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A Corrigendum on: 


Distinct Age-Related Epigenetic Signatures in CD4 and CD8 T Cells
 By Hu B, Jadhav RR, Gustafson CE, Le Saux S, Ye Z, Li X, Tian L, Weyand CM and Goronzy JJ (2020). Front. Immunol. 11:585168. doi: 10.3389/fimmu.2020.585168


In the original article, there was an error. The wrong accession number was given for the data deposited in the NCBI SRA repository. A correction has been made to the Data Availability Statement:

“ATAC-seq data for CD4 T cell subsets have been deposited in SRA with BioProject accession code PRJNA478249. ATAC-seq data for CD8 T cell subsets and RNA-seq data for NRF1 WT and knockdown T cells are available in the Database of Genotypes and Phenotypes, with accession code phs001187.v1.p1, RNA-seq data of CD4 and CD8 T cells subsets used in this study are deposited in SRA with accession code PRJNA638216.”

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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