peripheral CD8+ T cells to the decidua,
e.g. due to epigenetic silencing of chemokine factors, was
described (51), a CXCR3 dependent recruitment to the uterus
takes place e.g. in the case of Lm infection (106, 107).
Additionally, in the context of re-infection, memory CD8+ T
cell proliferation was also observed in the female reproductive
tract (110).
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Taken together, further research on the regulation of decidual
effector responses and the activation threshold would be beneficial
to improve interventions for infections critical for pregnancies.
The observation that maternal infections affect the pregnancy
outcome by resulting in miscarriage, preterm birth, fetal
malformations or enhanced risk for pregnancy complications,
e.g. in the context of HCMV, ZIKV, and COVID19 infections
(111–114) highlights the urgent need for further research in
this field.

Immunological Memory in Pregnancy
Maternal immune cells are exposed to foreign antigens before
pregnancy: from the seminal fluid, during pregnancy: from fetal
antigens, and after pregnancy: phenomenon called microchimerism
(115). Seemingly, paternal-antigen specific CD8+ T cells are first
primed upon encounter with the seminal fluid during coitus and are
recruited into the cervix during subsequent coitus in order to
prepare the uterus for and facilitate implantation (116). Whether
these cells play a further role later in pregnancy and constitute the
expanding decidual CD8+ T cell memory populations, and to what
extent, is not known.

Immunological memory of CD8+ T cells is established upon
pregnancy as fetal specific CD8+ T cells are found in the
maternal circulation after pregnancy in mice and humans (24,
30, 117–119) and are suggested to play a beneficial role in
subsequent pregnancies. Indeed, longer duration of paternal
seminal fluid exposure reduces the risk for preeclampsia in
pregnancies with that particular paternity (120, 121) and the
same clonally expanded CD8+ EM cells were found in
subsequent pregnancy of the same paternity (27). Furthermore,
the frequency of pregnancy complications is lower in second
pregnancies compared to the first pregnancy, but only with the
same partner (120, 122–126). In addition to partner change,
pregnancy intervals over 10 years and conception methods
lacking seminal plasma priming the pregnancy (e.g. IVF) result
in a higher risk of pregnancy complications, including
preeclampsia (127, 128), miscarriage (129) preterm birth (130)
and IUGR (131). Thus, inadequate paternal antigen-specific
tolerance may be the causative factor of preeclampsia (27,
132). In mice, fetal-specific CD8+ T cells that exhibited an
activated and functionally exhausted phenotype accumulated
in mouse lymphoid tissues during pregnancy and in the
postnatal period. These CD8+ T cells acquired a memory
profile with increased expression of PD1 and Lag3 and were
hyporesponsive in a second pregnancy, supporting the existence
of a unique CD8+ population induced by pregnancy. Whether
the circulating fetal-specific CD8+ T cells are recruited to the
decidua in the second pregnancy, or whether fetal-specific CD8+
TRM cells are the primary players in the secondary response is
however not clear.
FINAL REMARKS

Rather than from a widespread suppression of the immune
responses, immune tolerance to fetal antigens results from a
fine-tuned immune regulation. CD8+ T cell differentiation and
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responses are primarily influenced by the intra-uterine
microenvironment. The local expression of regulatory ligands,
the particular cytokine milieu (9, 24, 26, 33, 34, 37, 93), and the
high levels of steroid hormones (133, 134) are critical for the
establishment of immune tolerance towards the fetus (Figure 3).
Further, the allogenic placental trophoblasts in direct contact
with maternal tissues (135) may interact with maternal CD8+ T
cells to upregulate their PD1 and Tim3 expression (39), whereas
decidual stromal cells can promote a differentiation of peripheral
CD8+CD69+ T cell into decidual TRM (34), as shown in
vitro studies.

