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Type | NKT cells, also known as Invariant Natural Killer T (iNKT) cells, are a
subpopulation of unconventional, innate-like T (ILT) cells which can proficiently
influence downstream immune effector functions. Type | NKT cells express a
semi-invariant afy T cell receptor (TCR) that recognises lipid-based ligands
specifically presented by the non-classical cluster of differentiation (CD1)
protein d (CD1d) molecule. Due to their potent immunomodulatory functional
capacity, type | NKT cells are being increasingly considered in prophylactic and
therapeutic approaches towards various diseases, including as vaccine-
adjuvants. As viruses do not encode lipid synthesis, it is surprising that many
studies have shown that some viruses can directly impede type | NKT activation
through downregulating CD1d expression. Therefore, in order to harness type |
NKT cells for potential anti-viral therapeutic uses, it is critical that we fully
appreciate how the CD1d-iNKT cell axis interacts with viral immunity. In this
review, we examine clinical findings that underpin the importance of type | NKT
cell function in viral infections. This review also explores how certain viruses
employ immunoevasive mechanisms and directly encode functions to target
CD1d expression and type | NKT cell function. Overall, we suggest that the CD1d-
iNKT cell axis may hold greater gravity within viral infections than what was
previously appreciated.

KEYWORDS

type I NKT cell, viral infections, CD1d-iNKT cell axis, unconventional innate-like T cell,
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1 Introduction

The innate immune system mounts a rapid and widespread response to an array of
diverse pathogens or danger signals, but is not considered as efficient at forming a memory
response for subsequent pathogen exposure. In contrast, the adaptive immune system
recognises specific antigenic signatures, albeit with a slower response, but is pivotal for
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long-term pathogen control. Conventional T cells are mostly
thought of as part of the adaptive immune system and mount
highly specific, but slow responses. Natural killer T (NKT) cells are a
population of unconventional, innate-like T (ILT) cells that can
rapidly respond in an innate-like manner, but also in an adaptive-
like manner to further enact more antigen-specific responses. Thus,
NKT cells are thought to influence and bridge both arms of the
immune system.

Unlike conventional a3 T cells that recognise peptide antigens
bound by major histocompatibility complex (MHC) molecules, the
NKT cell T cell receptor (TCR) exclusively recognises foreign and
self-lipid-based antigens presented by the non-classical cluster of
differentiation (CD1) protein d (CD1d) molecule. NKT cells are
composed of two subpopulations: type I NKT cells, also commonly
known as ‘invariant’ NKT (iNKT) cells, which are the best
characterised and predominantly explored for their immune-
therapeutic potential; and type II NKT cells, which remain less
studied and more poorly understood (1). The type I NKT TCR is a
semi-invariant oy TCR comprised of an invariant TCRo chain,
Va24Ja18, which predominantly pairs with VB11 TCRs in humans
(2, 3). In mice, this TCR comprises of a Voil4Jol8 chain which
typically pairs with VB2, V7, or V38 chains (4-6). In addition to
murine models, swine have also been greatly valued as models for
type I NKT cell research as they share a similar type I NKT cell
frequency and tissue distribution to that found in humans (7). The
TCR of pig type I NKT cells is characterised by a wide range of Vo,
Jo, VB and JP segments, with a large majority of these
corresponding to gene sequences recognised in humans (8).

All type I NKT cells share reactivity towards a common lipid
antigen termed o-galactosylceramide (a-GalCer), a well-
characterised agonist of type I NKT cell responses (9-11). This
has enabled the development of CD1d-loaded o-GalCer tetramers,
which have facilitated the specific identification of type I NKT cells
and type I NKT cell effector function (6, 12, 13). In contrast, type II
NKT cells do not express the semi-invariant type I NKT TCR o
chain and do not respond to o.-GalCer. Instead, type II NKT cells
exhibit a greater TCR sequence diversity (14-16) and recognise
other lipids and small sulfa-drug-like molecules, such as benzofuran
sulfonates, bound by the CD1d molecule (16, 17). Due to a lack of
reagents available to universally identify them, much less is known
about type II NKT cell immune effector functions and their
therapeutic potential remains understudied (15).

Type I NKT cells can be activated upon TCR engagement with a
lipid-loaded CD1d molecule, or upon TCR-independent
stimulation in response to innate cytokines such as interleukin
(IL)-12 and IL-18 (18, 19). Upon activation, type I NKT cells are
able to rapidly secrete a plethora of potent cytokines such as
interferon (IFN)-y, tumour necrosis factor (TNF) and IL-4 (20—
24). Type I NKT cells can either directly target infected/cancer cells
through cytotoxic activity or indirectly control the effector functions
of other immune cells, including but not limited to helping B cells
form highly specific antibodies (25-29). Due to their capacity to
enhance downstream immune functions, type I NKT cells have
been increasingly implicated in a variety of viral infections, with
their anti-viral potential being a focal point of this review. Current
research also harnesses type I NKT cells in multiple clinical settings

Frontiers in Immunology

10.3389/fimmu.2024.1472854

including anti-cancer treatments, vaccine adjuvants, and cell-based
therapies (30, 31).

Although viruses do not typically encode lipid antigens
themselves, they are able to modulate the self-lipids expressed
from host cells, which can be differentially recognised by certain
NKT cell subsets and can affect the cytokine environment upon
infection, thus influencing NKT cell responses (type I and type II)
(32-34). In agreement, lipodomics studies have shown that viral
infections trigger endoplasmic reticulum (ER) stress (35) which can
in turn lead to the accumulation of certain CD1d-bound self-lipids
(36) that are recognised by the type I NKT TCR (37). This suggests a
role for type I NKT cells in viral surveillance through sensing
cellular stress (35, 36). Thus, it could be possible that viruses may
indirectly modulate CD1d antigen expression of these lipids and
inhibit type I NKT cell function to circumvent their anti-viral
capacity (38, 39). Considering the profound importance that type
I NKT cells may play in viral infections, it is imperative to study the
mechanisms through which viruses can either elicit or avoid
immune responses through type I NKT cell interaction.

2 Type | NKT cells in viral infections

2.1 Deficiencies in CD1d molecule
expression and Type | NKT cells predispose
individuals to exacerbated viral infections

Severe viral infections are more commonly experienced in
individuals with weakened and compromised immune capacities
(40). Exacerbated symptoms following viral infection have been
particularly observed in individuals with decreased CD1d molecule
expression or type I NKT cell deficiencies (41-44), underscoring the
importance of the CD1d-iNKT cell axis in controlling
viral infections.

Varicella zoster virus (VZV) is a highly common alphaherpesvirus
with an approximate 90% worldwide seroprevalence (45). In
individuals who are latently infected with VZV, periods of
diminished VZV-specific immunity results in VZV reactivation
(46). VZV reactivation commonly manifests as a painful, unilateral
rash (known as herpes zoster/shingles), which typically only occurs
once or twice in an immunocompetent individuals’ lifetime (47).
Interestingly, individuals who have experienced multiple VZV
reactivations exhibited a stark decrease in peripheral type I NKT cell
numbers, with residual type I NKT cells skewed to an inhibitory
phenotype by higher expression of the inhibitory receptor CD158a
(43). IL-2 enhances the functional activity of NK cells and
subsequently upregulates CD158a in an attempt to then regulate
any cytotoxic repercussions of this activation (48). Interestingly, IL-
2 has been readily detectable in varicella patients (49). Thus, the
increased inhibitory profile of residual type I NKT cells in zoster
patients may be IL-2-dependent and a possible consequence of
repeated activation/stimulation. Aimed to increase VZV-specific
immunity, primary varicella vaccines, such as Varivax, and booster
doses are generally well-tolerated prophylaxis methods (50-52). It is
mainly immunodeficient individuals that experience symptoms which
are adverse and potentially life-threatening post-vaccination (53, 54).
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Following vaccination with an attenuated Oka-strain varicella vaccine,
two children experienced severe respiratory distress and painful
papulovesicular rashes (41, 42). Upon lymphocyte analysis, it was
revealed that both patients exhibited a genetic deficiency and
dysfunction of type I NKT cell populations, with one patient also
deficient in CD1d expression. These clinical findings are consistent
with the proposal that the CD1d-iNKT cell axis commands a critical
role in VZV resolution.

Mutations in the SH2D1A gene causes defective functioning of
the signalling lymphocyte activation molecules (SLAM) -Associated
Protein (SAP). SAP is necessary for T and NK cell function and has
further been implicated in type I NKT cell development and
function (55). Patients with X-linked lymphoproliferative (XLP) 1
disease who have a mutated SH2D1A gene, exhibited a stark
absence of type I NKT cells, with no apparent paucity of other
lymphocyte populations (55). A child with XLP1 had presented
with Epstein-Barr virus (EBV) infection, which then rapidly
developed into EBV encephalitis (44). This clinical finding
suggests a correlation between the absence and dysfunction of
type I NKT cells, and an exacerbated EBV infection.

Recent data has shown that NKT cells also hold great
significance in viral control in the context of human
transplantation, and thus transplantation success (56). Allografts
with a higher abundance of type I NKT cells resulted in a decreased
human cytomegalovirus (HCMV) reactivation rate post-allogeneic
hematopoietic cell transplantation (HCT), with the association to
CD1d expression in these allografts still unknown (56).
Accordingly, the secretion of IFN-y, perforin, and granzyme B
from activated iNKT cells had lead to liver damage (57), but had
also facilitated cytotoxic T cell activation and thus hepatitis B virus
(HBV) inhibition (58). On the other hand, a rat model of hepatitis C
virus (HCV) -related virus infection showed that type I NKT cells,
which are biased to type 2 immunity, can limit liver injury while
preventing infection (59). The role of type I NKT cells in HCV-
related virus infection is further explored in Section 2.2 Type I NKT
cell activation and function in viral infection. A murine study using
NKT knockout mice showed that NKT cell populations and more
specifically their IFN-y production, are necessary for long-term
cardiac allograft acceptance (60). In mice who were previously
deficient in NKT cells, the adoptive transfer of NKT cells post-
transplantation had ameliorated allograft rejection and prolonged
cardiac allograft survival (60). Therefore, understanding what
factors drive and control the different type I NKT cell subsets
could inform how to safely mitigate viral infection severity in a
transplant setting, and promote transplantation success.

The importance of CD1d expression and type I NKT cell
activity within viral infections has also been supported by studies
using murine models. In murine CMV (MCMYV) infected mice
which were either CD1d or Jo18 deficient, there was a significant
suppression of myeloid progenitor cell numbers and proliferative
ability (61). Remarkably, the adoptive transfer of type I NKT cells to
Jou18 deficient mice, which were then intraperitoneally infected with
MCMV, had rescued their myelosuppression profile and improved
myeloid progenitor cell cycling status (61). This study suggests that
the absence of CD1d molecule expression and type I NKT cell
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populations leaves myeloid progenitor cells vulnerable to MCMV-
induced suppression.

Type I NKT cells have also demonstrated involvement in herpes
simplex virus (HSV) type-1 (HSV-1) infection of mice. Following
cutaneous inoculation of HSV-1, CD1d knockout mice exhibited an
accelerated development of HSV-1 zosteriform skin lesions and a
delayed clearance of virus when compared to wild-type mice (62).
Jo281 knockout mice, lacking the type I NKT Val4-Jo281 TCR,
also revealed considerably higher viral loads with a diminished
capacity to clear virus (62). However, a subsequent study revealed
that the Jo281 knockout mice express lower TCR diversity, which
can impact the viral-specific T cell repertoire and potentially other
unconventional T cells too, such as Mucosal-Associated Invariant T
(MAIT) cells (63). Nonetheless, in an alternate murine study, CD1d
knockout mice infected with ocular HSV-1 infections displayed
exacerbated eye inflammation with a delayed disease clearance (64).
As the absence of CD1d molecule expression impedes type I NKT
cell development in the thymus of mice (65) and pigs (66), these
studies collectively suggest that a lack of CD1d molecule and NKT
cell functionality enhances severe viral dissemination. The range of
NKT cell functional responses against HSV infection is further
explored later in this review.

