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Background: Extra-adrenal glucocorticoid (GC) synthesis at epithelial barriers,

such as skin and intestine, has been shown to be important in the local regulation

of inflammation. However, the role of local GC synthesis in the lung is less well

studied. Based on previous studies and the uncontentious efficacy of

corticosteroid therapy in asthma patients, we here investigated the role of 11b-
hydroxysteroid dehydrogenase 1 (11b-HSD1/Hsd11b1)-dependent local GC

reactivation in the regulation of allergic airway inflammation.

Methods: Airway inflammation in Hsd11b1-deficient and C57BL/6 wild type mice

was analyzed after injection of lipopolysaccharide (LPS) and anti-CD3 antibody,

and in acute and chronic models of airway hypersensitivity induced by house

dust mite (HDM) extract. The role of 11b-HSD1 in normal and inflammatory

conditions was assessed by high dimensional flow cytometry, histological

staining, RT-qPCR analysis, ex vivo tissue cultures, GC-bioassays and protein

detection by ELISA and immunoblotting.

Results:Here we show that lung tissue fromHsd11b1-deficient mice synthesized

significantly less GC ex vivo compared with wild type animals in response to

immune cell stimulation. We further observed a drastically aggravated phenotype

in Hsd11b1-deficient mice treated with HDM extract compared to wild type

animals. Besides eosinophilic infiltration, Hsd11b1-deficient mice exhibited

aggravated neutrophilic infiltration caused by a strong Th17-type immune

response.

Conclusion: We propose an important role of 11b-HSD1 and local GC in

regulating Th17-type rather than Th2-type immune responses in HDM-

induced airway hypersensitivity in mice by potentially controlling Toll-like

receptor 4 (TLR4) signaling and cytokine/chemokine secretion by airway

epithelial cells.
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1 Introduction

The mammalian lung epithelium and associated immune

system represent an important microenvironment that controls at

the same time tolerance and protection from inhaled substances or

pathogens. Various mechanisms have evolved to maintain tissue

homeostasis by balancing or resolving inflammation to ensure

continuous and efficient oxygen exchange (1, 2). Dysregulation

can lead to harmful pathologies, such as allergic asthma, which is a

major burden for affected individuals and public health (3, 4).

Despite serious side-effects, the efficacy of corticosteroid therapy is

widely accepted and frequently applied to patients with allergic lung

diseases (5, 6). The regulatory contribution of endogenous

glucocorticoids (GC) to these diseases is, however, largely

unknown. The adrenal glands are the main source of endogenous

GC and synthesize active cortisol (humans) or corticosterone

(rodents) de novo from cholesterol. While adrenal-derived GC are

distributed throughout the body via the circulation, different extra-

adrenal organs have been found to be capable of producing active

GC locally, including the lungs (7, 8).While extra-adrenal GC

synthesis in other epithelial barriers, especially skin and intestine,

have been shown to significantly contribute to the maintenance of

local immune homeostasis, tissue integrity, and thus organ

functionality, the situation in the lung is poorly understood (9–

15). We have previously shown that extra-adrenal lung GC

synthesis is induced during acute systemic inflammation in mice,

l ikely depending on the react ivat ion of inact ive 11-

dehydrocorticosterone (11-Dhc) to active corticosterone by 11b-
hydroxysteroid dehydrogenase 1 (11b-HSD1) (16). However, the

actual role of 11b-HSD1-mediated GC synthesis in immune

regulation, especially during allergic airway inflammation remains

unclear. We addressed this question with an in vivo Hsd11b1

knockout model. We analyzed lung GC synthesis in wild type

and knockout mice under steady state conditions, as well as upon

induction of strong acute systemic inflammation. Finally,

employing models of acute and chronic house dust mite (HDM)-

induced airway hypersensitivity we investigated the impact of lung

GC synthesis on Th1-, Th2- and Th17-types of immune responses,

and associated immune cell infiltration.
2 Materials and methods

2.1 Mice

Wild type C57BL/6 and Hsd11b1-deficient (Hsd11b1-/-) mice

were housed in specific pathogen-free (SPF) conditions in

individually ventilated cages in the same room at the animal

facility of the University of Konstanz. The generation of the

Hsd11b1-/- mice has been reported previously (17). Mice (male

and female) from the same breeding stocks were used in

experiments between 8-12 weeks of age. All experiments were

conducted in accordance with the animal experimentation

regulations of Germany and were approved by the Review Board

of the Regional Council Freiburg i.B.
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2.2 Cell culture

HEK293T cells were cultured in Dulbecco’s Modified Eagle

Medium (DMEM) containing 5% steroid-free fetal bovine serum

(FBS), 50 µg/ml gentamycin and 2,5 mM L-glutamine. E10 cells

(murine alveolar epithelial type I cell line) were cultured in DMEM-

F12 containing 10% FBS, 50 µg/ml gentamycin and 2,5 mM L-

glutamine at 37°C, 5% CO2. E10 cells were pre-treated for 1 h with

buffer control or 1 µM corticosterone, and subsequently treated

with 1 µg/ml lipopolysaccharide (LPS) (S. minnesota, Sigma, St.

Louis, USA) or 10 ng/ml house dust mite (HDM) (Endotoxin: 1,61

EU/µg protein, Citeq Biologics, Groningen, Netherlands) extract.

Supernatant and cells were harvested at indicated time points.
2.3 Lipopolysaccharide and anti-CD3
antibody challenge

C57BL/6 and Hsd11b1-/- mice were intraperitoneally (i.p.)

injected with either 100 µl of phosphate buffered saline (PBS)

(Sigma-Aldrich, St. Louis, USA), 100 µg LPS or 20 µg anti-CD3e
antibody (clone 145-2C11) in PBS. After 3 h, serum and lungs were

collected and analyzed.
2.4 House dust mite sensitization
and challenge

C57BL/6 and Hsd11b1-/- mice were anesthetized with isoflurane

and sensitized intranasally (i.n.) for 5 days with 100 µg (acute) or 5

days/week for 3 weeks with 25 µg (chronic) HDM extract in 50 µl

PBS (25 µl/nostril). Control mice were treated with PBS. Mice were

challenged with a single dose HDM extract 7 days after the last

sensitization (acute) or for 5 continuous days (chronic). Mice were

analyzed 24 h after the final challenge.
2.5 Bronchoalveolar lavage

Euthanized mice were lavaged three time with 700 µl PBS by

intratracheal flexible cannula (20G, DRIFTON, Hvidovre,

Denmark). Cells were spun on glass slides or stained for flow

cytometry. Protease inhibitor (Roche, Basel, Switzerland) was

added to the fluid (BALF) for storage.
2.6 Murine lung ex vivo culture

Lungs were cut into pieces and 200 mg were cultured in

sfDMEM (5% steroid-free FBS, 50 µg/ml gentamycin, 2,5 mM L-

glutamine) with or without 200 µg/ml metyrapone (MET) or 100

µM 11-dehydrocorticosterone (VWR, Radnor, USA), for 6 h (37°C,

5% CO2). For LPS, anti-CD3e antibody and HDM experiments,

lungs were perfused, superior lung lobes were cut and 10 mg tissue

was cultured as described before. Corticosterone levels measured in
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MET-treated samples were subtracted to exclude contamination by

serum-derived GC.
2.7 Luciferase-based glucocorticoid
bioassay

Corticosterone levels in serum and ex vivo lung cultures was

determined by a previously published GR-based luciferase reporter

assay (16). In short, HEK293T cells were transfected with a

glucocorticoid response element (GRE)-containing luciferase

reporter construct (GRE2tk-LUC), a GR-expression plasmid

(SVGR1) and a b-galactosidase-expression plasmid for

normalization, before exposure to serum or ex vivo culture

supernatant. Luciferase activity was determined after overnight

incubation. GC concentrations were calculated using a

corticosterone standard curve.
2.8 High dimensional flow cytometry and
computational analysis

