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A corrigendum on

dehalogenase
samples
identified
PCR

Diversity of reductive
genes from environmental
and enrichment cultures

with degenerate primer
screens

by Hug L. A., and Edwards, E. A.
(2013). Front. Microbiol. 4:341 doi:
10.3389/fmich.2013.00341

The PCR amplification  conditions
were inaccurate as originally pub-
lished, omitting the number of cycles
for the final amplification step—a
total of 25 cycles should be con-
ducted when annealing at 50°C.

The corrected methods are included
below.

The following conditions were subse-
quently applied to all described samples:
an initial denaturation at 95°C for 5 min,
three cycles of denaturation at 95°C for
30s, primer annealing at 38°C for 30s,
and elongation at 72°C for 90s, three
cycles of denaturation at 95°C for 30s,
primer annealing at 45°C for 30s, and
elongation at 72°C for 905, and 25 cycles
of denaturation at 95°C for 30s, primer
annealing at 50°C for 305, and elongation
at 72°C for 90s, and a final extension at
72°C for 10 min.
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