The independent studies here reported underscore the
relevance of CD8+ T cell modulation in immune tolerance
towards the fetus. The abundance of CD8+ T cells at the
decidua together with their particular tissue-specific attributes
portraits a heterogeneous cell compartment with varied
functional features (Figure 3). Decidual CD8+ T cells in
healthy pregnancies are cytolytic to a low extent due to low
basal secretion of perforin and GrzB, despite their activated
phenotype with effector and/or memory potential. Also, the
potent secretory profile of decidual CD8+ T cell e.g. with
regards to IFNy suggests an active response to pregnancy and
a potential involvement e.g. in vascular processes in the decidua.
These profiles along with the enriched expression of co-
inhibitory molecules in highly differentiated cell subsets,
mainly EM and TRM, appear as general features of decidual
CD8+ T cells. Clearly, not only the trajectory but the functional
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states of decidual CD8+ T cells are tightly modulated in the
intrauterine compartment, which may account as local
mechanisms of tolerance towards the allogenic trophoblast. It
is argued that the decidual CD8+ T cell compartment include
dysfunctional, exhausted or regulatory T cells, however, a
definitive characterization remains still missing. With recent
advances in transcriptome analysis of single cells and in CD8+
T cell biology, overlaps of what previously was commonly
accepted cellular trajectories are coming to light. This
diversification is likely due to the small number of markers
that can be simultaneously detected in different biological
settings, such as different stages of pregnancy and pathologies,
resulting in arbitrary new findings or markers and cytokines, not
completely grasping the whole picture. The publicly available
single cell RNA sequencing datasets on decidual immune cells
include insufficient CD8+ T cells for an in-depth analysis (15).
Therefore, single cell RNA sequencing tailored to CD8+ T cells,
e.g. by improving cell isolation methods, including higher
amounts of cells, antibody tags to identify relevant
carbohydrate epitopes (CD45RA, CD57) may overcome
current limitations for a better comparison to existing flow
cytometry data.

Unifying their characterization and shedding light on CD8+ T cells
mechanisms of pregnancy success and which components of these
processes are at fault in pregnancy failure or complications, will allow to
introduce new tools into current prevention strategies for pathologies
such as IUGR, preeclampsia, miscarriage and preterm birth.
FIGURE 3 | A schematic overview of CD8+ T cells at the feto-maternal interface. CD8+ T cells may migrate from blood (top, left), and whether they differentiate
previously or subsequently to seeding in the decidual microenvironment remains unclear (dashed lines). Naive and memory CD8+ T cell populations have been
detected in human decidua, whereas information about effector subsets is missing, indicated by a question mark. Among memory populations, TRM, EM, EMRA and
CM were reported, and TPM or SCM subsets have not yet been studied. Particular features of decidual memory CD8+ T cells include unique cytokine secretion
profile, elevated expression of inhibitory receptors, low basal cytotoxicity and the enrichment in clones specific for fetal antigens and viruses. Ligands for inhibitory
receptors are expressed both in the decidua stroma (orange) and placenta (pink). EVT, extravillous trophoblasts.
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103. Crespo ÂC, Van Der Zwan A, Ramalho-santos J, Strominger JL, Tilburgs T.
Cytotoxic Potential of Decidual NK Cells and CD8+ T Cells Awakened by
Infections. J Reprod Immunol (2017) 119:85–90. doi: 10.1016/j.jri.2016.
08.001.Cytotoxic

104. Jiang S, Vacchio MS. Cutting Edge : Multiple Mechanisms of Peripheral.
J Immunol (1998) 160:3086–39.

105. Delaine M, Weingertner AS, Nougairede A, Lepiller Q, Fafi-Kremer S, Favre
R, et al. Microcephaly Caused by Lymphocytic Choriomeningitis Virus.
Emerg Infect Dis (2017) 23:1548–50. doi: 10.3201/eid2309.170775

106. Chaturvedi V, Ertelt JM, Jiang TT, Kinder JM, Xin L, Owens KJ, et al. CXCR3
Blockade Protects Against Listeria Monocytogenes Infection – Induced
Fetal Wastage. J Clin Invest (2015) 125:1713–25. doi: 10.1172/JCI78578.
Introduction

