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Pseudomonas fluorescens is a common bacterial pathogen to a wide range of aquaculture animals including various species of fish. In this study, we employed proteomic analysis and identified filamentous hemagglutinin (FHA) as an iron-responsive protein secreted by TSS, a pathogenic P. fluorescens isolate. In vitro study showed that compared to the wild type, the fha mutant TSSfha (i) exhibited a largely similar vegetative growth profile but significantly retarded in the ability of biofilm growth and producing extracellular matrix, (ii) displayed no apparent flagella and motility, (iii) was defective in the attachment to host cells and unable to form self-aggregation, (iv) displayed markedly reduced capacity of hemagglutination and surviving in host serum. In vivo infection analysis revealed that TSSfha was significantly attenuated in the ability of dissemination in fish tissues and inducing host mortality, and that antibody blocking of the natural FHA produced by the wild type TSS impaired the infectivity of the pathogen. Furthermore, when introduced into turbot as a subunit vaccine, recombinant FHA elicited a significant protection against lethal TSS challenge. Taken together, these results indicate for the first time that P. fluorescens FHA is a key virulence factor essential to multiple biological processes associated with pathogenicity.
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INTRODUCTION

For many bacterial pathogens, attachment to host tissues by various adhesins is the critical step in the process of infection (Pizarro-Cerda and Cossart, 2006). Adhesins are a large family of proteins that includes fimbriae (Romantschuk, 1992; Ojanen-Reuhs et al., 1997; Shakhnovich et al., 2007), type IV pili (Roine et al., 1998; Poole et al., 2007), flagella (Roy et al., 2009), trimeric autotransporter adhesins (Mil-Homens and Fialho, 2012; Mikula et al., 2013), and filamentous hemagglutinin (FHA).

Filamentous hemagglutinin is an important adhesin present both in a secreted and surface-associated form in Bordetella (Weiss and Hewlett, 1986; Locht et al., 1993; Jacob-Dubuisson et al., 2000). One FHA that has been extensively characterized is from Bordetella pertussis. It is secreted in a Sec-dependent manner by the two-partner secretion (TPS) system, which includes an outer membrane-associated accessory protein interacting with FHA N-proximal secretion domain. Functionally, it has proapoptotic activity and promotes bacterial aggregation (Locht et al., 1993, 2001; Romero et al., 2014). In Xanthomonas axonopodis pv. citri, a FHA-like protein is required for tissue colonization, surface attachment, cell-to-cell aggregation and biofilm formation (Gottig et al., 2009). Another FHA-like protein in Acinetobacter baumannii plays a role in virulence in a mouse lethal model of infection, promoting biofilm formation and mediating the adhesion of A. baumannii to epithelial cells (Astaneh et al., 2014). Apart from its role as an adhesin, FHA of B. pertussis and Bordetella bronchiseptica also possesses immunomodulatory properties which may contribute to subversion of host innate and adaptive immunity (Abramson et al., 2001; Braat et al., 2007; Julio et al., 2009; Henderson et al., 2012; Romero et al., 2014).

Pseudomonas fluorescens is a Gram-negative bacterium existing widely in soil, water, plant, and animals. In aquaculture, it is a common pathogen for shrimp and a wide range of fish species (Swain et al., 2007; Wang et al., 2009). In addition, P. fluorescens can also infect humans and is known to cause outbreaks of bacteremia (Gershman et al., 2008). Unlike environmental P. fluorescens from water and soil, pathogenic P. fluorescens from fish have been studied on a very limited base. In this study, with an aim to gain new insight into the infection mechanism of P. fluorescens, we investigated the function of P. fluorescens FHA in an infection model of turbot (Scophthalmus maximus).

MATERIALS AND METHODS

Ethics Statement

Experiments involving live animals were conducted in accordance with the “Regulations for the Administration of Affairs Concerning Experimental Animals” promulgated by the State Science and Technology Commission of Shandong Province. The study was approved by the ethics committee of Institute of Oceanology – Chinese Academy of Sciences.

Bacterial Strains and Growth Conditions

Pseudomonas fluorescens TSS is a pathogenic fish isolate that has been reported previously (Wang et al., 2009). Escherichia coli BL21(DE3) and DH5α were purchased from TransGen Biotech (Beijing, China). E. coli S17-1 λpir was purchased from Biomedal. All strains were grown in Luria-Bertani broth (LB) at 37°C (for E. coli) or 28°C (for TSS). Where indicated, 2,2′-dipyridyl (Sigma, St. Louis, MO, USA), tetracycline, and chloramphenicol were added at the concentrations of 600 μM, 20 and 50 μg/ml, respectively.