Overall, many clinical findings and murine studies have
established that a deficiency in CD1d molecule expression and
type INKT cell frequencies can leave hosts vulnerable to severe viral
dissemination and reactivation. It is thus evident that the CD1d-
iNKT cell axis instructs a profound immune response which may be
necessary in defending the host from an aggravated viral infection.

2.2 Type | NKT cell activation and function
in viral infections

The aforementioned studies suggest the involvement and
importance of type I NKT cells in anti-viral immune responses.
Conversely, multiple studies also report that viral infections
modulate the activation and function of type I NKT cells.

2.2.1 Severe acute respiratory syndrome
coronavirus 2 (SARS-CoV-2)

SARS-CoV-2 is the virus responsible for COVID-19. A marked
depletion of type I NKT cells was observed in the peripheral blood
samples of SARS-CoV-2 infected patients, a finding which was
found to be independent of CD1d downregulation during infection.
This depletion of type I NKT cells was likely a result of SARS-CoV-2
spike protein binding to the type I NKT cell TCR, and causing
cellular activation, exhaustion, and apoptosis since existing type I
NKT cells expressed higher levels of the exhaustive marker Tim-3
(67). Further studies between convalescent and uninfected patient
cohorts revealed that SARS-CoV-2 infected individuals specifically
showed a striking reduction in type I NKT cell frequency (68).
There was no reduction in conventional T cell frequencies which
suggests that type I NKT cells may be more vulnerable to depletion
in SARS-CoV-2 infection. In mouse models, the SARS-CoV-2
envelope (E) protein was also found to suppress activation and
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effector function of type I NKT cells (39). However, when mice were
treated with a-GalCer prior to SARS-CoV-2 intranasal infection,
they exhibited a decreased viral titre and improved survival rates.
Thus, although SARS-CoV-2 can substantially impede type I NKT
cell functionality, these findings propose that activated type I NKT
cells hold an immunoprotective role against SARS-CoV-2.
Interestingly, type I NKT cells expressed a greater activation
profile in severe COVID-19 patients (69). A higher CD69
expression level was positively correlated with plasma levels of IL-
18, which has been established as a potent activator of type I NKT
cells (69, 70). Albeit type I NKT cells from SARS-CoV-2-infected
patients did produce less IFN-y than those from healthy control
donors, suggesting that despite a persistent activation profile, type I
NKT cells expressed a mitigated functional profile. The substantial
activation of type I NKT cells throughout SARS-CoV-2 disease
progression is likely to be cytokine-dependent, as well as correlated
to spike protein binding, and suggests an intricate balance between
activation and functional loss of type I NKT cells in SARS-CoV-
2 infection.

2.2.2 Herpes Simplex Virus type -1 (HSV-1)

Epidermal keratinocytes express substantial levels of CD1d and
are a primary site of infection by the herpesvirus HSV-1. The co-
culture of human type I NKT cells with HSV-1 infected human
keratinocytes showed that HSV-1 was able to extensively shut down
both the cytokine- and TCR-dependent activation of human type I
NKT cells, resulting in an impaired cytokine output (38). However,
HSV-1 infected keratinocytes do not exhibit CD1d downregulation
which suggests that this weakened functional phenotype of type I
NKT cells following contact with HSV-1 infected keratinocytes is
independent of CD1d downregulation (38). In contrast to SARS-
CoV-2 infection, type I NKT cell function is not rescued by o-
GalCer treatment after co-culture with HSV-1 infected
keratinocytes (38). Recent studies reveal that in HSV-1 infected
human keratinocytes, the IL-15/IL-15 receptor-o. (IL-15R-ct)
complex is rapidly upregulated and then subsequently
downregulated with prolonged infection (71). Remarkably, the
profound downregulation of the IL-15/IL-15R-0. complex by
HSV-1 infection was counteracted by IFN-y production from type
INKT cells. The co-culture of type I NKT cells with HSV-1 infected
keratinocytes also resulted in fewer keratinocytes expressing the
HSV-1 envelope glycoprotein D (gD) (71). These novel reports
represent a new perspective of how type I NKT cells may be able to
counteract the modulatory mechanisms of viruses and exert anti-
viral activity.

2.2.3 Hepatitis C virus (HCV)

The infection of liver tissue with HCV often results in
detrimental inflammation and with no viral clearance, will
eventually lead to chronic HCV (72). A patient cohort study
indicated that the progression of acute HCV infection to chronic
HCV infection is strongly correlated with an elevated activation
profile of peripheral blood type I NKT cells as well as pro-
inflammatory Type II NKT cells (73), which could possibly be a
result of the upregulated CD1d expression present in HCV infection
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of the liver (74, 135). This suggests that the elevated
proinflammatory cytokine milieu of type I NKT cells during HCV
infection may contribute to the aggravated liver damage sustained
during the progressing stages of HCV infection. However, recent
studies have utilised a HCV-related hepacivirus murine model with
CD1d knockout mice to explore how the type I NKT cell cytokine
response could simultaneously mediate liver pathology and
influence hepacivirus-specific CD8" T cells (59). Here, it was
deduced that a paucity of liver type I NKT cells led to heightened
tissue damage during hepacivirus infection despite previous
findings indicating that type I NKT cell function could be
associated with liver pathology. These type I NKT cell deficient
mice also experienced an exacerbated CD8" T cell response,
suggesting that type I NKT cells do offer an immunoprotective
role during hepatic viral infection. Furthermore, the production of
type 2 cytokines IL-4 and IL-13 from activated type I NKT cell
subsets indicated a skewing towards an NKT2 profile (59). These
results suggest that type I NKT cells could more specifically serve a
regulatory role in viral infections such that the effector functions of
hepacivirus-specific T cells, and potentially HCV-specific T cells
too, are controlled to limit liver damage.

2.2.4 Influenza A virus (IAV)

TAV is a common respiratory virus that can efficiently infect swine,
birds, and humans. From an evolutionary standpoint, the success of
IAV within global populations is a result of the virus’ ability to
constantly and rapidly produce antigenically distinct viral strains
(75). The morbidity and mortality associated with IAV is also related
to a substantial viral titre and a destabilising overproduction of
cytokines (76). To determine whether type I NKT cells could reduce
IAV load and regulate the cytokine production in IAV infection, mice
were intraperitoneally administered with o-GalCer concurrent to
intranasal IAV inoculation (77). In treated mice, viral titre was
significantly lower and body weight also remained more consistent
over the course of infection compared to untreated mice. This
improved disease outcome was likely a result of the activation and
subsequent migration of type I NKT cells from the liver to the lungs, as
there was a drop in liver type I NKT cell frequency but a significant
increase in blood and lung type I NKT cell frequencies (77). The
contribution of activated type I NKT cells to anti-viral immunity is
similarly conveyed through IAV-infected CD1d knockout and type I
NKT cell deficient mice experiencing an increased IAV titre compared
to wild-type mice (78). This is suggested to be correlated to increased
myeloid-directed suppressor cell (MDSC) activity, which are a cell-type
capable of suppressing T cell functionality and thus cell-mediated anti-
IAV immunity. Upon adoptive transfer of type I NKT cells into
previously type I NKT cell deficient mice, the suppressive capacity of
MDSCs was no longer observed as mice experienced a reduced viral
titre, thus indicating the importance of type I NKT cells in controlling
MDSC responses in viral environments (78). Type I NKT cells
prepared from IAV-infected mice also expressed a higher level of
IFN-y and IL-22 transcripts. This functional output is subsequent to
IAV-infected dendritic cells (DCs) activating type I NKT cells via toll-
like receptor (TLR)-7/MYD88 signalling and type I NKT cell
recognition of secreted IL-1P and IL-23 from IAV-infected DCs (79).
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The release of IL-22, a critical Th17-related cytokine, from type I NKT
cells had protected lung epithelial cells from IAV-mediated cell death
whereas the depletion of IL-22 in mice had exacerbated the pathology
of airway epithelium (79). In swine models, IAV infection had resulted
in an increased frequency and activation of type I NKT cells within
blood, lung lymph nodes, and broncho-alveolar lavage (80). It is likely
that type I NKT cells may be instrumental in TAV infection of swine as
these tissues are all notable in IAV pathology, however further research
into the precise role of swine type I NKT cells in anti-IAV immunity is
still necessary. These studies thus suggest that type I NKT cells are
functionally dynamic in their ability to serve both an anti-viral and
protective role against IAV infection.

3 Viral immunomodulation of the
CD1d antigen presentation pathway

Due to the efficient viral clearance enacted by conventional
CD4" and CD8" T cells, it is unsurprising that a myriad of viruses
targets the classical antigen presentation pathways of both MHC
class -I and -II molecules (81-84). Extensive research has shown
that numerous viral infections also impact CD1d antigen
presentation and thus type I NKT cell effector function, despite
viruses not typically encoding lipid ligands (Figure 1).

SARS-CoV-2 is known to be highly successful at immune
evasion and suppression. Observed in a human kidney epithelial
cell-line, the SARS-CoV-2 envelope (E) protein was found to be
responsible for the specific downregulation of mature CD1d
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molecules (39). As inhibition of proteasomal and lysosomal
activity rescued the presence of mature CD1d, it was deduced
that the downregulation of CD1d by SARS-CoV-2 is mediated by
proteasomal and lysosomal-mediated degradation. However, as
aforementioned, previous studies of human peripheral blood from
SARS-CoV-2 infected patients showed no CD1d downregulation,
thus prompting further research into SARS-CoV-2-mediated
modulation of CD1d across different cell-types.

Human immunodeficiency virus (HIV) is an intensively
researched virus which mainly infects CD4" T cells, leading to the
destruction of cell-mediated immunity and thus impairing the
body’s overall immune response. In addition to the finding that
CD4" type I NKT cells are also permissive to HIV-1 infection (85),
it has also been shown that HIV-1 infection can interfere with
CD1d expression and thus, CD1d-dependent activation of type I
NKT cells (86, 87). Jurkat cells, which are an immortalised human T
cell-line, were infected with GFP-HIV-1, resulting in CD1d being
internalised and recycled back to the trans-golgi network (TGN)
(86). Interestingly, in GFP-HIV-1 Nef deficient infections, there was
minimal CD1d downregulation thus indicating that the
immunomodulation of CD1d expression in HIV-1 infection is
Nef-dependent. Upon replacing the tyrosine residues in the CD1d
molecule cytoplasmic tail with alanine, CD1d expression was not
impaired which proposes that the tyrosine-based residues of CD1d
are the target of Nef-dependent CD1d internalisation. In HIV-1-
infected DCs, the interaction of viral protein U (Vpu) with CD1d
resulted in CDI1d recycling and retention within the early
endosome, thus inhibiting cell-surface presentation (87). Further
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investigation revealed that Vpu does not alter the rate of CD1d
internalisation, but rather prevents the ability of CDId to be
subsequently recycled back to the cell-surface. Patients with HIV-
1 are reported to display a reduced abundance of CD4" type I NKT
cells (88, 89), which prompts that both the Nef- and Vpu-mediated
retention of CD1d could be partially involved in lowered type I
NKT cell activation.