107. Constantin CM, Masopust D, Gourley T, Grayson J, Strickland OL, Ahmed
R, et al. Normal Establishment of Virus-Specific Memory CD8 T Cell Pool
November 2021 | Volume 12 | Article 765730

https://doi.org/10.1210/en.2007-0300
https://doi.org/10.1002/eji.202048614
https://doi.org/10.1002/eji.202048614
https://doi.org/10.1172/JCI68140
https://doi.org/10.1172/JCI38739
https://doi.org/10.1097/QAD.0000000000001390
https://doi.org/10.1016/j.jri.2009.02.004
https://doi.org/10.1016/j.jri.2009.02.004
https://doi.org/10.1016/j.jri.2016.04.009
https://doi.org/10.1016/j.jri.2016.04.009
https://doi.org/10.1016/j.humimm.2008.12.006
https://doi.org/10.1111/aji.12094
https://doi.org/10.1095/biolreprod55.5.1017
https://doi.org/10.1262/jrd.2016-177
https://doi.org/10.4049/jimmunol.172.10.5893
https://doi.org/10.4049/jimmunol.172.10.5893
https://doi.org/10.1006/cimm.1996.0197
https://doi.org/10.1016/0008-8749(89)90294-3
https://doi.org/10.1016/0008-8749(89)90294-3
https://doi.org/10.1113/JP279532
https://doi.org/10.1113/JP279532
https://doi.org/10.1038/s41419-019-1642-x
https://doi.org/10.3389/fendo.2019.00160
https://doi.org/10.4049/jimmunol.1801350.Effector
https://doi.org/10.1189/jlb.1a0316-135r
https://doi.org/10.1189/jlb.1a0316-135r
https://doi.org/10.1186/s12943-018-0928-4
https://doi.org/10.1038/nrc3239
https://doi.org/10.1038/s41467-021-21099-2
https://doi.org/10.1038/s41467-021-21099-2
https://doi.org/10.1371/journal.ppat.1000882
https://doi.org/10.1371/journal.ppat.1000882
https://doi.org/10.1097/PGP.0000000000000305
https://doi.org/10.1038/s41419-019-1642-x
https://doi.org/10.1530/REP-14-0271
https://doi.org/10.1530/REP-14-0271
https://doi.org/10.1073/pnas.1611944114
https://doi.org/10.1084/jem.192.2.259
https://doi.org/10.3109/14767058.2016.1156668
https://doi.org/10.3109/14767058.2016.1156668
https://doi.org/10.1210/en.2007-0517
https://doi.org/10.3892/ol.2018.8649
https://doi.org/10.3892/ol.2018.8649
https://doi.org/10.1080/2162402X.2018.1434467
https://doi.org/10.1080/2162402X.2018.1434467
https://doi.org/10.1016/j.immuni.2011.07.010
https://doi.org/10.1016/j.jri.2016.08.001.Cytotoxic
https://doi.org/10.1016/j.jri.2016.08.001.Cytotoxic
https://doi.org/10.3201/eid2309.170775
https://doi.org/10.1172/JCI78578.Introduction
https://doi.org/10.1172/JCI78578.Introduction
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles


Hardardottir et al. CD8+ T Cells in Decidua
Following Primary Infection During Pregnancy. J Immunol (2007)
179:4383–9. doi: 10.4049/jimmunol.179.7.4383

108. Clark DR, Chaturvedi V, Kinder JM, Jiang TT, Xin L, Ertelt JM. Perinatal
Listeria Monocytogenes Susceptibility Despite Preconceptual Priming and
Maintenance of Pathogen-Specific CD8 1 T Cells During Pregnancy. Cell
Mol Immunol (2014) 11:595–605. doi: 10.1038/cmi.2014.84

109. Engels G, Hierweger AM, Hoffmann J, Thieme R, Thiele S, Bertram S, et al.
Pregnancy-Related Immune Adaptation Promotes the Emergence of Highly
Virulent H1N1 Influenza Virus Strains in Allogenically Pregnant Mice. Cell
Host Microbe (2017) 21:321–33. doi: 10.1016/j.chom.2017.02.020