Left lung lobes were digested and single cell suspensions were

obtained as previously described (18). Cells were stained with

different antibody panels (Table S2) as follows: cells were washed

twice with PBS and incubated with a fixable viability dye (Table S2)

for 30 min at 4°C. Afterwards, cells were washed twice with staining

buffer (5% BSA, 2 mM EDTA, 2 mM NaN3 in PBS) and incubated

in blocking buffer (TruStain FcX™ Plus antibody (BioLegend, San

Diego, CA, USA) in staining buffer) for 30 min at 4°C. Cells were

then incubated with the respective antibodies in staining buffer for

30 min at 4°C, followed by two washing steps with staining buffer.

For cytokine analysis, cells were stimulated with phorbol myristate

acetate (PMA, 20 ng/ml), Ionomycin (1 µg/ml) and Brefeldin A (5

µg/ml) for 6 h prior to antibody staining. For intracellular staining,

cells were fixed and permeabilized with Transcription Factor

Staining Buffer Set (eBioscience, San Diego, USA) for 30 min.

Samples were analyzed on a LS Fortessa (Becton Dickinson (BD),

Franklin Lakes, USA). Compensation, cleaning and pre-gating for

single cell, live, CD45+ populations was performed in FlowJo

(v10.8.1). Data was exported and analyzed using an adapted R

script based on Nowicka et al., 2017, Brummelman et al., 2019 and

Ingelfinger et al., 2021 (19–21). FCS data were transformed (inverse

hyperbolic arcsinh function) and downsampled to 2500 cells/FCS

file for normalization. Combined data were applied to Uniform

Manifold Approximation and Projection (UMAP) analysis (umap

package v0.2.8.0) and applied to unsupervised FlowSOM clustering

(FlowSOM package v2.0.0 and ConsensusClusterPlus v1.56.0). 25 to

30 clusters were, based on their marker expression, manually

annotated to different myeloid und lymphoid immune cell

subsets. Frequencies and total cell numbers were calculated,

exported and plotted in GraphPad Prism (v.8.0; La Jolla, USA).
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2.9 RT-qPCR

RNA isolation was performed with RNAsolv (Omega Bio-tek,

Norcross, USA) or SVtotal RNA Isolation System (PROMEGA,

Madison, USA) according to the manufacturer’s protocols.

SYBRGreen-based RT-qPCR was performed with StepOnePlus

Real-Time PCR system/QuantStudio™ 3 System (Applied

Biosystems, Waltham, USA) (Primers: Table S4). Expression was

normalized to b-Actin.
2.10 Histological analysis

Formalin-fixed and paraffin-embedded murine lung tissue

sections were deparaffinized, rehydrated and hematoxylin and

eosin (H&E) stained, Sirius red stained or periodic acid-Schiff

(PAS) stained. For immunofluorescence, heat-induced epitope

retrieval (sodium citrate pH 6,0) was performed prior to antibody

staining with AlexaFluor 488-labelled anti-11b-HSD1 antibody, or

isotype control (Table S1) (22). Cytospins were stained with

Hemacolor® Rapid staining Kit (Merck, Darmstadt, Germany)

according to the manufacturer’s protocol.
2.11 ELISA

Interleukin (IL)-4, IL-6, tumor necrosis factor (TNF) and IgE

concentrations in serum, BALF or lung homogenates were

quantified by ELISA according to the manufacturer’s protocols

(Table S3).
2.12 Immunoblot analysis

E10 cells were harvested and lysed with radioimmunoprecipitation

assay (RIPA) buffer (Table S3) and 40 µg protein (determined by

Pierce™BCA Protein Assay Kit, Thermo Fisher, Waltham, USA) were

loaded on a 12% SDS-PAGE. After electrophoretic size separation,

proteins were transferred to polyvinylidene difluoride membranes

(Roche). Membranes were blocked, incubated o/n at 4°C with

primary antibodies (Table S1), and for 1 h at RT with the

corresponding secondary antibody (Table S1) prior to development

with ECL reagent (Table S5). Imaging was performed with

ImageQuant LAS4000 (GE Healthcare, Chicago, USA).
2.13 Statistical analysis

Analyses were performed using GraphPad Prism (v.8.0; La Jolla,

USA). Normal distribution tests: D’Agostino-Pearson omnibus,

Shapiro Wilk, Kolmogorov-Smirnov test. Details are indicated in

the Figure legends.
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3 Results

3.1 Hsd11b1 deletion reduces GC synthesis
in the lung and causes mild changes in
immune cell composition

Our previous studies on extra-adrenal GC synthesis in murine

lungs suggested a possible role of 11b-HSD1-mediated GC
Frontiers in Immunology 04
reactivation during acute immunological stress, but this was not

investigated in a genetic model (16). Based on our observation that

Hsd11b1 is presumably expressed in all different epithelial cell types

of the lung, we investigated a complete Hsd11b1 knockout in this

study (Figure 1A; Supplementary Figure 1A) (23). Firstly, we

characterized constitutive lung GC synthesis in Hsd11b1-/- (KO)

mice in comparison with wild type (WT) animals. In KOmice, 11b-
HSD1 expression was completely absent on mRNA and protein
A B

D E

F G

I

H

J

C

FIGURE 1

Characterization of lung GC synthesis and immune cell composition in Hsd11b1-/- mice. (A) Schematic illustration of the Hsd11b1 gene in C57BL/6
(wild type, WT) mice (exon 1-6), and in Hsd11b1-/- (knockout, KO) mice (excision of exon 5). (B) Representative images of lung tissue sections stained
with H&E (left panels) or anti-11b-hydroxysteroid dehydrogenase 1 (11b-HSD1) for immunofluorescence (right panels) (n = 12 individual animals from
n = 2 experiments). Scale bar: 100 µm (C, D) Corticosterone levels in (C) lung ex vivo cultures and (D) serum were measured by a luciferase-based
GC bioassay. Ex vivo cultures of WT and KO lungs were left untreated (UT), treated with 200 µg/ml metyrapone (MET) or 100 µM 11-
dehydrocorticosterone (11-Dhc) for 6 (h) Dots represent individual animals (n = 12 individual animals from n = 3 experiments). (E) RT-qPCR analysis
of Hsd11b1, Cyp11a1, Cyp11b1 and Star in lungs of WT and KO mice. Expression was normalized to b-Actin. Bars show mean ± SD of n = 10-14
individual animals from n = 3-4 experiments. (F-J) Flow cytometry analysis of immune cells in (F) bronchoalveolar lavage (BAL) and (G-J) lungs of
WT and KO mice. (G) UMAP cluster of flow cytometry data. (H-J) Quantification of natural killer T cells (NKT), CD4+ and CD8+ T cells (frequency of
CD45+ cells). Dots in violin plots represent individual animals (n = 12 individual animals from n = 2 experiments). Cytokine expression (IL-4, IL-17A,
IFNg) were determined after stimulation with PMA (20 ng/ml)/Ionomycin (1 µg/ml) and BrefeldinA for 6 (h) Statistical analyses were performed using
(C, F) two-way ANOVA, Sidak’s multiple comparisons test, (D, E, H-J) unpaired students T-test. ND, not detected; ns, not significant, * p<0.05, ****
p<0.0001. p values are shown for p<0.1.
frontiersin.org

https://doi.org/10.3389/fimmu.2023.1252874
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org