The Herpesviruses family is highly ubiquitous and successful, a
favourable outcome which is largely underscored by the ability of
these viruses to manipulate and evade the host immune response to
establish a life-long latent infection (90). Multiple herpesviruses
target CD1d expression including HCMV, Kaposi-sarcoma
associated herpesvirus (KSHV), EBV, VZV, and HSV-1. In
contrast to SARS-CoV-2, the immature form of CD1d is more
vulnerable to viral US2-mediated, ubiquitin-dependent
proteasomal degradation in HCMV infection (91). The
ubiquitination of the CDId cytoplasmic tail by KSHV induces
endocytosis and thus downregulation of cell-surface CD1d (92).
Surprisingly, the modulator of immune recognition (MIR) -induced
downregulation of CD1d in KSHV infection does not seem to
heavily enhance lysosomal degradation, a mechanism that is
commonly triggered upon ubiquitin-dependent internalisation
(93). This suggests that although CD1d expression is hampered,
KSHV has less involvement in its molecular degradation, which
seems to be distinct to other viruses studied. During productive
infection of human B cells with EBV, a gammaherpesvirus closely
related to KSHV, the degradation of CD1d at a transcriptional level
by the EBV shutoff protein BFL5 had been reported (94). Recently,
VZV has also been shown to downregulate CD1d, which was
evident at both a transcript and protein level (95). This
downregulated phenotype was observed in both viral antigen-
positive cells and VZV-exposed cells that remained viral antigen-
negative, a phenomenon unique to VZV infection. This finding is of
particular importance given that ‘bystander’ cells are also targeted
by VZV in order to inhibit CD1d expression, implying that viral-
mediated modulation is not restricted to VZV-infected cells only.

The viral HSV-1 proteins glycoprotein B (gB) and serine-
threonine kinase (US3) have also been shown to inhibit the
recycling capacity of CD1d in immortalised HeLa cells, thus
suppressing type I NKT cell activation (96, 97). As previously
discussed, HSV-1 infection of human keratinocytes does not
downregulate cell-surface CD1d expression (38). Intriguingly, in
human DCs infected with low titres of HSV-1, CD1d expression
was upregulated (98). Downregulation of CD1d on HSV-1 infected
DCs was only identified in cells with high viral titre (98). These
results suggest that the viral-mediated modulation of CD1d is not
only cell-type/virus dependent, but also reliant on viral titre.

The downregulation of CD1d by viruses has also been shown by
human papilloma virus (HPV) (99), vaccinia virus (100, 101) and
vesicular stomatitis virus (100). In contrast, HCV infection caused
an upregulation of CD1d expression in chronically infected HCV-
infected human liver tissue (74). This finding further suggests that
other NKT cell types which hold a stronger CD1d- “self-reactive”
profile, such as type II NKT cells, may play a role in anti-viral
responses or in influencing type I NKT responses. Overall, it is
highlighted that multiple viruses directly encode functions to target
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CD1d expression at various points in the biosynthesis and recycling
pathway, which may contribute to the evolutionary success of
certain viruses.

4 The interplay between lipid
metabolism and viral infections

With such stark modulation of CD1d molecule expression and
type INKT cell function by viruses, the intricate relationship between
the CD1d-iNKT cell axis and viral infections is evident. However,
there remains postulation as to why viruses may target this
unconventional immune cell axis despite its inability to recognise
viral proteins. Interestingly, it has been recently reviewed that many
viruses manipulate the lipid microenvironment of host cells to
enhance the viral lifecycle, and that host lipid mediators may also
play a role in the innate immune response to viral infections (102).
Through manipulation of host lipid synthesis, it is possible that some
viruses may indirectly modulate the presentation of endogenous lipid
antigens on CDId in infected cells, though this remains an
understudied area that requires further research.

Hepatic steatosis is a common hallmark of pathology in chronic
HCYV infection and is characterised by the excess build-up of fat in
liver cells. For HCV to efficiently replicate and spread, the HCV
Core protein, the tail-interacting protein 47 (TIP47), and the non-
structural viral protein 5A (NS5A) all cooperate to transfer viral
RNA to lipid droplets (LDs) (103). These LDs act as sites for the
construction and assembly of de novo virions, in which the Core-
dependent recruitment of nonstructural (NS) proteins and
replication complexes facilitates HCV production (104). Recent
studies have established that although HCV infection does induce
LD accumulation in a human hepatic cell line, the increased LD
accumulation is not associated with greater levels of HCV Core
protein activity (105). Therefore, the accumulation of intracellular
LDs in HCV infection is not a direct result of HCV replication,
which necessitates further investigation into the mechanisms
behind the modulation of lipids during HCV infection. The
increased presence of intracellular lipids upon HCV infection
may ultimately increase the likelihood of the TCR-dependent
activation of type I NKT cells, however, this remains
undetermined and warrants further study. Given the potential
regulatory role that type I NKT cells may play in HCV
pathogenesis (59), we present a valid rationale as to why viruses
such as HCV could target a lipid detecting effector cell or a lipid
antigen presentation molecule, such as CD1d.

On a similar note, it has been demonstrated that SARS-CoV-2-
infected primary human monocytes upregulate lipid metabolism
and display an increased accumulation of intracellular LDs, which
facilitate viral replication (106). Interestingly, the inhibition of LD
synthesis decreases viral progeny production in SARS-CoV-2-
infected monocytes and impedes SARS-CoV-2-induced cell death
(106). This correlation between SARS-CoV-2-induced lipid
accumulation and endogenous lipid ligand availability for type I
NKT cell recognition is highly relevant. As mentioned earlier, type I
NKT cells are also able to be activated via a cytokine-dependent
manner, specifically through IL-12 and IL-18 detection (70). To this
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end, SARS-CoV-2 infected monocytes exhibit an increased
production of IL-12, while the inhibition of lipid synthesis
downregulates IL-12 secretion (106). This suggests that the viral
replication enabled by lipid synthesis may contribute to the IL-12
production from SARS-CoV-2 infected monocytes. Ultimately, the
multi-faceted shut-down of the CD1d-iINKT cell axis by SARS-
CoV-2 represents an immune evasion strategy to potentially
counteract the increased lipid synthesis needed for viral spread,
and thus the potential increase of type I NKT cell surveillance.

While some viruses may manipulate LD production to increase
viral replication, it has recently been proposed that LD formation
may also hold an anti-viral role too (107). Interestingly, the
induction of LD formation following viral infection was exhibited
by IAV, HSV-1, Zika virus (ZIKV), and Dengue virus (DENV). IAV
infection of human THP-1 monocytes, and HSV-1, ZIKV, and
DENV infection of immortalised astrocytes showed that an
increased LD accumulation correlated with an enhanced IFN
response and thus, a decrease in viral replication (107). Such
findings implicate LD accumulation as a possible immune defence
mechanism implemented to restrict viral replication rather than to
solely facilitate it.

Although certain viruses exploit lipid synthesis to enable viral
replication and dissemination, the connection to type I NKT cell
activation must still be determined. Upon the detection of lipid
ligands such as fatty acids, peroxisome proliferator-activated receptor

Viral modulation of CD1d
expression and iNKT cell function
to evade potential recognition.
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(PPAR)y, a lipid-activated transcription factor, is stimulated in DCs
(108). PPARY subsequentially triggers the transcription of
retinaldehyde dehydrogenase type 2 (RALDH2) through the
promotor activity of peroxisome proliferator responsive element
(PPRE). This subsequently increases the abundance of all-trans
retinoic acid (ATRA). ATRA then binds and activates the retinoic
acid receptor (RAR)a which is found within the CD1d promoter site
(109). Therefore, the binding of ATRA to RARo upregulates CD1d
transcription and thus, molecular expression (Figure 2). As
aforementioned, upregulated CD1d expression in a viral
environment was indeed reported in HCV infection of human liver
tissue (74). While increased lipid metabolism may facilitate de novo
virion synthesis, the resulting LD accumulation may also indirectly lead
to CD1d molecule upregulation and consequently, leave infected cells
vulnerable to detection by type I NKT cells. Therefore, the
immunomodulation of the CD1d-INKT cell pathway by certain
viruses may stand as an attempt to circumvent the anti-viral capacity
of activated type I NKT cells.

5 Type | NKT cells in anti-viral
immunotherapy and prophylaxis

The use of type I NKT cells in cancer therapeutic approaches is
underpinned by their multifaceted ability to activate and enhance
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Viral modulation of host cell lipid metabolism. Multiple viruses have been identified to increase lipid droplet (LD) accumulation to facilitate
replication. Upon increased LD accumulation, LDs bind to the PPARy nuclear hormone receptor. PPARY, which is associated to RXRo., binds to and
enhances PPRE promoter activity to upregulate RALDH2 transcription. Increased retinal metabolism through RALDH?2 activity leads to an increase of
ATRA. ATRA activates the RARa receptor which is bound to the putative RARE promoter sequence found within the CD1d target gene, resulting in
greater CD1d transcription. The increased lipid accumulation in consequence of viral replication may indirectly upregulate CD1d expression and
thus, the viral modulation of lipid metabolism could promote TCR-dependent type | NKT cell recognition of an infected cell. Therefore, viruses may
target CD1d expression and type | NKT cell function to evade potential recognition
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anti-tumour immunity. Such therapeutic advances have been seen
through allogeneic human stem cell (HSC)-engineered type I NKT
cells which have been able to induce potent anti-tumour NK cell
activity (110). Moreover, type I NKT cells do not risk graft-versus-
host disease (GVHD) following allogenic cancer therapy because they
are unresponsive to mismatched MHC molecules between donor and
patient, thus proving valuable in anti-tumour therapy applications
(111). Such anti-tumour therapeutic advances also include generating
chimeric antigen receptor (CAR)-type I NKT cells (30), in which
these allogeneic CAR-type I NKT cells selectively target
immunosuppressive cells in tumour environments (112), and also
the ex-vivo expansion and activation of autologous iNKT cells (113).
Induced pluripotent stem cell (iPSC)-derived type I NKT cells, which
hold a similar genotype and functional profile to primary type I NKT
cells, have also shown strong anti-tumour capacity and reduce the
limitation of low type I NKT cell frequency in human peripheral
blood (114).

Given the importance that type I NKT cells may also play in
anti-viral immunity, type I NKT cells are now being harnessed for
viral immunotherapy and prophylactic applications. As explored
more specifically in this review, the anti-viral therapeutic use of
type I NKT cells is being exploited through the adoptive
administration of type I NKT cells to mediate viral pathology
(115) and through the administration of glycolipid analogues as
vaccine adjuvants (115-117).

Allogenic cell-based therapy, where a single donor’s immune
cells are modified and introduced back into multiple patients’ blood,
is emerging as a promising immunotherapy approach. AgenT-797
is an allogeneic, ex-vivo expanded type I NKT cell product (115).
Preliminary clinical use against acute respiratory distress syndrome
(ARDS) induced by SARS-CoV-2, has shown value in secondary
infection prevention and rescue of exhausted T cells (115). Moreso,
the key markers of cytokine response syndrome (CRS) were
unchanged, with the general cytokine response post-
administration favouring an anti-inflammatory profile. Such
results indicate that agenT-797 has a dual role in preventing both
virus and immune-mediated pathogenesis in SARS-CoV-2
induction of ARDS. The success of cellular therapeutic
approaches for viral infections is underpinned by their longevity
and persistence within the hosts’ immune system post-
administration. In this respect, agenT-797 remained detectable
within patient blood and bronchoalveolar lavage (BAL)
throughout hospitalisation, with patients who received
cardiopulmonary bypass sustaining a stronger retention (115).

