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An Erratum on 


The Gut Microbiome in Myalgic Encephalomyelitis (ME)/Chronic Fatigue Syndrome (CFS)
 By König RS, Albrich WC, Kahlert CR, Bahr LS, Löber U, Vernazza P, Scheibenbogen C and Forslund SK (2022). Front. Immunol. 12:628741. doi: 10.3389/fimmu.2021.628741


Due to a production error, there was a mistake in Table 1 as published. During the final editing of the table, a formatting error occurred. The publisher apologizes for this mistake.


Table 1 | Overview of Results with the theories of possible pathomechanisms concerning the microbiome in ME/CFS.




The original version of this article has been updated.
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