Merk et al. 10.3389/fimmu.2023.1252874
level (Figures 1B, E), and ex vivo corticosterone synthesis as well as

11-dehydrocorticosterone (11-Dhc) conversion were significantly

reduced (Figure 1C). In contrast, serum GC levels remained

unchanged (Figure 1D). Although 11b-HSD1 has been described

to be important during lung development, we did not detect

histological differences in the lung tissue (Figure 1B).

Interestingly, we found a trend of enhanced expression of the

steroidogenic enzymes Cyp11a1, Cyp11b1 and the cholesterol

transporter Star, which are important components of the de novo

GC synthesis pathway (Figure 1E). The immune cell composition in

lungs and bronchoalveolar lavage (BAL) of KO mice was largely

unchanged (Figures 1F-J; Supplementary Figures 1B-I), however,

minor differences in the frequencies of IFNg+ CD8+, as well as IL-

17A+ CD4+ T cells and natural killer T (NKT) cells indicate a

certain bias towards a Th1/Th17-type differentiation in KO mice

under steady-state conditions (Figures 1H-J).
Frontiers in Immunology 05
3.2 Immune cell-induced GC synthesis is
abolished in lungs of Hsd11b1-/- mice

We previously described that immune cell-induced GC synthesis

in the lungs was abolished in adrenalectomized mice, suggesting that

lung GC synthesis depends on adrenal precursors, and that the lung

tissue converts serum-derived 11-Dhc to corticosterone in an 11b-
HSD1-dependent manner (16). To test this hypothesis, we challenged

WT and Hsd11b1-/- (KO) mice intraperitoneally (i.p.) with

lipopolysaccharide (LPS), anti-CD3 antibody or PBS as control and

analyzed them after 3 h (Figure 2A). While we could measure an

immune cell activation-induced increase in serum GC levels in both

WT and KOmice (Figure 2B), lung GC synthesis was induced only in

ex vivo lung cultures ofWTbut not ofKOmice (Figure 2C). Both, anti-

CD3 antibody and LPS injection did not result in significantly

enhanced Hsd11b1 expression but promoted, depending on the
A B

D E

F G

C

FIGURE 2

Lung ex vivo GC synthesis in response to acute systemic immunological stress is abolished in Hsd11b1-/- mice. (A) Schematic overview of the
experimental set up. PBS, LPS (100 µg) or anti-CD3 antibody (20 µg) were intraperitoneally (i.p) injected and wildtype (WT) and knockout (KO) mice
were analyzed after 3 (h) (B, C) Corticosterone levels in the serum and lung ex vivo cultures were measured by a luciferase-based GC bioassay. Lines
show mean ± SEM (n = 18 individual animals from n = 2 experiments). (D, E) RT-qPCR analysis for assessing Hsd11b1, Ifng, Tnf and Il1b expression in
lungs. Expression was normalized to b-Actin. Bars show means ± SD (n = 18 individual animals from n = 2 experiments). (F) IL-6 concentration in
bronchoalveolar lavage fluid (BALF) was determined via ELISA. Bars show means ± SD (n = 18 individual animals from n = 2 experiments).
(G) Representative images of lung tissue sections stained with H&E (n = 18 individual animals from n = 2 experiments). Inlays show magnification.
Scale bar: 100 µm. Statistical analysis was performed using (B-E) two-way ANOVA with Sidak’s multiple comparisons test and (F) multiple t tests. ND:
not detected, * p<0.05, ** p<0.005, *** p<0.001, **** p<0.0001, ns, not significant. p values are shown for p<0.1.
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trigger, enhanced mRNA expression of inflammatory cytokines in

lung tissue, i.e. Ifng, Tnf and Il1b (Figures 2D, E). Interestingly, despite

short and indirect immune cell stimulation, we observed significantly

more IL-6 protein in the bronchoalveolar lavage fluid (BALF) but not

in liver and spleen of KOmice (Figure 2F; Supplementary Figures 2A,

B). Furthermore, we observed augmented leukocyte adherence to the

vasculature and extravasation, indicating initial immune cell

infiltration into the lung tissue (Figure 2G). Overall, the results

confirm the previously suggested importance of 11b-HSD1-

dependent reactivation of local GC in an acute model of

lung inflammation.

3.3 Lung inflammation is aggravated in
Hsd11b1-/- mice in a model of acute house
dust mite airway hypersensitivity

To further study the role of lung GC synthesis in the regulation

of airway inflammation we continued to analyze the relevance of
Frontiers in Immunology 06
11b-HSD1-mediated GC reactivation in an acute model of house-

dust mite (HDM)-induced airway hypersensitivity (Figure 3A).

Interestingly, while exposure of WT mice to HDM extract did not

result in significant immune cell infiltration of lung tissue, KO mice

showed significantly enhanced immune cell numbers in the lung

tissue (Figures 3B, C; Supplementary Figure 3A), and the airway

space, as quantified by an increased cell count in the BAL

(Figures 3D, E; Supplementary Figure 3B). While total protein

levels in lung homogenates of HDM treated mice remained

unchanged, IL-4 was significantly enhanced in KO mice

compared to control-treated animals (Figure 3F; Supplementary

Figure 3G). Total serum IgE levels remained unchanged at this time

point (Supplementary Figure 3F). Strikingly, while Ccl11

(eosinophil chemoattractant) expression was enhanced in both

WT and KO mice, in line with the observed eosinophil

infiltration, elevated Cxcl1 (neutrophil chemoattractant)

