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Upon review, we noticed that in Figure 3B, the Taiwan region of China should have been colored red to indicate >101 publications, consistent with our statistical analysis. This was inadvertently omitted during the figure generation using the rnaturalearth R packages. The corrected Figure 3 and its caption appear below.


[image: A composite image with three panels: (A) A donut chart showing income categories: 35.6% high income, 15.4% upper middle income, 12.5% middle income, 22.1% lower middle income, and 14.4% lower income. (B) A world map illustrating the number of publications per country, with a color scale from red (1) to dark green (101+). (C) A network graph displaying international collaborations in publications, highlighting key countries like the USA, China, and England with varying connection strengths depicted by line thickness.]
FIGURE 3
 Relationships and clusters of countries. (A) Classification of countries according to income levels. (B) Geographical distribution based on the number of documents. (C) Relationship between international and domestic collaborations.


The original article has been updated.
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