Two-Dimensional Gel Electrophoresis (2-DE), MALDI-TOF/TOF-MS and Protein Identification

Two-dimensional gel electrophoresis, MALDI-TOF/TOF-MS, and protein identification were performed as reported previously (Liu et al., 2015).

Sequence Analysis

The sequence of P. fluorescens fha has been reported previously (GenBank accession no. WP_014719704.1). The amino acid sequence was analyzed using the BLAST program at the National Center for Biotechnology Information (NCBI) and the Expert Protein Analysis System. Domain search was performed with the conserved domain search program of NCBI. Subcellular localization prediction was performed with the PSORTb v.3.0 server.

Construction of TSSfha and TSSΔfha

In order to create TSSfha, we first created the plasmid p705T, which was used for gene mutagenesis, as follows: the tetracycline-resistance gene of p704T (Hu et al., 2009) was cut out by SmaI/ScaI double digestion and inserted into pGP704 (Miller and Mekalanos, 1988) at the ScaI site. To construct the PfFha-defective strain TSSfha, the internal fragment of PfFha (positions 241–408) was amplified by PCR with the primer pairs F (5′-AGATCTGTGGTGTTGAACAACGCCT-3′, underlined se-quence, BglII site) and R (5′-AGATCTATCGGCCGCCTGGCCGAA-3′, underlined sequence, BglII site). The PCR product was inserted into the suicide plasmid p705T at the compatible BglII site, resulting in p705Fha. S17-1 λpir was transformed with p705Fha, and the transformant was conjugated with P. fluorescens TSS as described previously (Sun et al., 2009). The transconjugant was selected on LB agar plates supplemented with tetracycline and chloramphenicol, and one of the resistant clones was named TSSfha. Mutation of PfFha in TSSfha was confirmed by PCR analysis. In addition, single-copy plasmid insertion in TSSfha was further confirmed by the quantitative real-time PCR (qRT-PCR) method described previously (Zhang et al., 2014).

To construct TSSΔfha, in-frame deletion of a 582 bp segment (positions 40–621) of PfFha was performed by overlap extension PCR as follows: the first overlap PCR was performed with the primers F2 (5′-CCCGGGAACTGGCCTACAAAGACGT-3′, underlined sequence, SmaI site) and R2 (5′-CGACCTTCCTGGGGTGAAAGGTGGA-3′), the second overlap PCR was performed with the primers F3 (5′-CACCCCAGGAAGGTCGCCTCAGTGCTCG-3′) and R3 (5′-CCCGGGGGTGATGCTGCGTTGTTCG-3′, underlined sequence, SmaI site), and the fusion PCR was performed with the primer pair F2/R3. The PCR products were inserted into the suicide plasmid p7TS (Wang et al., 2009) at the SmaI site, resulting in p7TSFha. p7TSFha was introduced into S17-1 λpir (Biomedal, Spain) by transformation. The transformant S17-1 λpir/p7TSFha was conjugated with TSS. The transconjugants were selected first on LB plates supplemented with tetracycline and chloramphenicol and then on LB plates supplemented with 12% sucrose and chloramphenicol. The colonies that appeared on the plates were analyzed by PCR, and the PCR products were subjected to sequence analysis to confirm deletion of PfFha.

Adhesion to FG Cells

FG-9307 cells, a cell line established from Japanese flounder gill cells (Tong et al., 1997), were cultured at 22°C in 96-well cell culture plates (∼105 cell/well) with L-15 medium (GIBCO, Invitrogen, Carlsbad, CA, USA) as described previously (Tong et al., 1997). TSS and TSSfha were cultured in LB medium to an OD600 of 0.8 and were resuspended in L-15 medium to 1 × 107 CFU/ml. One hundred microliter of bacterial suspension was added to FG cells cultured as above. The plates were incubated at 28°C for 1, 2, and 4 h, followed by washing three times with PBS. FG cells were then lysed with 1% Triton X-100, and 50 μl lysate was plated in triplicate on LB agar plates. The plates were incubated at 28°C for 48 h, and the colonies that appeared on the plates were enumerated. The genetic identity of the colonies was verified by PCR and sequence analysis of selected PCR products. The experiment was performed three times.