IL-4, initially coined as B cell growth factor-1 (BSF-1), plays a
significant role in B cell activation and differentiation, and thus is
partly responsible for antibody secretion (118, 119). During early
stages of influenza infection, type I NKT cells have been found to
comprise approximately 70% of the IL-4 producing cells in patient
lymph node samples and thus are critical for infection resolution
(120). The genetic patterns of type I NKT cells and IL-4 secretion
have also corresponded with the abundance of antibodies in
macaques infected with ZIKV (120). Recently, a glycolipid agonist
adjuvanted to the SARS-CoV-2 RBD-Fc protein ‘aGC-CPOEt has
shown promise as an effective SARS-CoV-2 vaccine adjuvant in
murine models, with the ability to induce a greater secretion of IL-4

Frontiers in Immunology

10.3389/fimmu.2024.1472854

from type I NKT cells when compared to a vaccine adjuvanted by
o-GalCer (116). Multiple administrations of aGC-CPOEt-
adjuvanted vaccinations resulted in increased levels of
neutralising antibodies against SARS-CoV-2 (116). This resolves a
setback presented by o-GalCer adjuvanted vaccines as multiple
exposures to 0-GalCer may stun type I NKT cells into anergy and
unresponsiveness (121).

A prominent hurdle of vaccine production is the constantly
changing SARS-CoV-2 variants which hold distinct antigenic
profiles from existing vaccine strains. To address this, a novel
type I NKT cell agonist 7DW8-5 has recently shown protection
against three antigenically distinct mouse-adapted SARS-CoV-2
strains when administered pre-infection (117). 7DW8-5 is an o.-
GalCer analogue, which through various biological assays was
found to be more potent than o-GalCer at activation of type I
NKT cells (122). Analysis of the cytokine profile post-
administration of 7DW8-5 showed a skewing towards IFN-y
production from type I NKT, NK, T, and y§ T cells (117).
Interestingly, in IFN-y knockout mice, the anti-viral potential of
7DWS8-5 was completely lost, which implies that the potent anti-
viral effect of 7DW8-5 is dependent on the induction of an IFN-y
response. In testing whether 7DW8-5 induced anergy in type I NKT
cells upon secondary administration, it was established that the
repeated administration of 7DW8-5 at both low and high doses did
not induce anergy and had maintained protective efficacy (117).
Although this agonist still requires extensive clinical testing, in vitro
testing in human type I NKT cells corroborates with the protective
adjuvant activity of 7DW8-5 seen in HIV and malaria murine
vaccines (122).

Similar to SARS-CoV-2, swine TAV inflicts a major disease
burden in pig populations due to the virus’ ability to evolve and
develop drug resistance rapidly. Zoonotic IAV strains can also be
transmitted to humans and therefore, swine IAV presents a
substantial burden for human populations too (123). The
intranasal administration of a-GalCer to HIN1 IAV-infected
piglets resulted in complete amelioration of body weight, flu
symptoms, and IAV-induced destruction of lung architecture
(124). Moreover, a-GalCer-treated piglets had significantly
reduced IAV titres compared to untreated piglets (124). This
reinforces that activated type I NKT cells could serve as an
effective, long-term therapeutic target against swine IAV
infection, especially as it may prove difficult for IAV to adapt to
the broad functionality of type I NKT cells. Within a prophylactic
context, the intramuscular and intranasal administration of o-
GalCer to pigs prior to IAV infection did not reduce subsequent
viral replication or shedding (125). However, more recent studies
have examined the efficacy of o-GalCer treatments for IAV
infection in comparison to oseltamivir (126), a widely used anti-
viral drug that blocks IAV virion release and spread (127). Here,
o-GalCer treatment was ineffective at stimulating an anti-IAV
immune response in pigs whereas oseltamivir was able to
significantly reduce lung immunopathology and viral spread,
suggesting that a-GalCer treatment for swine IAV infection
may be highly variable (126). The intranasal co-immunisation of
mice with o-GalCer and TAV hemagglutinin glytoprotein had
offered substantial protection by inducing a strong mucosal
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immune response (128). Pigs however represent a more
translational animal model than mice, so the therapeutic
potential of swine type I NKT cells may be a predictor of type I
NKT cell therapy effectiveness in humans with IAV and warrants
further investigation.

ABX196 is a variant of o.-GalCer with a galactosyl 6-deoxy-6-N-
acyl modification and produces a more potent agonistic activity in
murine type I NKT cells when compared to the super agonist PBS-57
(129). Preclinical studies in ABX196-treated mice had indicated a
large production of IFN-y from type I NKT cells and NK cells, and
did not generate substantial toxicity at any doses (129). Due to the
monomorphic nature of the CD1d molecule, ABX196 was also able to
be assessed in human subjects as a prophylactic vaccine in
combination with HBV surface antigen (HBsAg). In a large portion
of patients, an effective anti-HBV antibody response was generated,
which is especially noteworthy given the poor immunogenicity of
HBsAg. This agonist also established sufficient protective immunity
against HBV after only one administration. Activation of liver type I
NKT cells by ABX196 did induce cytotoxicity and cellular damage,
however future studies can focus on altering the systemic delivery
system to overcome this side effect. More recently, a conjugate
vaccine platform has incorporated both o-GalCer and HBV viral
antigens, such that antigen presenting cells are able to simultaneously
activate type I NKT cells and HBV-specific CD8" T cells respectively
(130). This co-delivery vaccine design had successfully improved viral
clearance in a murine model of chronic HBV however efficacy and
safety within human populations is still being evaluated (130). In
previous human studies, the treatment of o-GalCer alone produced
significant immune activation however this was not enough to
efficiently clear HBV, suggesting that the co-delivery of o-GalCer
and virus-specific antigens may be a better alternative (131). Unlike
the polymorphic MHC molecules, CD1d is a monomorphic molecule
and is highly conserved between species and individuals (132), thus
representing a likely candidate to explore for future therapeutic gain.

Overall, NKT cells are a functionally dynamic and highly
competent cell type that are well-documented in their ability to
infiltrate tumour microenvironments and secrete anti-tumour
cytokines. In addition, glycolipids are demonstrating significant
protection and enhanced efficacy as adjuvants for vaccines against
murine models of malaria (133) and as combination treatments
with antibiotics against tuberculosis (134). Recent data has
introduced a multitude of strategies to harness the multifaceted
function of type I NKT cells in anti-viral prophylaxis or treatment,
with each approach becoming increasingly valuable.

6 Concluding remarks

Type I NKT cells and CD1d antigen presentation molecules
represent increasingly relevant players in host responses to viral
infections. Although a direct causal relationship between the viral
manipulation of host lipid metabolism and type I NKT cell function
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has yet to be meticulously explored, this review presents a
perspective as to why viruses could view the CD1d presentation
pathway and type I NKT cells as ideal targets for exploitation. In
better understanding the intricate interaction between the CD1d-
iNKT cell pathway and viral infections, type I NKT cells could be
more prominently placed at the forefront of future viral
prophylactic and therapeutic approaches, given their ability to
quickly secrete cytokines and aid immune responses. Future
exploration into this area may also divulge a better understanding
of the unexplored role of type II NKT cells in viral infections and
thus, reveal a new appreciation for NKT cells in viral infections.

Author contributions

VR: Conceptualization, Investigation, Visualization, Writing —
original draft, Writing - review & editing. LS: Supervision,
Writing - review & editing. CFA: Supervision, Writing - review
& editing. BS: Supervision, Writing - review & editing, Funding
acquisition. AA: Supervision, Writing - review & editing,
Conceptualization, Funding acquisition, Project administration.

Funding

The author(s) declare that no financial support was received for
the research, authorship, and/or publication of this article.

Acknowledgments

All figures made with BioRender.

Conflict of interest

The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be
construed as a potential conflict of interest.

The author(s) declared that they were an editorial board
member of Frontiers, at the time of submission. This had no
impact on the peer review process and the final decision.

Publisher’s note

All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated
organizations, or those of the publisher, the editors and the
reviewers. Any product that may be evaluated in this article, or
claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

frontiersin.org


https://doi.org/10.3389/fimmu.2024.1472854
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org

Rajashekar et al.

References

1. Godfrey DI, Macdonald HR, Kronenberg M, Smyth MJ, Kaer LV. NKT cells:
what’s in a name? Nat Rev Immunol. (2004) 4:231-7. doi: 10.1038/nri1309

2. Lantz O, Bendelac A. An invariant T cell receptor alpha chain is used by a unique
subset of major histocompatibility complex class I-specific CD4+ and CD4-8- T cells in
mice and humans. ] Exp Med. (1994) 180:1097-106. doi: 10.1084/jem.180.3.1097

3. Dellabona P, Padovan E, Casorati G, Brockhaus M, Lanzavecchia A. An invariant
V alpha 24-J alpha Q/V beta 11 T cell receptor is expressed in all individuals by clonally
expanded CD4-8- T cells. ] Exp Med. (1994) 180:1171-6. doi: 10.1084/jem.180.3.1171

4. Porcelli S, Yockey CE, Brenner MB, Balk SP. Analysis of T cell antigen receptor
(TCR) expression by human peripheral blood CD4-8- alpha/beta T cells demonstrates
preferential use of several V beta genes and an invariant TCR alpha chain. ] Exp Med.
(1993) 178:1-16. doi: 10.1084/jem.178.1.1

5. Brossay L, Chioda M, Burdin N, Koezuka Y, Casorati G, Dellabona P, et al. CD1d-
mediated recognition of an alpha-galactosylceramide by natural killer T cells is highly
conserved through mammalian evolution. ] Exp Med. (1998) 188:1521-8. doi: 10.1084/
jem.188.8.1521

6. Matsuda JL, Mallevaey T, Scott-Browne J, Gapin L. CD1d-restricted iNKT cells,
the ‘Swiss-Army knife’ of the immune system. Curr Opin Immunol. (2008) 20:358-68.
doi: 10.1016/j.c0i.2008.03.018

7. Thierry A, Robin A, Giraud S, Minouflet S, Barra A, Bridoux F, et al. Identification
of invariant natural killer T cells in porcine peripheral blood. Vet Immunol
Immunopathol. (2012) 149:272-9. doi: 10.1016/j.vetimm.2012.06.023

8. Yang G, Artiaga BL, Lomelino CL, Jayaprakash AD, Sachidanandam R, Mckenna
R, et al. Next generation sequencing of the pig oy TCR repertoire identifies the porcine
invariant NKT cell receptor. J Immunol. (2019) 202:1981-91. doi: 10.4049/
jimmunol.1801171

9. Kawano T, Cui J, Koezuka Y, Toura I, Kaneko Y, Motoki K, et al. CD1d-restricted
and TCR-mediated activation of V(a)14 NKT cells by glycosylceramides. Science.
(1997) 278:1626-9. doi: 10.1126/science.278.5343.1626

10. Kinjo Y, Kitano N, Kronenberg M. The role of invariant natural killer T cells in
microbial immunity. J Infect Chemother. (2013) 19:560-70. doi: 10.1007/s10156-013-
0638-1

11. Morita M, Motoki K, Akimoto K, Natori T, Sakai T, Sawa E, et al. Structure-
Activity Relationship of.alpha.-Galactosylceramides against B16-Bearing Mice. ] Med
Chem. (1995) 38:2176-87. doi: 10.1021/jm00012a018

12. Gumperz JE, Miyake S, Yamamura T, Brenner MB. Functionally distinct subsets
of CD1d-restricted natural killer T cells revealed by CD1d tetramer staining. ] Exp Med.
(2002) 195:625-36. doi: 10.1084/jem.20011786

13. Godfrey DI, Uldrich AP, Mccluskey J, Rossjohn ], Moody DB. The burgeoning
family of unconventional T cells. Nat Immunol. (2015) 16:1114-23. doi: 10.1038/
ni.3298