expression and associated neutrophil infiltration was only

observed in lungs and BAL of KO mice (Figures 3G, H;
A B

D E F
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FIGURE 3

Lung inflammation is aggravated in Hsd11b1-/- mice in a model of acute house dust mite (HDM) airway hypersensitivity. (A) Schematic overview of
the experimental set up. PBS or HDM extract (100 µg) were applied intranasally (i.n.) (25 µl/nostril) to WT and KO mice for five consecutive days.
Mice were challenged on day 11 and analyzed 24 h later. (B) Total cell counts of digested left lungs. Dots represent individual animals (n = 24
individual animals from n = 3 experiments). (C) Representative images of lung tissue sections stained with H&E (n = 24 individual animals from n = 3
experiments). Magnifications are shown for HDM-treated lungs. Scale bar: 100 µm. (D) Total cell counts in the bronchoalveolar lavage (BAL). Dots
represent individual animals (n = 6/group). (E) Representative images of BAL cytospins (n = 24 individual animals from n = 3 experiments) stained
with H&E. Scale bar: 100 µm. (F) Total protein and IL-4 in lung homogenates was determined by BCA and ELISA. Dots represent individual animals (n
= 24 individual animals from n = 3 experiments). (G) RT-qPCR analysis for assessing Cxcl1 and Ccl11 expression in lung tissue. Expression was
normalized to b-Actin. Bars show means ± SD (n = 24 individual animals from n = 3 experiments). (H) Flow cytometry analysis of lung neutrophils
and eosinophils. Dots in violin plots represent individual animals (n = 32 individual animals from n = 4 experiments). Statistical analysis was
performed by using (B, D, F-H) two-way ANOVA with Sidak’s multiple comparisons test. * p<0.05, ** p<0.005, *** p<0.001, **** p<0.0001, ns, not
significant. p values are shown for p<0.1.
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Supplementary Figures 3C-E). Interestingly, serum GC levels

remained unchanged and ex vivo lung GC synthesis was not

induced (Supplementary Figures 3H, I). These data indicate that

the lack of basal GC reactivation in the lung of 11b-HSD1-deficient

mice results in an exacerbation of acute HDM-induced allergic

immune responses with a strong neutrophilic component.
3.4 Chronic exposure to HDM allergen
further exacerbates inflammatory
processes in Hsd11b1-deficient mice

In order to determine the effects of missing GC reactivation

during long-term airway inflammation, mice were chronically

exposed to HDM extract (Figure 4A). Similar to the acute model,

but more pronounced, we observed a strongly aggravated

phenotype of the KO animals. The immune cell infiltration into
Frontiers in Immunology 07
the lungs and airway space was drastically enhanced and collagen

deposition and mucus production were more pronounced in HDM-

treated KO mice compared to WT (Figures 4B-E; Supplementary

Figures 4A-E). Additionally, total protein and IL-4 in lung

homogenates and IL-4 and IL-5 mRNA expression were

significantly enhanced in KO mice compared to WT mice

(Figure 4F; Supplementary Figure 4G). Moreover, there was a

tendency of elevated total serum IgE levels, especially in the KO

mice (Supplementary Figure 4H). At this time point after chronic

allergen exposure, Ccl11 expression in KO lungs was significantly

enhanced compared to those in WT lung, which is in line with the

observed trend of enhanced eosinophil infiltration. While an

allergen-induced neutrophilic infiltration was still not observed in

WT lung, despite a significant increase in Cxcl1 expression, lungs of

KO mice showed a remarkable increase in neutrophil infiltration

(Figures 4G, H; Supplementary Figure 4F). Similar to the acute

model, serum GC levels were not increased upon HDM exposure
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FIGURE 4

Lung inflammation is drastically aggravated in Hsd11b1-/- mice in a model of chronic house dust mite (HDM) airway hypersensitivity. (A) Schematic
overview of the experimental set up. PBS or HDM extract (25 µg) were applied intranasally (i.n.) (25 µl/nostril) to WT and KO mice for five
consecutive days for four weeks. Mice were analyzed 24 h after the last challenge. (B) Total cell counts of digested left lungs. Dots represent
individual animals (n = 28 individual animals from n = 3 experiments). (C) Representative images of lung tissue sections stained with H&E (n = 28
individual animals from n = 3 experiments). Magnifications are shown for HDM-treated lungs. Scale bar: 100 µm. (D) Total cell counts in the
bronchoalveolar lavage (BAL). Dots represent individual animals (n = 44 individual animals from n = 4 experiments) (E) Representative images of BAL
cytospins (n = 36 individual animals from n = 3 experiments) stained with H&E. Scale bar: 100 µm. (F) Total protein and IL-4 in lung homogenates
was determined by BCA assay and ELISA. Dots represent individual animals (n = 24 individual animals from n = 3 experiments). (G) RT-qPCR analysis
for assessing Cxcl1 and Ccl11 expression in lungs. Expression was normalized to b-Actin. Bars show means ± SD (n = 44 individual animals from n =
4 experiments). (H) Flow cytometry analysis of lung neutrophils and eosinophils. Dots in violin plots represent individual animals (n = 28 individual
animals from n = 3 experiments). Statistical analysis was performed by using (B, D, F-H) two-way ANOVA with Sidak’s multiple comparisons test. *
p<0.05, ** p<0.005, *** p<0.001, **** p<0.0001, ns, not significant. p values are shown for p<0.1.
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and ex vivo lung GC synthesis was not induced (Supplementary

Figures 4I, J). From these data, we concluded that the lack of basal

GC reactivation results in an aggravated inflammatory phenotype

and retains the characteristics of a mixed eosinophilic and

neutrophilic inflammation in KO mice over time.
3.5 Immunophenotyping of lungs upon
acute and chronic exposure to HDM
allergen reveals cell type-specific
differences in WT and KO mice

The immune re sponse in HDM- induced a i rway

hypersensitivity is complex and involves various cell types of the
Frontiers in Immunology 08
innate and adaptive immune system (24). Thus, we next expanded

the immune cell analysis to additional cell types, revealing major

differences in the immune cell composition between WT and KO

lungs exposed to HDM extract (Figures 5A-C). While the number

of alveolar macrophages decreased upon HDM treatment,

monocytes, conventional dendritic cells type 1 (cDCs1), natural

killer (NK) cells, plasmacytoid DC (pDCs) and type 1 and 2

interstitial macrophages (iMs1, 2) remained largely unchanged in

both, WT and KO lungs (Figures 5D, E; Supplementary Figures 5A,

B). However, the number of monocyte-derived macrophages

(moMs) and monocyte-derived DCs (moDCs) drastically

increased in lungs of acutely treated KO mice, indicating stronger

inflammation compared to WT mice (Figure 5D). While this effect

on moMs was less pronounced in chronically treated mice, the
A B

D

E

C

FIGURE 5

Immunophenotyping of WT and Hsd11b1-/- lungs in acute and chronic house dust mite (HDM)-induced airway hypersensitivity. (A) Color code for
the 2 weeks (2w) acute (grey/green) and 4 weeks (4w) chronic (black/blue) exposure of WT and KO mice to HDM extract. (B) UMAP-clustering of
high dimensional flow cytometry data that was pre-gated for live/CD3-/CD19- cells (acute model). (C) Heat map of FlowSOM clustering and
identification of specific cell types: alveolar macrophages (AMs), conventional dendritic cells type 1,2 (cDCs1,2), eosinophils, interstitial macrophages
type 1,2 (iM1,2), monocyte-derived DCs and macrophages (moDCs, moMs), monocytes, neutrophils, natural killer (NK) cells, plasmacytoid DC (pDCs).
(D, E) Quantification of specific cell types in the (D) acute (n = 32 individual animals from n = 4 experiments) and (E) chronic (n = 28 individual
animals from n = 3 experiments) model. Statistical analysis was performed by using (D, E) two-way ANOVA with Sidak’s multiple comparisons test. *
p<0.05, ** p<0.005, *** p<0.001, **** p<0.0001, ns, not significant. p values are shown for p<0.1.
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increase of moDCs seemed to be slightly enhanced over time, with a

consistently greater increase in KO mice (Figures 5D, E). A similar

observation was made for cDCs2, an important DC subset that

contributes to Th2 and Th17 polarization of CD4+ T cells

(Figures 5D, E). Taken together, these results confirm a

dysregulated immune response in lungs of mice lacking GC

reactivation, which is in line with the drastic phenotype of

Hsd11b1-deficient mice in both models.
3.6 11b-HSD1 deficiency reinforces a Th17-
type immune response