Autoaggregation and Production of Extracellular Matrix

For autoaggregation analysis, TSS and TSSfha were cultured at 28°C in test tubes containing LB broth in a shaking incubator to an OD600 of 0.8. The tubes were removed from the shaker, and 100 microliters of cell suspension were added into 96-well microplates and incubated overnight. Meanwhile, the static cultures in the test tubes were monitored for sedimentation for 48 h. Bacterial autoaggregation in microplates and glass tubes were then examined. For microscopy, TSS and TSSfha were cultured as above, 100 microliters of cell suspension were added into a 12-well plate with embedded coverslips for 8 h at 28°C. Autoaggregation of cells on coverslips were photographed with a scanning electron microscope (S-3400N, Hitachi, Japan; Wang and Sun, 2015). For extracellular matrix analysis, TSS and TSSfha were cultured as above, 100 microliters of cell suspension were added into a 12-well culture plate with embedded coverslips for 20 h at 28°C. The cells were then observed with a scanning electron microscope. All experiments were performed three times.

Motility Assay and Flagella Formation

To measure motility, TSS, TSSfha, and TSSΔfha were cultured in LB medium to an OD600 of 1.0, and 5 μl cell suspension were spotted onto the center of fresh swimming plates containing LB medium plus 0.3% (w/v) agar. The plates were then incubated at 28°C. Two days later, the motility of the bacteria was assessed by examining the diameter of the motility halo on the soft agar. To measure flagella formation, the bacteria were cultured in LB agar plates at 28°C for 20 h and examined with a transmission electron microscope (JEM-1200, Jeol, Japan) as reported previously (Sun and Sun, 2016). The assays were performed three times.

Biofilm Formation Assay

Quantitative biofilm formation on polystyrene surfaces (96-well microtiter plates) was investigated as reported previously (Wang et al., 2013a). Briefly, 107 CFU of TSS, TSSfha, and TSSΔfha were placed into a sterile 96-well flat-bottomed tissue culture plate and incubated at 28°C for 12 h. After incubation, the plates were washed to remove unbound cells, and the bound cells were stained with crystal violet. Quantification of the bound cells was performed by measuring the dissolved crystal violet at OD570 after the addition of 100 μl 30% acetic acid. To quantify biofilm formation in glass tubes, the bacteria were cultured as above and the cultures in tubes were incubated under static conditions for 48 h at 28°C. Then the culture mediums were removed and the glass tubes were washed three times with PBS. Subsequently, 5 ml of 1% crystal violet dye was added to glass tube for 15 min at room temperature. Following, the tubes were washed three times with phosphate buffered saline (PBS). After addition of 5 ml of 30% acetic acid for 15 min at room temperature to solubilize the crystal violet, the glass tubes were allowed to dry and then photographed. The experiment was performed three times.

Hemagglutination Assay

TSS and TSSfha cultured as above were resuspended in PBS to 2 × 109, 2 × 108, 2 × 107, and 2 × 106 CFU/ml respectively. Turbot red blood cells were collected, washed three times in PBS, and resuspended to a final concentration of 2% (v/v). Fifty microliters of bacterial suspension or PBS (control) was mixed with 50 μl of turbot erythrocytes in a 96-well microtiter V-bottom plate. The plate was incubated for 1 h at room temperature. Hemagglutination was detected by visual inspection as reported previously (Astaneh et al., 2014). A small pellet of erythrocytes at the bottom of the well after incubation was considered negative as against positive reactions exhibiting an even sheet of erythrocytes across the wells. The experiment was performed three times.

Serum Survival Assay

Serum survival analysis was performed as reported previously (Wang et al., 2013b).