14. Rhost S, Sedimbi S, Kadri N, Cardell SL. Immunomodulatory type II natural
killer T lymphocytes in health and disease. Scand ] Immunol. (2012) 76:246-55.
doi: 10.1111/j.1365-3083.2012.02750.x

15. Singh AK, Tripathi P, Cardell SL. Type I NKT cells: an elusive population with
immunoregulatory properties. Front Immunol. (2018) 9. doi: 10.3389/
fimmu.2018.01969

16. Almeida CF, Smith DGM, Cheng T-Y, Harpur CM, Batleska E, Nguyen-
Robertson CV, et al. Benzofuran sulfonates and small self-lipid antigens activate type
II NKT cells via CD1d. Proc Natl Acad Sci U.S.A. (2021) 118:2104420118.
doi: 10.1073/pnas.2104420118

17. Van Rhijn I, Young DC, Im JS, Levery SB, Illarionov PA, Besra GS, et al. CD1d-
restricted T cell activation by nonlipidic small molecules. Proc Natl Acad Sci U.S.A.
(2004) 101:13578-83. doi: 10.1073/pnas.0402838101

18. Brigl M, Tatituri RVV, Watts GFM, Bhowruth V, Leadbetter EA, Barton N, et al.
Innate and cytokine-driven signals, rather than microbial antigens, dominate in natural
killer T cell activation during microbial infection. J Exp Med. (2011) 208:1163-77.
doi: 10.1084/jem.20102555

19. Lezmi G, Leite-de-Moraes M. Invariant natural killer T and mucosal-associated
invariant T cells in asthmatic patients. Front Immunol. (2018) 9:1766. doi: 10.3389/
fimmu.2018.01766

20. Sag D, Ozkan M, Kronenberg M, Wingender G. Improved detection of cytokines
produced by invariant NKT cells. Sci Rep. (2017) 7:16607. doi: 10.1038/s41598-017-
16832-1

21. Bai L, Constantinides MG, Thomas SY, Reboulet R, Meng F, Koentgen F, et al.
Distinct APCs explain the cytokine bias of o-galactosylceramide variants in vivo. |
Immunol. (2012) 188:3053-61. doi: 10.4049/jimmunol.1102414

22. Uldrich AP, Crowe NY, Kyparissoudis K, Pellicci DG, Zhan Y, Lew AM, et al.
NKT cell stimulation with glycolipid antigen in vivo: costimulation-dependent
expansion, Bim-dependent contraction, and hyporesponsiveness to further antigenic
challenge. J Immunol. (2005) 175:3092-101. doi: 10.4049/jimmunol.175.5.3092

23. Gadola SD, Silk JD, Jeans A, Illarionov PA, Salio M, Besra GS, et al. Impaired
selection of invariant natural killer T cells in diverse mouse models of glycosphingolipid
lysosomal storage diseases. ] Exp Med. (2006) 203:2293-303. doi: 10.1084/
jem.20060921

Frontiers in Immunology

10.3389/fimmu.2024.1472854

24. Reilly EC, Wands JR, Brossay L. Cytokine dependent and independent iNKT cell
activation. Cytokine. (2010) 51:227-31. doi: 10.1016/j.cyt0.2010.04.016

25. Engel I, Seumois G, Chavez L, Samaniego-Castruita D, White B, Chawla A, et al.
Innate-like functions of natural killer T cell subsets result from highly divergent gene
programs. Nat Immunol. (2016) 17:728-39. doi: 10.1038/ni.3437

26. Konishi J, Yamazaki K, Yokouchi H, Shinagawa N, Iwabuchi K, Nishimura M.
The characteristics of human NKT cells in lung cancer—CDI1d independent
cytotoxicity against lung cancer cells by NKT cells and decreased human NKT cell
response in lung cancer patients. Hum Immunol. (2004) 65:1377-88. doi: 10.1016/
j-humimm.2004.09.003

27. Olson CMJr., Bates TC, Izadi H, Radolf JD, Huber SA, Boyson JE, et al. Local
production of IFN-y by invariant NKT cells modulates acute lyme carditis1. ] Immunol.
(2009) 182:3728-34. doi: 10.4049/jimmunol.0804111

28. Xu'Y, Wang Z, Du X, Liu Y, Song X, Wang T, et al. Tim-3 blockade promotes
iNKT cell function to inhibit HBV replication. J Cell Mol Med. (2018) 22:3192-201.
doi: 10.1111/jcmm.13600

29. Leadbetter EA, Brigl M, Illarionov P, Cohen N, Luteran MC, Pillai S, et al. NK T
cells provide lipid antigen-specific cognate help for B cells. Proc Natl Acad Sci U.S.A.
(2008) 105:8339-44. doi: 10.1073/pnas.0801375105

30. Liu Y, Wang G, Chai D, Dang Y, Zheng J, Li H. iNKT: A new avenue for CAR-
based cancer immunotherapy. Transl Oncol. (2022) 17:101342. doi: 10.1016/
j.tranon.2022.101342

31. Li Y-Q, Yan C, Luo R, Liu Z. iNKT cell agonists as vaccine adjuvants to combat
infectious diseases. Carbohydr Res. (2022) 513:108527. doi: 10.1016/
j.carres.2022.108527

32. Mattner J, Debord KL, Ismail N, Goff RD, Cantu C, Zhou D, et al. Exogenous and
endogenous glycolipid antigens activate NKT cells during microbial infections. Nature.
(2005) 434:525-9. doi: 10.1038/nature03408

33. Zeissig S, Murata K, Sweet L, Publicover ], Hu Z, Kaser A, et al. Hepatitis B virus—
induced lipid alterations contribute to natural killer T cell-dependent protective
immunity. Nat Med. (2012) 18:1060-8. doi: 10.1038/nm.2811

34. Holzapfel KL, Tyznik AJ, Kronenberg M, Hogquist KA. Antigen-dependent
versus -independent activation of invariant NKT cells during infection. J Immunol.
(2014) 192:5490-8. doi: 10.4049/jimmunol.1400722

35. He B. Viruses, endoplasmic reticulum stress, and interferon responses. Cell
Death Differ. (2006) 13:393-403. doi: 10.1038/sj.cdd.4401833

36. Govindarajan S, Verheugen E, Venken K, Gaublomme D, Maelegheer M, Cloots
E, et al. ER stress in antigen-presenting cells promotes NKT cell activation through
endogenous neutral lipids. EMBO Rep. (2020) 21:e48927. doi: 10.15252/
embr.201948927

37. Cheng T-Y, Praveena T, Govindarajan S, Almeida CF. Lipidomic scanning of
self-lipids identifies headless antigens for Natural Killer T cells. PNAS. (2024) 121.
doi: 10.1073/pnas.2321686121

38. Bosnjak L, Sahlstrom P, Paquin-Proulx D, Leeansyah E, Moll M, Sandberg JK.
Contact-dependent interference with invariant NKT cell activation by herpes simplex
virus-infected cells. J Immunol. (2012) 188:6216-24. doi: 10.4049/jimmunol.1100218

39. Lu H, Liu Z, Deng X, Chen S, Zhou R, Zhao R, et al. Potent NKT cell ligands
overcome SARS-CoV-2 immune evasion to mitigate viral pathogenesis in mouse
models. PloS Pathog. (2023) 19:¢1011240. doi: 10.1371/journal.ppat.1011240

40. Dropulic LK, Cohen JI. Severe viral infections and primary immunodeficiencies.
Clin Infect Dis. (2011) 53:897-909. doi: 10.1093/cid/cir610

41. Levy O, Orange JS, Hibberd P, Steinberg S, Larussa P, Weinberg A, et al.
Disseminated Varicella infection due to the vaccine strain of varicella-zoster virus, in a
patient with a novel deficiency in Natural Killer T Cells. J Infect Dis. (2003) 188:948-53.
doi: 10.1086/378503

42. Banovic T, Yanilla M, Simmons R, Robertson I, Schroder WA, Raffelt NC, et al.
Disseminated Varicella infection caused by Varicella vaccine strain in a child with low
invariant Natural Killer T Cells and diminished CD1d expression. J Infect Dis. (2011)
204:1893-901. doi: 10.1093/infdis/jir660

43. Novakova L, Lehuen A, Novak J. Low numbers and altered phenotype of
invariant natural killer T cells in recurrent varicella zoster virus infection. Cell
Immunol. (2011) 269:78-81. doi: 10.1016/j.cellimm.2011.04.008

44. Mukai T, Waki K. X-linked lymphoproliferative syndrome associated with
Epstein-Barr virus encephalitis and lymphoproliferative disorder. Clin Case Rep.
(2023) 11:€7949. doi: 10.1002/ccr3.7949

45. Arvin AM. Varicella-zoster virus. Clin Microbiol Rev. (1996) 9:361-81.
doi: 10.1128/CMR.9.3.361

46. Weinberg A, Lazar AA, Zerbe GO, Hayward AR, Chan IS, Vessey R, et al.
Influence of age and nature of primary infection on varicella-zoster virus-specific cell-
mediated immune responses. ] Infect Dis. (2010) 201:1024-30. doi: 10.1086/651199

47. Kennedy PGE, Steiner I. A molecular and cellular model to explain the
differences in reactivation from latency by herpes simplex and varicella-zoster
viruses. Neuropathol Appl Neurobiol. (1994) 20:368-74. doi: 10.1111/j.1365-
2990.1994.tb00982.x

frontiersin.org


https://doi.org/10.1038/nri1309
https://doi.org/10.1084/jem.180.3.1097
https://doi.org/10.1084/jem.180.3.1171
https://doi.org/10.1084/jem.178.1.1
https://doi.org/10.1084/jem.188.8.1521
https://doi.org/10.1084/jem.188.8.1521
https://doi.org/10.1016/j.coi.2008.03.018
https://doi.org/10.1016/j.vetimm.2012.06.023
https://doi.org/10.4049/jimmunol.1801171
https://doi.org/10.4049/jimmunol.1801171
https://doi.org/10.1126/science.278.5343.1626
https://doi.org/10.1007/s10156-013-0638-1
https://doi.org/10.1007/s10156-013-0638-1
https://doi.org/10.1021/jm00012a018
https://doi.org/10.1084/jem.20011786
https://doi.org/10.1038/ni.3298
https://doi.org/10.1038/ni.3298
https://doi.org/10.1111/j.1365-3083.2012.02750.x
https://doi.org/10.3389/fimmu.2018.01969
https://doi.org/10.3389/fimmu.2018.01969
https://doi.org/10.1073/pnas.2104420118
https://doi.org/10.1073/pnas.0402838101
https://doi.org/10.1084/jem.20102555
https://doi.org/10.3389/fimmu.2018.01766
https://doi.org/10.3389/fimmu.2018.01766
https://doi.org/10.1038/s41598-017-16832-1
https://doi.org/10.1038/s41598-017-16832-1
https://doi.org/10.4049/jimmunol.1102414
https://doi.org/10.4049/jimmunol.175.5.3092
https://doi.org/10.1084/jem.20060921
https://doi.org/10.1084/jem.20060921
https://doi.org/10.1016/j.cyto.2010.04.016
https://doi.org/10.1038/ni.3437
https://doi.org/10.1016/j.humimm.2004.09.003
https://doi.org/10.1016/j.humimm.2004.09.003
https://doi.org/10.4049/jimmunol.0804111
https://doi.org/10.1111/jcmm.13600
https://doi.org/10.1073/pnas.0801375105
https://doi.org/10.1016/j.tranon.2022.101342
https://doi.org/10.1016/j.tranon.2022.101342
https://doi.org/10.1016/j.carres.2022.108527
https://doi.org/10.1016/j.carres.2022.108527
https://doi.org/10.1038/nature03408
https://doi.org/10.1038/nm.2811
https://doi.org/10.4049/jimmunol.1400722
https://doi.org/10.1038/sj.cdd.4401833
https://doi.org/10.15252/embr.201948927
https://doi.org/10.15252/embr.201948927
https://doi.org/10.1073/pnas.2321686121
https://doi.org/10.4049/jimmunol.1100218
https://doi.org/10.1371/journal.ppat.1011240
https://doi.org/10.1093/cid/cir610
https://doi.org/10.1086/378503
https://doi.org/10.1093/infdis/jir660
https://doi.org/10.1016/j.cellimm.2011.04.008
https://doi.org/10.1002/ccr3.7949
https://doi.org/10.1128/CMR.9.3.361
https://doi.org/10.1086/651199
https://doi.org/10.1111/j.1365-2990.1994.tb00982.x
https://doi.org/10.1111/j.1365-2990.1994.tb00982.x
https://doi.org/10.3389/fimmu.2024.1472854
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org

Rajashekar et al.

