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A Corrigendum on


Dual Host and Pathogen RNA-Seq Analysis Unravels Chicken Genes Potentially Involved in Resistance to Highly Pathogenic Avian Influenza Virus Infection
 By Perlas A, Argilaguet J, Bertran K, Sánchez-González R, Nofrarías M, Valle R, Ramis A, Cortey M and Majó N (2021) Front. Immunol. 12:800188. doi: 10.3389/fimmu.2021.800188


In the original article, we neglected to include the funder Spanish Ministerio de Ciencia e Innovación, by the coordinated project PID2020-114060RR-C33-INFLUOMA, entitled “Unravelling the molecular mechanisms of avian influenza virus infection outcome in the avian host by using a multi-omics approach” to authors Natàlia Majó and Antonio Ramis.



The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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