Tissue Infection and Mortality Assay

Clinically healthy turbot (average13.6 g) were purchased from a local fish farm. The fish were maintained as reported previously (Sun and Sun, 2015). For tissue dissemination and colonization analysis, TSS, TSSfha, and TSSΔfha were cultured in LB medium to an OD600 of 0.8. The cells were washed with PBS and resuspended in PBS to 108 CFU/ml. Turbot were divided randomly into four groups (N = 15) and infected by intramuscular (i.m.) injection with 50 μl of TSS, TSSfha, TSSΔfha, or PBS. Kidney and spleen were taken from the fish at 12, 24, and 48 h post-infection (5 fish/time point). The tissues were homogenized in PBS with an OSE-20 electrictissue homogenizer (Tiangen, Beijing, China). The homogenates were diluted serially in PBS and plated in triplicate on LB agar plates. After incubation at 28°C for 48 h, the colonies that appeared on the plates were counted. The genetic identity of the colonies was verified as above. For mortality assay, turbot were infected with TSS, TSSfha, and PBS as above, and the fish were monitored for mortality over a period of 20 days. All experiments were performed three times.

Purification of Recombinant Proteins and Antibody Preparation

The plasmids pEtFha, which expresses recombinant PfFha (rFha), was constructed as follows. PfFha containing the hemag-glutination activity domain (positions 1–684) was amplified by PCR with the primer pairs F (5′-GATATCATGCCGACTACTCCACACAG-3′, underlined sequence, EcoRV site) and R (5′-GATATCGAAGTCGACCTGATTGCGG-3′, underlined sequence, EcoRV site). The PCR product was ligated with the T-A cloning vector pEASY-T1 Simple (TransGen Biotech, Beijing, China), and the recombinant plasmid was digested with EcoRV to retrieve the PfFha-containing fragment, which was inserted into pET259 (Hu et al., 2010) at the SwaI site, resulting pEtFha. To purify rFha and the control protein rTrx, E. coli BL21(DE3; TransGen Biotech, Beijing, China) was transformed with pEtFha and pET32a (Novagen, San Diego, CA, USA), the latter plasmid expresses Trx; the transformants were cultured in LB medium at 37°C to mid-logarithmic phase, and isopropyl-α-D-thiogalactopyranoside was added to the culture to a final concentration of 1 mM. After growing at 16°C for an additional 16 h, the cells were harvested by centrifugation, and His-tagged rFha and rTrx were purified using Ni-NTA Agarose (Qiagen, Valencia, CA, USA) as recommended by the manufacturer. The purified proteins were reconstituted, removed of endotoxin, and concentrated as described previously (Wang and Sun, 2015). Mouse antibody against rFha was prepared as reported previously (Sun and Sun, 2015). Control antibody from pre-immune mouse was also prepared. The antibody was purified using rProtein G Beads (Solarbio, Beijing, China). The specificity of the rFha antibody was determined by Western immunoblot as reported previously (Wang and Sun, 2015).

Immunofluorescence Microscopy

To detect PfFha on TSS, the bacteria were cultured in LB medium supplemented with 2,2′-dipyridyl as indicated above to OD600 0.9; the cells were collected by centrifugation, washed with PBS, and resuspended in PBS to 1 × 108 CFU/ml. One hundred microliters of bacterial suspension (∼1 × 107 CFU) were seeded on a glass slide pre-treated with 0.001% polylysine (Sigma, St. Louis, MO, USA). For fluorescence microscopy, the samples were blocked with 1% bovine serum albumin for 2 h at 30°C and incubated with mouse anti-rFha antibody or control antibody from pre-immune mouse (1/500 dilution) for 1 h at 30°C. The cells were washed three times with PBST (0.05% Tween 20 in PBS) and incubated with goat anti-mouse IgG (1/1000 dilution; Bioss, Beijing, China) coupled to fluorescein isothiocyanate (FITC) for 1 h at 30°C. The cells were washed with PBST and stained with 4′,6-diamidino-2-phenylindole (DAPI) according to the instructions of the manufacturer (Bioss, Beijing, China). The cells were then analyzed with a Zeiss fluorescence microscope (Carl Zeiss Imager A2, Jena, Germany).

To examine interaction between rFha and FG cells, the cells were seeded on 0.001% polylysine-treated glass coverslips in 12-well cell culture plates; the cells were incubated with rFha or rTrx (100 μg/ml) at 22°C for 2 h and treated with paraformaldehyde (Sigma, St. Louis, MO, USA) at 22°C for 30 min. The cells were then treated with 1% bovine serum albumin at 4°C for overnight. The cells were incubated with mouse-anti His antibody (1/1000 dilution; Bioss, Beijing, China) for 1 h at 37°C. Subsequently, cells were washed three times with PBST and incubated with FITC-coupled goat-anti mouse IgG (1/1000 dilution; Bioss, Beijing, China) for 1 h at 37°C. After washing three times with PBST, the cells were stained with DAPI and subjected to microscopy as described above.