110. Beura LK, Wijeyesinghe S, Thompson EA, Macchietto MG, Rosato PC,
Pierson MJ, et al. T Cells in Non-Lymphoid Tissues Give Rise to Lymph
Node Resident Memory T Cells. Immunity (2018) 48:327–38. doi: 10.1016/
j.immuni.2018.021.015.T

111. Badr D, Picone O, Bevilacqua E, Carlin A, Meli F, Sibiude J, et al. Severe
Acute Respiratory Syndrome Coronavirus 2 and Pregnancy Outcomes
According to Gestational Age at Time of Infection. Emerg Infect Dis
(2021) 27:2535–43. doi: 10.3201/EID2710.211394

112. Kazemi S, Hajikhani B, Didar H, Hosseini S, Haddadi S, Khalili F, et al.
COVID-19 and Cause of Pregnancy Loss During the Pandemic: A
Systematic Review. PloS One (2021) 16:e0255994. doi: 10.1371/
JOURNAL.PONE.0255994

113. Auriti C, De Rose D, Santisi A, Martini L, Piersigilli F, Bersani I, et al.
Pregnancy and Viral Infections: Mechanisms of Fetal Damage, Diagnosis
and Prevention of Neonatal Adverse Outcomes From Cytomegalovirus to
SARS-CoV-2 and Zika Virus. Biochim Biophys Acta Mol basis Dis (2021)
1867:166198. doi: 10.1016/J.BBADIS.2021.166198

114. Regla-Nava JA, Elong Ngono A, Viramontes KM, Huynh AT, Wang YT,
Nguyen AVT, et al. Cross-Reactive Dengue Virus-Specific CD8+ T Cells
Protect Against Zika Virus During Pregnancy. Nat Commun (2018) 9:1–14.
doi: 10.1038/s41467-018-05458-0

115. Stelzer I, Thiele K, Solano M. Maternal Microchimerism: Lessons Learned
From Murine Models, Journal of Reproductive Immunology, Volume 108,
2015, Pages 12-25. J Reprod Immunol (2015) 108:12–256. doi: 10.1016/
j.jri.2014.12.007

116. Sharkey DJ, Tremellen KP, Jasper MJ, Gemzell-Danielsson K, Robertson SA.
Seminal Fluid Induces Leukocyte Recruitment and Cytokine and Chemokine
mRNA Expression in the Human Cervix After Coitus. J Immunol (2012)
188:2445–54. doi: 10.4049/jimmunol.1102736

117. Lissauer D, Piper K, Goodyear O, Mark D, Moss PAH, Moss PAH. Fetal-
Specific CD8+ Cytotoxic T Cell Responses Develop During Normal Human
Pregnancy and Exhibit Broad Functional Capacity. J Immunol (2012) 189
(2):1072–80. doi: 10.4049/jimmunol.1200544

118. Piper KP, McLarnon A, Arrazi J, Horlock C, Ainsworth J, Kilby MD, et al.
Functional HY-Specific CD8+ T Cells are Found in a High Proportion of
Women Following Pregnancy With a Male Fetus. Biol Reprod (2007) 76:96–
101. doi: 10.1095/biolreprod.106.055426

119. Verdijk RM, Kloosterman A, Pool J, Van De Keur M, Naipal AMIH, Van
Halteren AGS, et al. Pregnancy Induces Minor Histocompatibility Antigen-
Specific Cytotoxic T Cells: Implications for Stem Cell Transplantation and
Immunotherapy. Blood (2004) 103:1961–4. doi: 10.1182/blood-2003-05-1625

120. Robillard PY, Hulsey TC, Alexander GR, Keenan A, de Caunes F, Papiernik
E. Paternity Patterns and Risk of Preeclampsia in the Last Pregnancy in
Multiparae. J Reprod Immunol (1993) 24:1–12. doi: 10.1016/0165-0378(93)
90032-D

121. Saftlas AF, Rubenstein L, Prater K, Harland KK, Field E, Triche EW.
Cumulative Exposure to Paternal Seminal Fluid Prior to Conception and
Subsequent Risk of Preeclampsia. J Reprod Immunol (2014) 101–102:104–10.
doi: 10.1016/j.jri.2013.07.006