Thus far, our results demonstrate that the absence of 11b-HSD1

and associated GC reactivation substantially contributes to

deregulated immune cell activation and the aggravated

inflammatory phenotype during HDM-induced airway

hypersensitivity. The remarkable differences in neutrophil and

eosinophil infiltration into the lungs of KO mice compared to

WT mice indicate specific differences in their respective immune

response towards HDM extract. To further characterize the

underlying mechanism, we performed in vitro assays with an

alveolar epithelial cell type 1 cell line (E10). Exposure of E10 cells

to HDM extract resulted in significantly enhanced IL-6 secretion

and Cxcl1 expression (Figures 6A, B). This induction of

inflammatory cytokines and chemokines could be suppressed

when cells were pre-treated with corticosterone (Figures 6A, B),

indicating an important role of local GC in regulating the

expression of epithelial-derived cytokines and chemokines that

potentially drive a Th17-type immune response. In line with this,

E10 cells treated with corticosterone, prior to LPS exposure (an

important component of HDM extract), showed decreased c-Jun-

N-terminal kinase (JNK) and extracellular signal-regulated kinase

(ERK) phosphorylation, as well as IkBa (nuclear factor of kappa

light polypeptide gene enhancer in B cells inhibitor a) degradation,
indicative of reduced activator protein 1 (AP-1) and NFkB (nuclear

factor kappa-light-chain-enhancer of activated B cells)

transcriptional activity (Figure 6C). In this context, we continued

to analyze lymphoid immune cell subsets and their cytokine

expression to determine the type of immune response in our

chronic model of airway inflammation (Figures 6D-J;

Supplementary Figures 6A-F). Similar to some innate immune

cells, the number of CD4+ and CD8+ T cells, and NKT cells

increased more drastically in KO lungs compared to WT lungs

after chronic exposure to HDM extract (Figures 6D-F). While there

was a trend for increased numbers of IL-4+ CD4+ T cells after HDM

allergen exposure, no significant differences between WT and KO

could be demonstrated (Figure 6G). In contrast, a moderate

difference could be observed in IFNg+ CD4+ T cells, but not in

IFNg+ or IL-17A+ CD8+ T cells. (Figure 6H; Supplementary

Figure 6E). More strikingly, the analysis of IL-17A+ CD4+ T cells

and IL-17A+ NKT cells revealed not only a massive increase of these

cells in HDM-treated KO lungs, but also significant lower numbers

in WT lungs (Figures 6I, J). In conclusion, our results demonstrate

that 11b-HSD1-mediated GC reactivation regulates T cell priming

and that the lack of local GC reinforces a Th17-type immune
Frontiers in Immunology 09
response that drives neutrophilic inflammation and associated

tissue damage in HDM-induced airway hypersensitivity.
4 Discussion

Asthma and other allergic diseases of the lung represent a major

public health burden and tremendously impair the quality of life of

affected patients (3, 4). The use of synthetic corticosteroids often

ameliorates acute symptoms, but does not cure or control the cause

of the disease (6). In addition, various side effects upon long-term

use and cases of GC resistance demand for therapeutic alternatives

(6, 25). The development of novel targeted therapies often benefits

from a better understanding of local immune responses in the lungs.

Given the well documented role of local GC synthesis in the

regulation inflammatory processes in the skin and intestine (9, 15,

26), endogenous GC synthesis in the lung may hold similar

promises. It is generally accepted that GC play an important role

in the regulation of lung development, and that GC treatment of

preterm infants in utero has great therapeutic success in reducing

lung disorders such as respiratory distress syndrome (RDS) (27, 28).

Analysis of the expression of steroidogenic enzymes during murine

fetal lung development revealed that the lung tissue is potentially

capable of synthesizing bioactive GC from cholesterol, and even

more interesting in the context of this study, expressing increased

Hsd11b1 mRNA levels over the gestation time (29). Furthermore,

our previous study showed high Hsd11b1 expression in adult

murine lungs and provided evidence that GC synthesis in the

lung is induced upon strong immunological stress in a 11b-
HSD1-dependent manner (16). This was mainly concluded from

the observation that the increase of ex vivo synthesized GC in

response to anti-CD3 antibody or LPS injection was abolished in

adrenalectomized mice (16). Thus 11b-HSD1-mediated

reactivation may be a major mechanism of local GC synthesis in

the lung. Our recent study on GC synthesis in the adult murine and

human lung suggests that de novo GC synthesis from cholesterol

exists as well, but is restricted to the large conducting airways,

especially the trachea, and that 11b-HSD1-mediated GC

reactivation dominates in the small conducting airways and

alveoli, which correlates with the vascularization and thus

substrate availability from the serum (23).

In this study we therefore aimed to assess the role of 11b-HSD1-

mediated GC reactivation in the lung under homeostatic and

inflammatory conditions employing a genetic model of Hsd11b1

deletion. As expected, the general characterization of the lungs of

KO mice revealed no 11b-HSD1-mediated GC reactivation. It has

been previously noted that Hsd11b1 KO mice exhibit adrenal

hyperplasia, but serum corticosterone levels of non-stressed mice

equal those of WT animals, which could be confirmed (17). Despite

crucial functions of GC in lung development (27), we did not detect

any obvious alterations in lung tissue of KO mice at the histological

level. Interestingly, some enzymes of the de novo GC synthesis

pathway tended to be increased, which might reflect a

compensation reaction due to the lack of GC reactivation.

However, the analysis of the steady state immune cell

composition in the bronchoalveolar lavage (BAL) and within the
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lung tissue did not reveal major differences between WT and KO

animals, even though stimulation of isolated immune cells with

PMA/Ionomycin indicated, based on the cytokine pattern (30), a

Th1 and Th17 bias in KO mice at basal conditions. Next to the

analysis of steady-state conditions, we also addressed our previously

suggested idea that 11b-HSD1 is critical for lung GC synthesis in

response to immune cell activation (16). We could show that LPS-

and anti-CD3-induced GC synthesis was absent in the lungs of KO

mice, whereas the increase in serum GC levels was comparable

between KO and WT animals. Since Hsd11b1 mRNA expression

did not increase upon immune cell stimulation, enhanced GC
Frontiers in Immunology 10
synthesis likely depends on the availability of serum-derived GC

precursors that reach the lungs through the vascularization. LPS

and anti-CD3 antibody injection are established models to induce

extra-adrenal GC synthesis through increase of systemic

inflammatory mediators (9, 15, 16). Although these models do

not directly target the lung, we observed leukocyte adherence in

blood vessels and early signs of tissue infiltration paralleled by

enhanced expression of inflammatory cytokines. Even more

strikingly, IL-6 levels in the BAL fluid (BALF) of KO mice were

significantly increased compared to that of WT animals (Figure 2F).