48. Kogure T, Fujinaga H, Niizawa A, Hai LX, Shimada Y, Ochiai H, et al. Killer-cell
inhibitory receptors, CD158a/b, are upregulated by interleukin-2, but not interferon-
gamma or interleukin-4. Mediators Inflammation. (1999) 8:313-8. doi: 10.1080/
09629359990324

49. Wallace MR, Woelfl I, Bowler WA, Olson PE, Murray NB, Brodine SK, et al.
Tumor necrosis factor, interleukin-2, and interferon-gamma in adult varicella. ] Med
Virol. (1994) 43:69-71. doi: 10.1002/jmv.1890430113

50. Levin MJ, Smith JG, Kaufhold RM, Barber D, Hayward AR, Chan CY, et al.
Decline in varicella-zoster virus (VZV)-specific cell-mediated immunity with
increasing age and boosting with a high-dose VZV vaccine. ] Infect Dis. (2003)
188:1336-44. doi: 10.1086/379048

51. Cenoz MG, Martinez-Artola V, Guevara M, Ezpeleta C, Barricarte A, Castilla J.
Effectiveness of one and two doses of varicella vaccine in preventing laboratory-
confirmed cases in children in Navarre, Spain. Hum Vaccin Immunother. (2013)
9:1172-6. doi: 10.4161/hv.23451

52. Bibi Z, Nawaz AD, Al Kurbi M, Fakhroo S, Ferih K, Al-Jaber N, et al. Real-world
effectiveness of the varicella vaccine among children and adolescents in Qatar: A case-
control study. Vaccines (Basel). (2023) 11:1567. doi: 10.3390/vaccines11101567

53. Kramer JM, Larussa P, Tsai WC, Carney P, Leber SM, Gahagan S, et al.
Disseminated vaccine strain varicella as the acquired immunodeficiency syndrome-
defining illness in a previously undiagnosed child. Pediatrics. (2001) 108:e39.
doi: 10.1542/peds.108.2.e39

54. Ghaffar F, Carrick K, Rogers BB, Margraf LR, Krisher K, Ramilo O.
Disseminated infection with varicella-zoster virus vaccine strain presenting as
hepatitis in a child with adenosine deaminese deficiency. Pediatr Infect Dis. (2000)
19:764. doi: 10.1097/00006454-200008000-00022

55. Nichols KE, Hom J, Gong SY, Ganguly A, Ma CS, Cannons JL, et al. Regulation
of NKT cell development by SAP, the protein defective in XLP. Nat Med. (2005)
11:340-5. doi: 10.1038/nm1189

56. Schneidawind D, Duerr-Stoerzer S, Liewer S, Renner S, Sanchez Navarro B, Atar
D, et al. Low graft invariant natural killer T-cell dose is a risk factor for cytomegalovirus
reactivation after allogeneic hematopoietic cell transplantation. Transpl Cell Ther.
(2022) 28:513.e1-4. doi: 10.1016/j.jtct.2022.05.011

57. Kaneko Y, Harada M, Kawano T, Yamashita M, Shibata Y, Gejyo F, et al.
Augmentation of Valphal4 NKT cell-mediated cytotoxicity by interleukin 4 in an
autocrine mechanism resulting in the development of concanavalin A-induced
hepatitis. J Exp Med. (2000) 191:105-14. doi: 10.1084/jem.191.1.105

58. Ito H, Ando K, Ishikawa T, Nakayama T, Taniguchi M, Saito K, et al. Role of
Val4+ NKT cells in the development of Hepatitis B virus-specific CTL: activation of
Val4+ NKT cells promotes the breakage of CTL tolerance. Int Immunol. (2008)
20:869-79. doi: 10.1093/intimm/dxn046

59. Raus S, Lopez-Scarim J, Luthy J, Billerbeck E. Hepatic iNKT cells produce type 2
cytokines and restrain antiviral T cells during acute hepacivirus infection. Front
Immunol. (2022) 13:953151. doi: 10.3389/fimmu.2022.953151

60. Seino KI, Fukao K, Muramoto K, Yanagisawa K, Takada Y, Kakuta S, et al.
Requirement for natural killer T (NKT) cells in the induction of allograft tolerance.
Proc Natl Acad Sci U.S.A. (2001) 98:2577-81. doi: 10.1073/pnas.041608298

61. Broxmeyer HE, Dent A, Cooper S, Hangoc G, Wang Z-Y, Du W, et al. A role for
natural killer T cells and CD1d molecules in counteracting suppression of
hematopoiesis in mice induced by infection with murine cytomegalovirus. Exp
Hematol. (2007) 35:87-93. doi: 10.1016/j.exphem.2007.01.015

62. Grubor-Bauk B, Simmons A, Mayrhofer G, Speck PG. Impaired clearance of herpes
simplex virus type 1 from mice lacking CD1d or NKT cells expressing the semivariant Vor14-
Jo281 TCRI. J Immunol. (2003) 170:1430-4. doi: 10.4049/jimmunol.170.3.1430

63. Bedel R, Matsuda JL, Brigl M, White J, Kappler J, Marrack P, et al. Lower TCR
repertoire diversity in Trajl8-deficient mice. Nat Immunol. (2012) 13:705-6.
doi: 10.1038/ni.2347

64. Rao P, Wen X, Lo JH, Kim S, Li X, Chen S, et al. Herpes simplex virus 1
specifically targets human CD1d antigen presentation to enhance its pathogenicity. J
Virol. (2018) 92:€01490-18. doi: 10.1128/JV1.01490-18

65. Chiu Y-H, Park S-H, Benlagha K, Forestier C, Jayawardena-Wolf J, Savage PB,
et al. Multiple defects in antigen presentation and T cell development by mice expressing
cytoplasmic tail-truncated CD1d. Nat Immunol. (2002) 3:55-60. doi: 10.1038/ni740

66. Yang G, Artiaga BL, Hackmann TJ, Samuel MS, Walters EM, Salek-Ardakani S,
et al. Targeted disruption of CD1d prevents NKT cell development in pigs. Mamm
Genome. (2015) 26:264-70. doi: 10.1007/s00335-015-9564-0

67. Yang J, Chang T, Tang L, Deng H, Chen D, Luo J, et al. Increased expression of
tim-3 is associated with depletion of NKT cells in SARS-CoV-2 infection. Front
Immunol. (2022) 13:796682. doi: 10.3389/fimmu.2022.796682

68. Liu J, Yang X, Wang H, Li Z, Deng H, Liu J, et al. Analysis of the long-term
impact on cellular immunity in COVID-19-recovered individuals reveals a profound
NKT cell impairment. mBio. (2021) 12:¢00085-21. doi: 10.1128/mBi0.00085-21

69. Jouan Y, Guillon A, Gonzalez L, Perez Y, Boisseau C, Ehrmann S, et al.
Phenotypical and functional alteration of unconventional T cells in severe COVID-
19 patients. ] Exp Med. (2020) 217:€20200872. doi: 10.1084/jem.20200872

70. Leite-de-Moraes MC, Hameg A, Arnould A, Machavoine FO, Koezuka Y,
Schneider E, et al. A distinct IL-18-induced pathway to fully activate NK T

Frontiers in Immunology

11

10.3389/fimmu.2024.1472854

lymphocytes independently from TCR engagement. ] Immunol. (1999) 163:5871-6.
doi: 10.4049/jimmunol.163.11.5871

71. Sobkowiak MJ, Paquin-Proulx D, Bosnjak L, Moll M, Sillberg Chen M, Sandberg
JK. Dynamics of IL-15/IL-15R-0. expression in response to HSV-1 infection reveal a
novel mode of viral immune evasion counteracted by iNKT cells. Eur | Immunol.
(2022) 52:462-71. doi: 10.1002/eji.202149287

72. Missiha SB, Ostrowski M, Heathcote EJ. Disease progression in chronic hepatitis
C: modifiable and nonmodifiable factors. Gastroenterology. (2008) 134:1699-714.
doi: 10.1053/j.gastro.2008.02.069

73. Senff T, Menne C, Cosmovici C, Lewis-Ximenez LL, Aneja ], Broering R, et al.
Peripheral blood iNKT cell activation correlates with liver damage during acute
hepatitis C. JCI Insight. (2022) 7:¢155432. doi: 10.1172/jci.insight.155432

74. Durante-Mangoni E, Wang R, Shaulov A, He Q, Nasser I, Afdhal N, et al.
Hepatic CD1d expression in hepatitis C virus infection and recognition by resident
proinflammatory CD1d-reactive T cells. ] Immunol. (2004) 173:2159-66. doi: 10.4049/
jimmunol.173.3.2159

75. Chambers BS, Parkhouse K, Ross TM, Alby K, Hensley SE. Identification of
hemagglutinin residues responsible for H3N2 antigenic drift during the 2014-2015
influenza season. Cell Rep. (2015) 12:1-6. doi: 10.1016/j.celrep.2015.06.005

76. de Jong MD, Simmons CP, Thanh TT, Hien VM, Smith GJD, Chau TNB, et al.
Fatal outcome of human influenza A (H5N1) is associated with high viral load and
hypercytokinemia. Nat Med. (2006) 12:1203-7. doi: 10.1038/nm1477

77. Ho L-P, Denney L, Luhn K, Teoh D, Clelland C, Mcmichael AJ. Activation of
invariant NKT cells enhances the innate immune response and improves the disease
course in influenza A virus infection. Eur ] Immunol. (2008) 38:1913-22. doi: 10.1002/
€ji.200738017

78. De Santo C, Salio M, Masri SH, Lee LY, Dong T, Speak AO, et al. Invariant NKT
cells reduce the immunosuppressive activity of influenza A virus-induced myeloid-
derived suppressor cells in mice and humans. J Clin Invest. (2008) 118:4036-48.
doi: 10.1172/]CI36264

79. Paget C, Ivanov S, Fontaine ], Renneson J, Blanc F, Pichavant M, et al.
Interleukin-22 is produced by invariant natural killer T lymphocytes during
influenza A virus infection: potential role in protection against lung epithelial
damages *. ] Biol Chem. (2012) 287:8816-29. doi: 10.1074/jbc.M111.304758

80. Schifer A, Hiihr ], Schwaiger T, Dorhoi A, Mettenleiter TC, Blome S, et al.
Porcine invariant natural killer T cells: functional profiling and dynamics in steady state
and viral infections. Front Immunol. (2019) 10. doi: 10.3389/fimmu.2019.01380