Effect of Antibody Blocking on Bacterial Infection

Turbot (as described above) were divided randomly into three groups (N = 15). TSS was cultured in LB medium to an OD600 of 0.8. The cells were washed and resuspended in PBS to 108 CFU/ml. One milliliter bacterial cells were mixed with 5 μl rFha antibody, control antibody, or PBS (control) and incubated at 28°C for 1 h. After incubation, 50 μl of the mixture was inoculated into turbot via i.m. injection. Kidney and spleen were taken from the fish (five at each time point) at 12, 24, and 48 h post-bacterial infection, and bacterial recovery from the tissues was determined as above.

Immunization and Enzyme-Linked Immunosorbent Assay (ELISA)

rFha was resuspended in PBS to a concentration of 200 μg/ml and mixed at an equal volume with aluminum hydroxide as described previously (Jiao et al., 2010). As a control, PBS was mixed similarly with aluminum hydroxide without protein. Turbot (as described above) were divided randomly into two groups (N = 55) and injected intraperitoneally with 50 μl of the protein mixture or the PBS control. At 1 month post-immunization, the fish were challenged with TSS at the dose of 5 × 106 CFU/fish. The fish were monitored for mortality for a period of 20 days. Dying fish were randomly selected for the examination of bacterial recovery from liver, kidney, and spleen. Relative percent of survival (RPS) was calculated according to the following formula: RPS = {1 – (% mortality in immunized fish/% mortality in control fish)}× 100. The immunization experiment was performed two times.

Statistical Analysis

With the exception of the immunization trial which was performed twice, all other experiments were performed three times, and statistical analyses were carried out with the SPSS 17.0 package (SPSS, Inc., Chicago, IL, USA). Except for the survival analysis in the immunization experiment and the in vivo infection experiment, for which logrank test was used, analysis of variance (ANOVA) was used for all other analyses. In all cases, the significance level was defined as P < 0.05.

RESULTS

Identification and Characterization of PfFha

In an effort to identify secreted proteins of TSS regulated by iron, TSS was cultured in the presence and absence of the iron chelator 2,2′-dipyridyl, and the extracellular proteins were examined by two-DE analysis. A total of 15 differentially expressed proteins were identified, of which six were significantly upregulated (ratio ≥ 2, P ≤ 0.05) in the presence of 2,2′-dipyridyl (Figure 1; Supplementary Table S1). PfFha was one of the upregulated proteins (Figure 1). Sequence analysis showed that PfFha contains an N-terminal signal peptide (residues 1–32) and a hemagglutination activity domain (residues 50–170; Supplementary Figure S1).
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FIGURE 1. Representative 2-DE maps of the extracellular protein profiles of Pseudomonas fluorescens TSS cultured under different conditions. Extracellular proteins of P. fluorescens TSS cultured in the presence (B) and absence of 2,2′-dipyridyl (DP) (A) were subjected to 2-DE analysis. Numbers indicate protein spots with differential expression. The spot of PfFha (number 6) is indicated.



In vitro Effect of PfFha Mutation

Cellular Motility, Flagella Formation, and Autoaggregation

To examine the function of PfFha, a TSS mutant defective in PfFha was created based on insertion mutagenesis and named TSSfha. In addition, another PfFha-defective mutant, TSSΔfha, was also created by markerless in-frame deletion. Compared to TSS, the motility of TSSfha in soft LB agar plate was almost abolished (Figure 2A). Similar observation was made with TSSΔfha (Supplementary Figure S2A). Electron microscopy showed that while polar flagella were observed with the cells of TSS, no apparent flagella were observed with the cells of TSSfha (Figure 2B). Similar observation was made with TSSΔfha (Supplementary Figure S2B). Cultured TSS cells were able to aggregate when left standing in the culture tube or being placed into a microplate, whereas, TSSfha failed to do so (Figure 3A). Consistently, scanning electron microscopy detected apparent aggregation of TSS cells but not TSSfha cells (Figure 3B).
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FIGURE 2. Motility and flagella formation of Pseudomonas fluorescens TSS and TSSfha. (A) TSS (left) and TSSfha (right) were cultured in LB medium to an OD600 of 1.0, and 5 μl cell suspensions were spotted onto the center of swimming plates containing LB medium plus 0.3% (w/v) agar. The plates were incubated at 28°C for 2 days. (B) TSS (left) and TSSfha (right) were cultured in LB agar plates and examined with a transmission electron microscope. Scale bar, 1 μm. The results represent one of three independent experiments.
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FIGURE 3. Autoaggregation of Pseudomonas fluorescens TSS and TSSfha. (A) TSS (left) and TSSfha (right) were cultured in LB medium at 28°C to an OD600 of 0.8; 100 microliters of cell suspensions were added into 96-well microplates and incubated overnight (Top), or the cell cultures were left standing for 2 days at room temperature without shaking (Bottom). (B) Autoaggregation observed by scanning electron microscope (SEM). TSS and TSSfha were cultured in LB medium at 28°C to an OD600 of 0.8; cell suspensions were added onto coverslips and observed by SEM after incubating for 8 h at room temperature. The pictures represent one of three independent experiments.