Of note, although the liver and immune cells express solid levels of
A B

D E F

G

I

H

J

C

FIGURE 6

Hsd11b1 knockout reinforces the Th17-type immune response. (A, B) E10 (alveolar epithelial cell type I, AEC I) cells were left untreated or treated for
4 h with 35 µg/ml HDM extract with or without 1 h pre-treatment with 1 µM corticosterone. (A) IL-6 release into the supernatant was assessed by
ELISA. Lines show means ± SD (n = 3 experiments). (B) Cxcl1 expression was assessed by RT-qPCR. Bars show means ± SD (n = 4 experiments).
(C) E10 cells were control treated or 1 h pre-treated with 1 µM corticosterone and then treated with 1 µg/ml LPS. At the indicated time points, cells
were lysed and subjected to immunoblot analysis. (D-J) WT and KO mice were chronically exposed to HDM extract and lung cells were analyzed via
flow cytometry. Quantification of (D) CD4+ T cells, (E) CD8+ T cells and (F) NKT cells. (G) IL-4 and (H) IFNg producing CD4+ and CD8+ T cells. Dots
in violin plots represent individual animals (n = 16 individual animals from n = 2 experiments). (I) Representative flow cytometry plots and (J)
quantification of IL-17A+ CD4+ T cells and IL-17A+ NKT cells. Dots in violin plots represent individual animals (n = 16 individual animals from n = 2
experiments). Statistical analysis was performed by using (A, B, D-H, J) two-way ANOVA with Sidak’s multiple comparisons test. ** p<0.005, ***
p<0.001, **** p<0.0001, ns, not significant.
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Hsd11b1 (23, 31, 32), activation-induced IL-6 expression in livers

and spleens was not affected by Hsd11b1 deletion (Supplementary

Figures 2A, B). This indicates that 11b-HSD1, and thus local GC

reactivation, is critical for balancing the immune response locally in

the lung, rather than having a general impact on immune cells

before they enter the lung. IL-6 is an important cytokine secreted by

lung epithelial cells and immune cells, and drives Th17 polarization

of T cells (33–35). The potential bias towards a Th17-type immune

response in Hsd11b1-deficient mice becomes more persuasive when

considering the analysis of acute and chronic HDM-induced airway

hypersensitivity models. Although HDM-induced allergic immune

reactions occurs in both WT and KO animals, the aggravated

phenotype in KO mice is very obvious, and includes enhanced

immune cell infiltration and tissue remodeling. The increase of IL-4

and IL-5, classical type 2 inflammation cytokines, in HDM-treated

animals is expectable, however, especially IL-4 levels in lung

homogenates of KO mice drastically increased over time, which

further confirms an aggravated phenotype. We did not observe an

effect of HDM treatment on serum corticosterone levels

(Supplementary Figures 3H, 4I), and no induction of ex vivo GC

synthesis beyond the basal level (Supplementary Figures 3I, 4J),

suggesting a critical role of constitutive GC synthesis in the lung.

This is in line with the assumption that especially barrier tissues

require a tightly controlled and fine-tuned immune system to allow

efficient pathogen clearance while preventing the overreaction of

the immune system to non-harmful substances. Our data suggests

that the lack of basal GC reactivation completely imbalances the

immune response to HDM extract with drastic consequences for

the pathogenic phenotype. Strikingly, while eosinophilic infiltration

occurs in WT and KO lungs, neutrophilic infiltration could only be

observed in KO lungs, which at least in the acute model correlated

with Cxcl1 and Ccl11 mRNA expression. Similar results were

observed for immune cells in the BAL. While under steady-state

conditions, alveolar macrophages (AM) represent the majority of

immune cells in the BAL, HDM treatment led to the infiltration of

eosinophils in both WT and KO mice, but neutrophils only in KO

mice (Supplementary Figures 3C-E, 4E, F). This massive

neutrophilic infiltration was, based on the relatively low

endotoxin content in the HDM extract used (1,61 EU/µg protein),

unexpected. It had been previously shown that Toll-like receptor 4

(TLR4) activation by LPS contaminants in HDM extracts and the

subsequent release of cytokines and chemokines is indispensable for

allergen sensitization, with low doses of LPS promoting a Th2-type

eosinophilic immune reaction, whereas high doses of LPS rather

initiate a Th17-type neutrophilic response (36–40). In line with this,

direct intra-tracheal administration of LPS led to increased

neutrophil infiltration into the alveolar space of KO mice (41).

Interestingly, the lack of local 11b-HSD1-mediated GC reactivation

does not seem to affect the type 2 phenotype in the acute HDM

model, but causes a mixed type 2/type 17 phenotype with enhanced

neutrophil infiltration. This potentially leads to a vicious circle of

inflammation resulting in the severely exacerbated phenotype of

KO mice in the chronic model, including both type 2 and type 17

characteristics. The detailed analysis of different myeloid subsets

revealed that monocyte-derived antigen-presenting cells are

significantly increased in KO compared with WT animals. With
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regard to T cell priming, conventional type 2 DC (cDCs2) are of

particular interest. This CD11b+ CD64- DC subset is more

drastically elevated in KO lungs upon HDM exposure compared

to WT animals. Depending on their maturation state, cDCs2 have

been shown to be important to prime Th2 and Th17 differentiation

in a HDM/Ovalbumin model (42, 43). The presence of IL-6 was

shown to be critical for the differentiation of Th17 cells from naïve

CD4+ T cells (33). In our experiments, the alveolar epithelial cell

line E10 released IL-6 and showed enhanced expression of Cxcl1 in

response to HDM extract, which was inhibited in the presence of

corticosterone. This was likely due to GC-mediated inhibition of

TLR4 signaling and downstream NFkB transcriptional activity (44,

45). Detailed investigation of lymphoid cell populations and their

polarization further demonstrated an enhanced Th17-type immune

response in the absence of locally reactivated GC. While HDM-

treated WT and KO lungs showed no differences in Th2-polarized

cells, we observed a strong increase in Th17-type cells in KO lungs.

Thus, the assumption that GC inhibit Th1/Th17, but not Th2

polarization, which has been established for years (44, 46), and

which has been shown for other extra-adrenal organs such as skin

(9), may also apply to the lung. We hypothesize that basal 11b-
HSD1-mediated GC reactivation plays an important role in the

shaping of the lung microenvironment under inflammatory

conditions. Despite the fact that de novo synthesis of GC from

cholesterol exists in the lung, in particular in the conducting airways

(23), it can apparently not compensate for the lack of local 11b-
HSD1-mediated GC reactivation during inflammatory processes of

the lung, such as HDM-mediated airway hypersensitivity.