81. Abendroth A, Lin I, Slobedman B, Ploegh H, Arvin AM. Varicella-zoster virus
retains major histocompatibility complex class I proteins in the Golgi compartment of
infected cells. J Virol. (2001) 75:4878-88. doi: 10.1128/JV1.75.10.4878-4888.2001

82. Taefehshokr N, Lac A, Vrieze AM, Dickson BH, Guo PN, Jung C, et al. SARS-
CoV-2 NSP5 antagonizes MHC II expression by subverting histone deacetylase 2. J Cell
Sci. (2024) 137:jcs262172. doi: 10.1242/jcs.262172

83. Neumann JR, Eis-HiiBinger AM, Koch N. Herpes simplex virus type 1 targets
the MHC class II processing pathway for immune evasion. J Immunol. (2003)
171:3075-83. doi: 10.4049/jimmunol.171.6.3075

84. Abendroth A, Slobedman B, Lee E, Mellins E, Wallace M, Arvin AM.
Modulation of major histocompatibility class II protein expression by varicella-zoster
virus. J Virol. (2000) 74:1900-7. doi: 10.1128/JV1.74.4.1900-1907.2000

85. Motsinger A, Haas DW, Stanic AK, Van Kaer L, Joyce S, Unutmaz D. CD1d-
restricted human natural killer T cells are highly susceptible to human
immunodeficiency virus 1 infection. ] Exp Med. (2002) 195:869-79. doi: 10.1084/
jem.20011712

86. Chen N, Mccarthy C, Drakesmith H, Li D, Cerundolo V, Mcmichael AJ, et al.
HIV-1 down-regulates the expression of CD1d via Nef. Eur ] Immunol. (2006) 36:278-
86. doi: 10.1002/€ji.200535487

87. Moll M, Andersson SK, Smed-Sérensen A, Sandberg JK. Inhibition of lipid
antigen presentation in dendritic cells by HIV-1 Vpu interference with CD1d recycling
from endosomal compartments. Blood. (2010) 116:1876-84. doi: 10.1182/blood-2009-
09-243667

88. Sandberg JK, Fast NM, Palacios EH, Fennelly G, Dobroszycki J, Palumbo P, et al.
Selective loss of innate CD4(+) V alpha 24 natural killer T cells in human
immunodeficiency virus infection. J Virol. (2002) 76:7528-34. doi: 10.1128/
JV1.76.15.7528-7534.2002

89. Paquin-Proulx D, Lal KG, Phuang-Ngern Y, Creegan M, Tokarev A,
Suhkumvittaya S, et al. Preferential and persistent impact of acute HIV-1 infection
on CD4(+) iNKT cells in colonic mucosa. Proc Natl Acad Sci U.S.A. (2021) 118:
€2104721118. doi: 10.1073/pnas.2104721118

90. Cohrs RJ, Gilden DH. Human herpesvirus latency. Brain Pathol. (2001) 11:465—
74. doi: 10.1111/j.1750-3639.2001.tb00415.x

91. Han J, Rho SB, Lee JY, Bae J, Park SH, Lee SJ, et al. Human cytomegalovirus
(HCMV) US2 protein interacts with human CD1d (hCD1d) and down-regulates
invariant NKT (iNKT) cell activity. Mol Cells. (2013) 36:455-64. doi: 10.1007/
s10059-013-0221-8

92. Sanchez DJ, Gumperz JE, Ganem D. Regulation of CD1d expression and
function by a herpesvirus infection. J Clin Invest. (2005) 115:1369-78. doi: 10.1172/
JCI200524041

frontiersin.org


https://doi.org/10.1080/09629359990324
https://doi.org/10.1080/09629359990324
https://doi.org/10.1002/jmv.1890430113
https://doi.org/10.1086/379048
https://doi.org/10.4161/hv.23451
https://doi.org/10.3390/vaccines11101567
https://doi.org/10.1542/peds.108.2.e39
https://doi.org/10.1097/00006454-200008000-00022
https://doi.org/10.1038/nm1189
https://doi.org/10.1016/j.jtct.2022.05.011
https://doi.org/10.1084/jem.191.1.105
https://doi.org/10.1093/intimm/dxn046
https://doi.org/10.3389/fimmu.2022.953151
https://doi.org/10.1073/pnas.041608298
https://doi.org/10.1016/j.exphem.2007.01.015
https://doi.org/10.4049/jimmunol.170.3.1430
https://doi.org/10.1038/ni.2347
https://doi.org/10.1128/JVI.01490-18
https://doi.org/10.1038/ni740
https://doi.org/10.1007/s00335-015-9564-0
https://doi.org/10.3389/fimmu.2022.796682
https://doi.org/10.1128/mBio.00085-21
https://doi.org/10.1084/jem.20200872
https://doi.org/10.4049/jimmunol.163.11.5871
https://doi.org/10.1002/eji.202149287
https://doi.org/10.1053/j.gastro.2008.02.069
https://doi.org/10.1172/jci.insight.155432
https://doi.org/10.4049/jimmunol.173.3.2159
https://doi.org/10.4049/jimmunol.173.3.2159
https://doi.org/10.1016/j.celrep.2015.06.005
https://doi.org/10.1038/nm1477
https://doi.org/10.1002/eji.200738017
https://doi.org/10.1002/eji.200738017
https://doi.org/10.1172/JCI36264
https://doi.org/10.1074/jbc.M111.304758
https://doi.org/10.3389/fimmu.2019.01380
https://doi.org/10.1128/JVI.75.10.4878-4888.2001
https://doi.org/10.1242/jcs.262172
https://doi.org/10.4049/jimmunol.171.6.3075
https://doi.org/10.1128/JVI.74.4.1900-1907.2000
https://doi.org/10.1084/jem.20011712
https://doi.org/10.1084/jem.20011712
https://doi.org/10.1002/eji.200535487
https://doi.org/10.1182/blood-2009-09-243667
https://doi.org/10.1182/blood-2009-09-243667
https://doi.org/10.1128/JVI.76.15.7528-7534.2002
https://doi.org/10.1128/JVI.76.15.7528-7534.2002
https://doi.org/10.1073/pnas.2104721118
https://doi.org/10.1111/j.1750-3639.2001.tb00415.x
https://doi.org/10.1007/s10059-013-0221-8
https://doi.org/10.1007/s10059-013-0221-8
https://doi.org/10.1172/JCI200524041
https://doi.org/10.1172/JCI200524041
https://doi.org/10.3389/fimmu.2024.1472854
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org

Rajashekar et al.

93. Coscoy L, Ganem D. Kaposi’s sarcoma-associated herpesvirus encodes two
proteins that block cell surface display of MHC class I chains by enhancing their
endocytosis. Proc Natl Acad Sci U.S.A. (2000) 97:8051-6. doi: 10.1073/pnas.140129797

94. van Gent M, Gram AM, Boer IGJ, Geerdink RJ, Lindenbergh MFS, Lebbink R],
et al. Silencing the shutoff protein of Epstein-Barr virus in productively infected B cells
points to (innate) targets for immune evasion. J Gen Virol. (2015) 96:858-65.
doi: 10.1099/jgv.0.000021

95. Traves R, Opadchy T, Slobedman B, Abendroth A. Varicella zoster virus
downregulates expression of the nonclassical antigen presentation molecule CD1d. J
Infect Dis. (2023) 230:jiad512. doi: 10.1093/infdis/jiad512

96. Rao P, Pham HT, Kulkarni A, Yang Y, Liu X, Knipe DM, et al. Herpes simplex
virus 1 glycoprotein B and US3 collaborate to inhibit CD1d antigen presentation and
NKT cell function. J Virol. (2011) 85:8093-104. doi: 10.1128/JV1.02689-10

97. Yuan W, Dasgupta A, Cresswell P. Herpes simplex virus evades natural killer T
cell recognition by suppressing CD1d recycling. Nat Immunol. (2006) 7:835-42.
doi: 10.1038/ni1364

98. Raftery MJ, Winau F, Kaufmann SHE, Schaible UE, SchoNrich GN. CD1 antigen
presentation by human dendritic cells as a target for herpes simplex virus immune
evasion. ] Immunol. (2006) 177:6207-14. doi: 10.4049/jimmunol.177.9.6207

99. Miura S, Kawana K, Schust DJ, Fujii T, Yokoyama T, Iwasawa Y, et al. CD1d, a
sentinel molecule bridging innate and adaptive immunity, is downregulated by the
human papillomavirus (HPV) E5 protein: a possible mechanism for immune evasion
by HPV. ] Virol. (2010) 84:11614-23. doi: 10.1128/JV1.01053-10

100. Renukaradhya GJ, Webb TJR, Khan MA, Lin YL, Du W, Gervay-Hague J, et al.
Virus-induced inhibition of CD1dl-mediated antigen presentation: reciprocal
regulation by p38 and ERKI. J Immunol. (2005) 175:4301-8. doi: 10.4049/
jimmunol.175.7.4301

101. Webb TJR, Litavecz RA, Khan MA, Du W, Gervay-Hague J, Renukaradhya GJ,
et al. Inhibition of CD1d1-mediated antigen presentation by the vaccinia virus BIR and
H5R molecules. Eur J Immunol. (2006) 36:2595-600. doi: 10.1002/¢ji.200636024

102. Monson EA, Trenerry AM, Laws JL, Mackenzie JM, Helbig KJ. Lipid droplets
and lipid mediators in viral infection and immunity. FEMS Microbiol Rev. (2021) 45:
fuaa066. doi: 10.1093/femsre/fuaa066

103. Vogt DA, Camus G, Herker E, Webster BR, Tsou CL, Greene WC, et al. Lipid droplet-
binding protein TIP47 regulates hepatitis C Virus RNA replication through interaction with
the viral NS5A protein. PloS Pathog. (2013) 9:¢1003302. doi: 10.1371/journal.ppat.1003302

104. Miyanari Y, Atsuzawa K, Usuda N, Watashi K, Hishiki T, Zayas M, et al. The
lipid droplet is an important organelle for hepatitis C virus production. Nat Cell Biol.
(2007) 9:1089-97. doi: 10.1038/ncb1631

105. Galli A, Ramirez S, Bukh J. Lipid Droplets Accumulation during Hepatitis C
Virus Infection in Cell-Culture Varies among Genotype 1-3 Strains and Does Not
Correlate with Virus Replication. Viruses. (2021) 13:389. doi: 10.3390/v13030389

106. Dias SSG, Soares VC, Ferreira AC, Sacramento CQ, Fintelman-Rodrigues N,
Temerozo JR, et al. Lipid droplets fuel SARS-CoV-2 replication and production of
inflammatory mediators. PloS Pathog. (2020) 16:€1009127. doi: 10.1371/
journal.ppat.1009127

107. Monson EA, Crosse KM, Duan M, Chen W, O’shea RD, Wakim LM, et al.
Intracellular lipid droplet accumulation occurs early following viral infection and is
required for an efficient interferon response. Nat Commun. (2021) 12:4303.
doi: 10.1038/s41467-021-24632-5

108. Szatmari I, Pap A, Riithl R, Ma JX, Illarionov PA, Besra GS, et al. PPARgamma
controls CD1d expression by turning on retinoic acid synthesis in developing human
dendritic cells. J Exp Med. (2006) 203:2351-62. doi: 10.1084/jem.20060141

109. Chen Q, Ross AC. Retinoic acid regulates CD1d gene expression at the
transcriptional level in human and rodent monocytic cells. Exp Biol Med. (2007)
232:488-94. doi: 10.3181/00379727-232-232048

110. Li Y-R, Zhou Y, Kim YJ, Zhu Y, Ma F, Yu J, et al. Development of allogeneic
HSC-engineered iNKT cells for off-the-shelf cancer immunotherapy. Cell Rep Med.
(2021) 2:100449. doi: 10.1016/j.xcrm.2021.100449