Biofilm and Extracellular Matrix Production

Vegetative growth analysis showed that when cultured in LB medium, TSSfha was comparable to TSS in growth profile, while when cultured in LB medium supplemented with 2,2′-dipyridyl, TSSfha grew slightly slower than TSS at the logarithmic phase and reached similar cell densities to TSS at the stationary phase (Supplementary Figure S3). The growth profile of TSSΔfha was very similar to that of TSSfha (Supplementary Figure S3). Biofilm growth showed that TSSfha exhibited significantly reduced capacity to form biofilm (Figure 4). Similar observation was made with TSSΔfha (Supplementary Figure S4). Scanning electron microscopy revealed that when cultured TSS cells were left on a coverslip for 20 h, a matrix of networks formed by fiber-like structures was observed abundantly among the cells, whereas very little such structure was formed by TSSfha (Figure 5).
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FIGURE 4. Biofilm formation of Pseudomonas fluorescens TSS and TSSfha. (A) Image of crystal violet (CV)-stained biofilms formed inside glass tubes. Cells were grown in LB medium overnight at 28°C and then stood for 2 days at room temperature before staining with CV. Image shown is from one representative experiment of three independent experiments. (B) Quantitation of biofilm. Stained biofilms were dissolved in 30% acetic acid, and the optical density at OD570 was recorded. Data are the means of three independent assays and presented as mean ± SEM. ∗∗P < 0.01.
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FIGURE 5. Production of extracellular matrix structure by Pseudomonas fluorescens TSS and TSSfha. TSS (A,B) and TSSfha (C,D) were cultured in LB medium at 28°C to an OD600 of 0.8; cell suspensions were added onto coverslips and observed by a scanning electron microscope after incubation for 20 h at room temperature. The results represent one of three independent experiments.



Host Cell Adhesion, Hemagglutination, and Survival in Host Serum

Immunofluorescence microscopy showed that PfFha was localized on the surface of the bacteria (Supplementary Figure S5). With this observation, we examined the potential involvement of PfFha in host cell adhesion. The results showed that when incubated with flounder FG cells, the numbers of host cell-bound TSS increased with time; in contrast, the numbers of host cell-bound TSSfha barely changed and were 10.8-, 17.2-, and 60.8-fold lower than those of host cell-bound TSS at 1, 2, and 4 h of incubation (Supplementary Figure S6). These results suggested a requirement of PfFha for host interaction. With this result, we further investigated whether PfFha could bind directly to host cells. For this purpose, FG cells were incubated with recombinant PfFha (rFha), which was purified as a His-tagged protein (Supplementary Figure S7), and cell-bound rFha was detected with immunofluorescence microscopy. The results showed that rFha was detected on FG cells (Figure 6). In contrast, when FG cells were similarly incubated with rTrx, the control protein purified under the same condition as rFha, no cell-bound protein was detected (Figure 6).
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FIGURE 6. Binding of rFha to FG-9307 cells. FG cells were incubated with rFha (A,B) or the control protein rTrx (D,E), and the cell-bound protein was detected with FITC-labeled antibody. The cells were stained with DAPI and observed with a fluorescence microscope. (C) A merge of (A) and (B); (F) A merge of (D) and (E). Magnifications: 20 × 10, scale bars: 50 μm.