122. Eskenazi B, Fenster L, Sidney S. A Multivariate Analysis of Risk Factors for
Preeclampsia. JAMA J Am Med Assoc (1991) 266:237–41. doi: 10.1001/
jama.1991.03470020063033
Frontiers in Immunology | www.frontiersin.org 14
123. Hernández-Dıáz S, Toh S, Cnattingius S. Risk of Pre-Eclampsia in First and
Subsequent Pregnancies: Prospective Cohort Study. BMJ (2009) 339:34.
doi: 10.1136/bmj.b2255

124. Feeney JG, Scott JS. Pre-Eclampsia and Changed Paternity. Eur J Obstet
Gynecol Reprod Biol (1980) 11:35–8. doi: 10.1016/0028-2243(80)90051-9

125. Li DK, Wi S. Changing Paternity and the Risk of Preeclampsia/Eclampsia in
the Subsequent Pregnancy. Am J Epidemiol (2000) 151:57–62. doi: 10.1093/
oxfordjournals.aje.a010122

126. Tubbergen P, Lachmeijer AMA, Althuisius SM, Vlak MEJ, Van Geijn HP,
Dekker GA. Change in Paternity: A Risk Factor for Preeclampsia in
Multiparous Women? J Reprod Immunol (1999) 45:81–8. doi: 10.1016/
S0165-0378(99)00040-6

127. Skjærven R, Wilcox A, Lie R. The Interval Between Pregnancies and the Risk
of Preeclampsia. N Engl J Med (2003) 346:33–8. doi: 10.1097/00132586-
200306000-00027

128. Nederlof I, Meuleman T, van der Hoorn MLP, Claas FHJ, Eikmans M. The
Seed to Success: The Role of Seminal Plasma in Pregnancy. J Reprod
Immunol (2017) 123:24–8. doi: 10.1016/j.jri.2017.08.008

129. Bilibio JP, Gama TB, Nascimento ICM, Meireles AJC, de Aguiar ASC, do
Nascimento FC, et al. Causes of Recurrent Miscarriage After Spontaneous
Pregnancy and After In Vitro fertilization Am J Reprod Immunol (2020) 83:
e13226. doi: 10.1111/aji.13226

130. Cavoretto P, Candiani M, Giorgione V, Inversetti A, Abu-Saba MM, Tiberio
F, et al. Risk of Spontaneous Preterm Birth in Singleton Pregnancies
Conceived After IVF/ICSI Treatment: Meta-Analysis of Cohort Studies.
Ultrasound Obstet Gynecol Off J Int Soc Ultrasound Obstet Gynecol (2018)
51:43–53. doi: 10.1002/uog.18930

131. Johnson KM, Hacker MR, Thornton K, Young BC, Modest AM. Association
Between In Vitro Fertilization and Ischemic Placental Disease by Gestational
Age. Fertil Steril (2020) 114:579–86. doi: 10.1016/j.fertnstert.2020.04.029

132. Salha O, Sharma V, Dada T, Nugent D, Rutherford A, Tomlinson A, et al.
The Influence of Donated Gametes on the Incidence of Hypertensive
Disorders of Pregnancy. Hum Reprod (1999) 14:2268–73. doi: 10.1093/
humrep/14.9.2268

133. Lissauer D, Eldershaw SA, Inman CF, Coomarasamy A, Moss PAH, Kilby
MD. Progesterone Promotes Maternal-Fetal Tolerance by Reducing Human
Maternal T-Cell Polyfunctionality and Inducing a Specific Cytokine Profile.
Eur J Immunol (2015) 45:2858–72. doi: 10.1002/eji.201445404

134. Cain D, Cidlowski J. Immune Regulation by Glucocorticoids. Nat Rev
Immunol. Nat Rev Immunol (2017) 17:233–47. doi: 10.1038/nri.2017.1