111. Rubio MT, Bouillie M, Bouazza N, Coman T, Trebeden-Neégre H, Gomez A, et al.
Pre-transplant donor CD4- invariant NKT cell expansion capacity predicts the occurrence of
acute graft-versus-host disease. Leukemia. (2017) 31:903-12. doi: 10.1038/leu.2016.281

112. LiY-R, Zhou Y, YuJ, Kim YJ, Li M, Lee D, et al. Generation of allogeneic CAR-
NKT cells from hematopoietic stem and progenitor cells using a clinically guided
culture method. Nat Biotechnol. (2024). doi: 10.1038/s41587-024-02226-y

113. Motohashi S, Ishikawa A, Ishikawa E, Otsuji M, lizasa T, Hanaoka H, et al. A
phase I study of in vitro expanded natural killer T cells in patients with advanced and
recurrent non-small cell lung cancer. Clin Cancer Res. (2006) 12:6079-86. doi: 10.1158/
1078-0432.CCR-06-0114

114. Aoki T, Motohashi S, Koseki H. Regeneration of invariant natural killer T
(iNKT) cells: application of iPSC technology for iNKT cell-targeted tumor

Frontiers in Immunology

12

10.3389/fimmu.2024.1472854

immunotherapy. Inflammation Regener. (2023) 43:27. doi: 10.1186/s41232-023-
00275-5

115. Hammond TC, Purbhoo MA, Kadel S, Ritz J, Nikiforow S, Daley H, et al. A
phase 1/2 clinical trial of invariant natural killer T cell therapy in moderate-severe acute
respiratory distress syndrome. Nat Commun. (2024) 15:974. doi: 10.1038/s41467-024-
44905-z

116. Li Y-Q, Yan C, Wang X-F, Xian M-Y, Zou G-Q, Gao X-F, et al. A new iNKT-
cell agonist-adjuvanted SARS-CoV-2 subunit vaccine elicits robust neutralizing
antibody responses. ASC Infect Dis. (2022) 8:2161-70. doi: 10.1021/acsinfecdis.2c00296

117. Tsuji M, Nair MS, Masuda K, Castagna C, Chong Z, Darling TL, et al. An
immunostimulatory glycolipid that blocks SARS-CoV-2, RSV, and influenza infections
in vivo. Nat Commun. (2023) 14:3959. doi: 10.1038/s41467-023-39738-1

118. Weinstein JS, Herman EI, Lainez B, Licona-Limoén P, Esplugues E, Flavell R,
et al. TFH cells progressively differentiate to regulate the germinal center response. Nat
Immunol. (2016) 17:1197-205. doi: 10.1038/ni.3554

119. McGuire HM, Vogelzang A, Warren ], Loetsch C, Natividad KD, Chan TD,
et al. IL-21 and IL-4 collaborate to shape T-dependent antibody responses. ] Immunol.
(2015) 195:5123-35. doi: 10.4049/jimmunol.1501463

120. Gaya M, Barral P, Burbage M, Aggarwal S, Montaner B, Warren Navia A, et al.
Initiation of antiviral B cell immunity relies on innate signals from spatially positioned
NKT cells. Cell. (2018) 172:517-533.e20. doi: 10.1016/j.cell.2017.11.036

121. Parekh VV, Wilson MT, Olivares-Villag(’)mez D, Singh AK, Wu L, Wang CR,
et al. Glycolipid antigen induces long-term natural killer T cell anergy in mice. J Clin
Invest. (2005) 115:2572-83. doi: 10.1172/JCI24762

122. Li X, Fujio M, Imamura M, Wu D, Vasan S, Wong CH, et al. Design ofa potent
CD1d-binding NKT cell ligand as a vaccine adjuvant. Proc Natl Acad Sci U.S.A. (2010)
107:13010-5. doi: 10.1073/pnas.1006662107

123. Krammer F, Smith GJD, Fouchier RAM, Peiris M, Kedzierska K, Doherty PC,
et al. Influenza. Nat Rev Dis Primers. (2018) 4:3. doi: 10.1038/s41572-018-0002-y

124. Artiaga BL, Yang G, Hutchinson TE, Loeb JC, Richt JA, Lednicky JA, et al.
Rapid control of pandemic HIN1 influenza by targeting NKT-cells. Sci Rep. (2016)
6:37999. doi: 10.1038/srep37999

125. Gu W, Madrid DMD, Yang G, Artiaga BL, Loeb JC, Castleman WL, et al.
Unaltered influenza disease outcomes in swine prophylactically treated with o-
galactosylceramide. Dev Comp Immunol. (2021) 114:103843. doi: 10.1016/
j.dci.2020.103843

126. Madrid DMDC, Gu W, Artiaga BL, Yang G, Loeb ], Hawkins IK, et al
Comparison of oseltamivir and o-galactosylceramide for reducing disease and
transmission in pigs infected with 2009 HIN1 pandemic influenza virus. Front Vet
Sci. (2022) 9. doi: 10.3389/fvets.2022.999507

127. Kamali A, Holodniy M. Influenza treatment and prophylaxis with
neuraminidase inhibitors: a review. Infect Drug Resist. (2013) 6:187-98. doi: 10.2147/
IDR.S36601

128. Ko S-Y, Ko H-J, Chang W-S, Park S-H, Kweon M-N, Kang C-Y. [amp]]alpha;-
galactosylceramide can act as a nasal vaccine adjuvant inducing protective immune
responses against viral infection and tumor. J Immunol. (2005) 175:3309-17.
doi: 10.4049/jimmunol.175.5.3309

129. Tefit JN, Crabeé S, Orlandini B, Nell H, Bendelac A, Deng S, et al. Efficacy of
ABX196, a new NKT agonist, in prophylactic human vaccination. Vaccine. (2014)
32:6138-45. doi: 10.1016/j.vaccine.2014.08.070

130. Mooney AH, Draper SL, Burn OK, Anderson R], Compton BJ, Tang C, et al.
Preclinical evaluation of therapeutic vaccines for chronic hepatitis B that stimulate
antiviral activities of T cells and NKT cells. JHEP Rep. (2024) 6:101038. doi: 10.1016/
jjhepr.2024.101038

131. Woltman AM, Ter Borg MJ, Binda RS, Sprengers D, Von Blomberg BME,
Scheper RJ, et al. [amp]]alpha;-galactosylceramide in chronic hepatitis B infection:
results from a randomized placebo-controlled phase I/II trial. Antivir Ther. (2008)
14:809-18. doi: 10.3851/IMP1295

132. Canchis PW, Bhan AK, Landau SB, Yang L, Balk SP, Blumberg RS. Tissue
distribution of the non-polymorphic major histocompatibility complex class I-like
molecule, CD1d. Immunology. (1993) 80:561-5.

133. Meijlink MA, Chua YC, Chan STS, Anderson R], Rosenberg MW, Cozijnsen A,

et al. 6”-Modifed o.-GalCer-peptide conjugate vaccine candidates protect against liver-
stage malaria. RSC Chem Biol. (2022) 3:551-60. doi: 10.1039/D1CB00251A

134. Sada-Ovalle I, Skold M, Tian T, Besra GS, Behar SM. Alpha-galactosylceramide
as a therapeutic agent for pulmonary Mycobacterium tuberculosis infection. Am |
Respir Crit Care Med. (2010) 182:841-7. doi: 10.1164/rccm.200912-19210C

135. Yanagisawa K, Yue S, van der Vliet HJ, Wang R, Alatrakchi N, Golden-Mason
L, et al. Ex vivo analysis of resident hepatic pro-inflammatory CD1d-reactive T cells
and hepatocyte surface CD1d expression in hepatitis C. J Viral Hepat. (2013) 208:556—-
65. doi: 10.1111/jvh.12081

frontiersin.org


https://doi.org/10.1073/pnas.140129797
https://doi.org/10.1099/jgv.0.000021
https://doi.org/10.1093/infdis/jiad512
https://doi.org/10.1128/JVI.02689-10
https://doi.org/10.1038/ni1364
https://doi.org/10.4049/jimmunol.177.9.6207
https://doi.org/10.1128/JVI.01053-10
https://doi.org/10.4049/jimmunol.175.7.4301
https://doi.org/10.4049/jimmunol.175.7.4301
https://doi.org/10.1002/eji.200636024
https://doi.org/10.1093/femsre/fuaa066
https://doi.org/10.1371/journal.ppat.1003302
https://doi.org/10.1038/ncb1631
https://doi.org/10.3390/v13030389
https://doi.org/10.1371/journal.ppat.1009127
https://doi.org/10.1371/journal.ppat.1009127
https://doi.org/10.1038/s41467-021-24632-5
https://doi.org/10.1084/jem.20060141
https://doi.org/10.3181/00379727-232-232048
https://doi.org/10.1016/j.xcrm.2021.100449
https://doi.org/10.1038/leu.2016.281
https://doi.org/10.1038/s41587-024-02226-y
https://doi.org/10.1158/1078-0432.CCR-06-0114
https://doi.org/10.1158/1078-0432.CCR-06-0114
https://doi.org/10.1186/s41232-023-00275-5
https://doi.org/10.1186/s41232-023-00275-5
https://doi.org/10.1038/s41467-024-44905-z
https://doi.org/10.1038/s41467-024-44905-z
https://doi.org/10.1021/acsinfecdis.2c00296
https://doi.org/10.1038/s41467-023-39738-1
https://doi.org/10.1038/ni.3554
https://doi.org/10.4049/jimmunol.1501463
https://doi.org/10.1016/j.cell.2017.11.036
https://doi.org/10.1172/JCI24762
https://doi.org/10.1073/pnas.1006662107
https://doi.org/10.1038/s41572-018-0002-y
https://doi.org/10.1038/srep37999
https://doi.org/10.1016/j.dci.2020.103843
https://doi.org/10.1016/j.dci.2020.103843
https://doi.org/10.3389/fvets.2022.999507
https://doi.org/10.2147/IDR.S36601
https://doi.org/10.2147/IDR.S36601
https://doi.org/10.4049/jimmunol.175.5.3309
https://doi.org/10.1016/j.vaccine.2014.08.070
https://doi.org/10.1016/j.jhepr.2024.101038
https://doi.org/10.1016/j.jhepr.2024.101038
https://doi.org/10.3851/IMP1295
https://doi.org/10.1039/D1CB00251A
https://doi.org/10.1164/rccm.200912-1921OC
https://doi.org/10.1111/jvh.12081
https://doi.org/10.3389/fimmu.2024.1472854
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org

	The surveillance of viral infections by the unconventional Type I NKT cell
	1 Introduction
	2 Type I NKT cells in viral infections
	2.1 Deficiencies in CD1d molecule expression and Type I NKT cells predispose individuals to exacerbated viral infections
	2.2 Type I NKT cell activation and function in viral infections
	2.2.1 Severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2)
	2.2.2 Herpes Simplex Virus type -1 (HSV-1)
	2.2.3 Hepatitis C virus (HCV)
	2.2.4 Influenza A virus (IAV)


	3 Viral immunomodulation of the CD1d antigen presentation pathway
	4 The interplay between lipid metabolism and viral infections
	5 Type I NKT cells in anti-viral immunotherapy and prophylaxis
	6 Concluding remarks
	Author contributions
	Funding
	Acknowledgments
	Conflict of interest
	Publisher’s note
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages false
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /sRGB
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU (T&F settings for black and white printer PDFs 20081208)
  >>
  /ExportLayers /ExportVisibleLayers
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks true
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


