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A Corrigendum on 


Harnessing single-cell and multi-omics insights: STING pathway-based predictive signature for immunotherapy response in lung adenocarcinoma
 by Yang D, Wang D, Yan D, Fan J, Ding Z and Xue L (2025). Front. Immunol. 16:1575084. doi: 10.3389/fimmu.2025.1575084


In the original article, there was an error in the author list. The first author’s name was incorrectly listed as “Ding Yang” instead of the correct name “Yang Ding”.

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way.
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