Taken together, we here demonstrated an important role of 11b-
HSD1 and local GC reactivation in the regulation of inflammatory

processes of the lung, particularly during HDM-induced airway

hypersensitivity. We propose that in the absence of local GC

synthesis unrestricted TLR4 signaling and thus enhanced cytokine

and chemokine release by airway epithelial cells may result in a Th17-

biased immune response, priming for neutrophilic infiltration. In

addition, locally produced GC likely also impact on lung-infiltrating

immune cells. Furthermore, since this mouse model of allergic airway

inflammation employs a complete Hsd11b1 KO mouse, and 11b-
HSD1 is also expressed by immune cells (31, 32), it cannot be ruled out

that the lack of GC reactivation by immune cells further contributes to

the aggravated phenotype of KO mice (47). For example, it has been

shown that neutrophils upregulateHsd11b1 expression at early stages

of acute peritonitis, potentially limiting inflammation (48). The

detailed situation in lung inflammation, however, remains to be

investigated. Clearly, the questions regarding the relevant cellular

source of 11b-HSD1 and GC target cells needs to be further

investigated in more detail employing cell type-specific Hsd11b1 KO

mice. Moreover, investigating the potential role of GC on CD11b+

CD64- DCs leading to Th17 priming will complement our

understanding of the role of extra-adrenal GC synthesis in

controlling inflammatory processes in the lung. Since patients with

severe neutrophilic asthma are often resistant to synthetic

corticosteroid therapy (24), complete elucidation of these processes

could contribute to novel strategies in the therapeutic management of

inflammatory lung diseases and may identify new targets for

drug development.
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20. Brummelman J, Haftmann C, Núñez NG, Alvisi G, Mazza EMC, Becher B, et al.
Development, application and computational analysis of high-dimensional fluorescent
frontiersin.org

https://www.frontiersin.org/articles/10.3389/fimmu.2023.1252874/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fimmu.2023.1252874/full#supplementary-material
https://doi.org/10.1159/000487057
https://doi.org/10.1038/nri3166
https://doi.org/10.1038/nri3166
https://doi.org/10.1016/S0140-6736(20)30925-9
https://doi.org/10.2147/JAA.S316278
https://doi.org/10.2147/JAA.S316278
https://doi.org/10.1183/16000617.0151-2019
https://doi.org/10.1016/S0140-6736(06)69288-X
https://doi.org/10.3389/fimmu.2021.672808
https://doi.org/10.1038/s41435-019-0058-z
https://doi.org/10.1126/sciadv.abe0337
https://doi.org/10.1084/jem.20031958
https://doi.org/10.1038/onc.2010.629
https://doi.org/10.1111/exd.12376
https://doi.org/10.1016/j.mce.2021.111238
https://doi.org/10.1016/j.jid.2017.04.004
https://doi.org/10.1096/fj.09-140913
https://doi.org/10.1111/j.1398-9995.2011.02749.x
https://doi.org/10.1210/en.2010-0957
https://doi.org/10.1016/j.xpro.2020.100029
https://doi.org/10.1016/j.xpro.2020.100029
https://doi.org/10.12688/f1000research.11622.1
https://doi.org/10.3389/fimmu.2023.1252874
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org


Merk et al. 10.3389/fimmu.2023.1252874
antibody panels for single-cell flow cytometry. Nat Protoc (2019) 14:1946–69.
doi: 10.1038/s41596-019-0166-2

21. Ingelfinger F, Krishnarajah S, Kramer M, Utz SG, Galli E, Lutz M, et al. Single-
cell profiling of myasthenia gravis identifies a pathogenic T cell signature. Acta
Neuropathol (2021) 141:901–15. doi: 10.1007/s00401-021-02299-y

22. Jakob S, Corazza N, Diamantis E, Kappeler A, Brunner T. Detection of apoptosis
in vivo using antibodies against caspase-induced neo-epitopes.Methods (2008) 44:255–
61. doi: 10.1016/j.ymeth.2007.11.004

23. Merk VM, Renzulli P, Vrugt B, Fleischmann A, Brunner T. Glucocorticoids are
differentially synthesized along the murine and human respiratory tree. Allergy (2023)
78:2428–40. doi: 10.1111/all.15765

24. Hammad H, Lambrecht BN. The basic immunology of asthma. Cell (2021)
184:1469–85. doi: 10.1016/j.cell.2021.02.016

25. Oray M, Abu Samra K, Ebrahimiadib N, Meese H, Foster CS. Long-term side
effects of glucocorticoids. Expert Opin Drug Saf (2016) 15:457–65. doi: 10.1517/
14740338.2016.1140743

26. Ahmed A, Reinhold C, Breunig E, Phan TS, Dietrich L, Kostadinova F, et al.
Immune escape of colorectal tumours via local LRH -1/Cyp11b1-mediated synthesis of
immunosuppressive glucocorticoids.Mol Oncol (2023) 17:1545–66. doi: 10.1002/1878-
0261.13414

27. Bolt RJ, van Weissenbruch MM, Lafeber HN, Delemarre-van de Waal HA.
Glucocorticoids and lung development in the fetus and preterm infant. Pediatr
Pulmonol (2001) 32:76–91. doi: 10.1002/ppul.1092

28. Bird AD, McDougall ARA, Seow B, Hooper SB, Cole TJ. Minireview:
glucocorticoid regulation of lung development: lessons learned from conditional GR
knockout mice. Mol Endocrinol (2015) 29:158–71. doi: 10.1210/me.2014-1362

29. Provost PR, Tremblay Y. Genes involved in the adrenal pathway of
glucocorticoid synthesis are transiently expressed in the developing lung.
Endocrinology (2005) 146:2239–45. doi: 10.1210/en.2005-0077

30. Annunziato F, Romagnani C, Romagnani S. The 3 major types of innate and
adaptive cell-mediated effector immunity. J Allergy Clin Immunol (2015) 135:626–35.
doi: 10.1016/j.jaci.2014.11.001

31. Rocamora-Reverte L, Reichardt HM, Villunger A, Wiegers GJ. T-cell
autonomous death induced by regeneration of inert glucocorticoid metabolites. Cell
Death Dis (2017) 8:e2948–8. doi: 10.1038/cddis.2017.344

32. Gilmour JS, Coutinho AE, Cailhier J-F, Man TY, Clay M, Thomas G, et al. Local
amplification of glucocorticoids by 11b-hydroxysteroid dehydrogenase type 1
promotes macrophage phagocytosis of apoptotic leukocytes. J Immunol (2006)
176:7605–11. doi: 10.4049/jimmunol.176.12.7605

33. Littman DR, Rudensky AY. Th17 and regulatory T cells in mediating and
restraining inflammation. Cell (2010) 140:845–58. doi: 10.1016/j.cell.2010.02.021

34. Burgoyne RA, Fisher AJ, Borthwick LA. The role of epithelial damage in the
pulmonary immune response. Cells (2021) 10:1–26. doi: 10.3390/cells10102763
Frontiers in Immunology 13
35. Harbour SN, DiToro DF, Witte SJ, Zindl CL, Gao M, Schoeb TR, et al. T H 17
cells require ongoing classic IL-6 receptor signaling to retain transcriptional and
functional identity. Sci Immunol (2020) 5:909–32. doi: 10.1126/sciimmunol.aaw2262