135. Madeja Z, Yadi H, Apps R, Boulenouar S, Roper SJ, Gardner L, et al. Paternal
MHC Expression onMouse Trophoblast Affects Uterine Vascularization and
Fetal Growth. Proc Natl Acad Sci USA (2011) 108:4012–7. doi: 10.1073/
pnas.1005342108

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated organizations, or those of
the publisher, the editors and the reviewers. Any product that may be evaluated in
this article, or claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

Copyright © 2021 Hardardottir, Bazzano, Glau, Gattinoni, Köninger, Tolosa and
Solano. This is an open-access article distributed under the terms of the Creative
Commons Attribution License (CC BY). The use, distribution or reproduction in other
forums is permitted, provided the original author(s) and the copyright owner(s) are
credited and that the original publication in this journal is cited, in accordance with
accepted academic practice. No use, distribution or reproduction is permitted which
does not comply with these terms.
November 2021 | Volume 12 | Article 765730

https://doi.org/10.4049/jimmunol.179.7.4383
https://doi.org/10.1038/cmi.2014.84
https://doi.org/10.1016/j.chom.2017.02.020
https://doi.org/10.1016/j.immuni.2018.021.015.T
https://doi.org/10.1016/j.immuni.2018.021.015.T
https://doi.org/10.3201/EID2710.211394
https://doi.org/10.1371/JOURNAL.PONE.0255994
https://doi.org/10.1371/JOURNAL.PONE.0255994
https://doi.org/10.1016/J.BBADIS.2021.166198
https://doi.org/10.1038/s41467-018-05458-0
https://doi.org/10.1016/j.jri.2014.12.007
https://doi.org/10.1016/j.jri.2014.12.007
https://doi.org/10.4049/jimmunol.1102736
https://doi.org/10.4049/jimmunol.1200544
https://doi.org/10.1095/biolreprod.106.055426
https://doi.org/10.1182/blood-2003-05-1625
https://doi.org/10.1016/0165-0378(93)90032-D
https://doi.org/10.1016/0165-0378(93)90032-D
https://doi.org/10.1016/j.jri.2013.07.006
https://doi.org/10.1001/jama.1991.03470020063033
https://doi.org/10.1001/jama.1991.03470020063033
https://doi.org/10.1136/bmj.b2255
https://doi.org/10.1016/0028-2243(80)90051-9
https://doi.org/10.1093/oxfordjournals.aje.a010122
https://doi.org/10.1093/oxfordjournals.aje.a010122
https://doi.org/10.1016/S0165-0378(99)00040-6
https://doi.org/10.1016/S0165-0378(99)00040-6
https://doi.org/10.1097/00132586-200306000-00027
https://doi.org/10.1097/00132586-200306000-00027
https://doi.org/10.1016/j.jri.2017.08.008
https://doi.org/10.1111/aji.13226
https://doi.org/10.1002/uog.18930
https://doi.org/10.1016/j.fertnstert.2020.04.029
https://doi.org/10.1093/humrep/14.9.2268
https://doi.org/10.1093/humrep/14.9.2268
https://doi.org/10.1002/eji.201445404
https://doi.org/10.1038/nri.2017.1
https://doi.org/10.1073/pnas.1005342108
https://doi.org/10.1073/pnas.1005342108
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/immunology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/immunology#articles

	The New Old CD8+ T Cells in the Immune Paradox of Pregnancy
	Introduction
	CD8+ T Cell Subsets and Differentiation Trajectories in Decidua
	Antigen Specificity of Decidual CD8+ T Cells
	Cellular Functional/Responsive States
	Quiescence, Ignorance and Anergy
	Exhaustion and Dysfunction
	Senescence and Deletional Tolerance

	Regulatory/Suppressive CD8+ T Cells
	CD8+ T Cell Function in Pregnancy
	Immune Tolerance and Homeostasis
	Immune Surveillance and Host Defense
	Immunological Memory in Pregnancy

	Final Remarks
	Author Contributions
	Funding
	Acknowledgments
	Supplementary Material
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages false
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU (T&F settings for black and white printer PDFs 20081208)
  >>
  /ExportLayers /ExportVisibleLayers
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks true
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