36. Eisenbarth SC, Piggott DA, Huleatt JW, Visintin I, Herrick CA, Bottomly K.
Lipopolysaccharide-enhanced, toll-like receptor 4-dependent T helper cell type 2
responses to inhaled antigen. J Exp Med (2002) 196:1645–51. doi: 10.1084/
jem.20021340

37. Hammad H, Chieppa M, Perros F, Willart MA, Germain RN, Lambrecht BN.
House dust mite allergen induces asthma via Toll-like receptor 4 triggering of airway
structural cells. Nat Med (2009) 15:410–6. doi: 10.1038/nm.1946

38. Willart MAM, Deswarte K, Pouliot P, Braun H, Beyaert R, Lambrecht BN, et al.
Interleukin-1a controls allergic sensitization to inhaled house dust mite via the
epithelial release of GM-CSF and IL-33. J Exp Med (2012) 209:1505–17.
doi: 10.1084/jem.20112691

39. Mcalees JW, Whitehead GS, Harley ITW, Cappelletti M, Rewerts CL, Holdcroft
AM, et al. Distinct Tlr4-expressing cell compartments control neutrophilic and
eosinophilic airway inflammation. Mucosal Immunol (2015) 8:863–73. doi: 10.1038/
mi.2014.117

40. Cayrol C, Duval A, Schmitt P, Roga S, Camus M, Stella A, et al. Environmental
allergens induce allergic inflammation through proteolytic maturation of IL-33. Nat
Immunol (2018) 19:375–85. doi: 10.1038/s41590-018-0067-5

41. Mahida RY, Lax S, Bassford CR, Scott A, Parekh D, Hardy RS, et al. Impaired
alveolar macrophage 11b-hydroxysteroid dehydrogenase type 1 reductase activity
contributes to increased pulmonary inflammation and mortality in sepsis-related
ARDS. Front Immunol (2023) 14:1159831. doi: 10.3389/fimmu.2023.1159831

42. Izumi G, Nakano H, Nakano K, Whitehead GS, Grimm SA, Fessler MB, et al.
CD11b+ lung dendritic cells at different stages of maturation induce Th17 or Th2
differentiation. Nat Commun (2021) 12:1–16. doi: 10.1038/s41467-021-25307-x

43. Nutt SL, Chopin M. Transcriptional networks driving dendritic cell
differentiation and function. Immunity (2020) 52:942–56. doi: 10.1016/
j.immuni.2020.05.005

44. Cain DW, Cidlowski JA. Immune regulation by glucocorticoids. Nat Rev
Immunol (2017) 17:233–47. doi: 10.1038/nri.2017.1

45. Liu T, Zhang L, Joo D, Sun SC. NF-kB signaling in inflammation. Signal
Transduct Target Ther (2017) 2:17023. doi: 10.1038/sigtrans.2017.23

46. Elenkov IJ. Glucocorticoids and the th1/th2 balance. Ann N Y Acad Sci (2004)
1024:138–46. doi: 10.1196/annals.1321.010

47. Coutinho AE, Gray M, Brownstein DG, Salter DM, Sawatzky DA, Clay S, et al.
11b-hydroxysteroid dehydrogenase type 1, but not type 2, deficiency worsens acute
inflammation and experimental arthritis in mice. Endocrinology (2012) 153:234–40.
doi: 10.1210/en.2011-1398

48. Coutinho AE, Kipari TMJ, Zhang Z, Esteves CL, Lucas CD, Gilmour JS, et al. 11b-
hydroxysteroid dehydrogenase type 1 is expressed in neutrophils and restrains an inflammatory
response in male mice. Endocrinology (2016) 157:2928–36. doi: 10.1210/en.2016-1118
frontiersin.org

https://doi.org/10.1038/s41596-019-0166-2
https://doi.org/10.1007/s00401-021-02299-y
https://doi.org/10.1016/j.ymeth.2007.11.004
https://doi.org/10.1111/all.15765
https://doi.org/10.1016/j.cell.2021.02.016
https://doi.org/10.1517/14740338.2016.1140743
https://doi.org/10.1517/14740338.2016.1140743
https://doi.org/10.1002/1878-0261.13414
https://doi.org/10.1002/1878-0261.13414
https://doi.org/10.1002/ppul.1092
https://doi.org/10.1210/me.2014-1362
https://doi.org/10.1210/en.2005-0077
https://doi.org/10.1016/j.jaci.2014.11.001
https://doi.org/10.1038/cddis.2017.344
https://doi.org/10.4049/jimmunol.176.12.7605
https://doi.org/10.1016/j.cell.2010.02.021
https://doi.org/10.3390/cells10102763
https://doi.org/10.1126/sciimmunol.aaw2262
https://doi.org/10.1084/jem.20021340
https://doi.org/10.1084/jem.20021340
https://doi.org/10.1038/nm.1946
https://doi.org/10.1084/jem.20112691
https://doi.org/10.1038/mi.2014.117
https://doi.org/10.1038/mi.2014.117
https://doi.org/10.1038/s41590-018-0067-5
https://doi.org/10.3389/fimmu.2023.1159831
https://doi.org/10.1038/s41467-021-25307-x
https://doi.org/10.1016/j.immuni.2020.05.005
https://doi.org/10.1016/j.immuni.2020.05.005
https://doi.org/10.1038/nri.2017.1
https://doi.org/10.1038/sigtrans.2017.23
https://doi.org/10.1196/annals.1321.010
https://doi.org/10.1210/en.2011-1398
https://doi.org/10.1210/en.2016-1118
https://doi.org/10.3389/fimmu.2023.1252874
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org

	Local glucocorticoid synthesis regulates house dust mite-induced airway hypersensitivity in mice
	1 Introduction
	2 Materials and methods
	2.1 Mice
	2.2 Cell culture
	2.3 Lipopolysaccharide and anti-CD3 antibody challenge
	2.4 House dust mite sensitization and challenge
	2.5 Bronchoalveolar lavage
	2.6 Murine lung ex vivo culture
	2.7 Luciferase-based glucocorticoid bioassay
	2.8 High dimensional flow cytometry and computational analysis
	2.9 RT-qPCR
	2.10 Histological analysis
	2.11 ELISA
	2.12 Immunoblot analysis
	2.13 Statistical analysis

	3 Results
	3.1 Hsd11b1 deletion reduces GC synthesis in the lung and causes mild changes in immune cell composition
	3.2 Immune cell-induced GC synthesis is abolished in lungs of Hsd11b1-/- mice
	3.3 Lung inflammation is aggravated in Hsd11b1-/- mice in a model of acute house dust mite airway hypersensitivity
	3.4 Chronic exposure to HDM allergen further exacerbates inflammatory processes in Hsd11b1-deficient mice
	3.5 Immunophenotyping of lungs upon acute and chronic exposure to HDM allergen reveals cell type-specific differences in WT and KO mice
	3.6 11β-HSD1 deficiency reinforces a Th17-type immune response

	4 Discussion
	Data availability statement
	Ethics statement
	Author contributions
	Funding
	Acknowledgments
	Supplementary material
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages false
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /sRGB
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU (T&F settings for black and white printer PDFs 20081208)
  >>
  /ExportLayers /ExportVisibleLayers
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks true
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