Hemagglutination analysis indicated that incubation of TSS with turbot red blood cells induced agglutination of the blood cells in a manner that depended on the concentration of TSS; in contrast, no apparent hemagglutination was caused by TSSfha even at high concentrations (Figure 7). Serum survival analysis showed that following incubation with turbot serum for 1 h, TSS and TSSfha exhibited survival rates of 53.8 ± 10.3 and 30.1 ± 3.9%, respectively, the latter being significantly (P < 0.05) lower than that of the former. Similar to TSSfha, the survival rate of TSSΔfha in turbot serum (28.3 ± 2.8%) was significantly (P < 0.05) lower than that of TSS.
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FIGURE 7. Hemagglutination of Pseudomonas fluorescens TSS and TSSfha. Turbot red blood cells were incubated with PBS (control) or with TSS and TSSfha in various concentrations for 1 h at room temperature, and hemagglutination was observed. The results represent one of three independent experiments.



In vivo Effect of PfFha Mutation

In vivo infection assay showed that following inoculation into turbot, TSS disseminated into and multiplied in kidney and spleen, in which the numbers of TSS increased rapidly with time (Figure 8A). In contrast, in turbot inoculated with TSSfha, the bacterial numbers recovered from kidney and spleen were significantly lower than that from TSS-infected fish at 12, 24, and 48 h post-infection. Similar results were obtained in repeated infection analyses with TSS, TSSfha, and TSSΔfha in parallel, which showed that at 12, 24, and 48 h, the amounts of TSSΔfha in kidney and spleen were comparable to those of TSSfha and were significantly lower than those of TSS (Supplementary Figure S8). Consistent with these observations, the survival rate of TSSfha-infected fish (66.7%) was significantly higher than that of TSS-infected fish (6.7%; Figure 8B). To further investigate the importance of PfFha to host infection, turbot were infected with TSS in the presence of anti-rFha antibody, and bacterial dissemination in and colonization of kidney and spleen were subsequently determined. The results showed that at 12, 24, and 48 h post-infection, bacterial recoveries from the fish infected with TSS plus rFha antibody were significantly lower than those from the fish infected with TSS alone or with TSS plus control antibody (Figure 9).
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FIGURE 8. In vivo infectivity of Pseudomonas fluorescens TSS and TSSfha. (A) TSS and TSSfha were inoculated into turbot, and bacterial recovery from kidney (left) and spleen (right) was determined at different times. The results are the means of three independent experiments and presented as mean ± SEM. ∗∗P < 0.01. (B) Turbot were infected with TSS and TSSfha, and the fish were monitored daily for mortality and survival for 20 days (only 12 days are shown in the figure). The results are the means of three independent experiments. Significance between the survivals of wild type- and mutant-infected fish was determined with logrank test. ∗∗P < 0.01.
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FIGURE 9. Effect of rFha antibody on Pseudomonas fluorescens infection. Turbot were infected with TSS in the presence or absence of rFha antibody, control antibody, or PBS (control). Bacterial recovery from kidney (A) and spleen (B) was determined at different hours post-infection. The results are the means of three independent experiments and presented as mean ± SEM. ∗∗P < 0.01.



Immunoprotection Induced by rFha

Since, as shown above, PfFha was a secreted protein essential to host infection, we examined the immunoprotective potential of rFha in a model of turbot. For this purpose, turbot were vaccinated with rFha and challenged with TSS at 1 month post-vaccination. The fish were subsequently monitored for mortality and survival. The results showed that the survival rate of the vaccinated fish was 45.7%, which was significantly higher than that of the control fish (14.3%; Figure 10). The RPS of the vaccinated fish was 36.7%.
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FIGURE 10. Protective effect of rFha as a vaccine. Turbot were vaccinated with or without (control) rFha and challenged with P. fluorescens TSS at 1 month post-vaccination. The fish were monitored daily for survival. Significances between the survivals of the vaccinated fish and the control fish were determined with logrank test. ∗∗P < 0.01.



DISCUSSION

Our previous study has shown that in TSS, iron limitation altered the expression of a large amount of cytoplasmic and membrane associated proteins involved in diverse functions (Sun and Sun, 2015). In the present study, we found that PfFha was a secreted protein whose expression was upregulated during iron starvation. The presence of PfFha in the extracellular milieu is in agreement with the previous reports that FHA is both surface associated and secreted (Weiss and Hewlett, 1986; Locht et al., 1993). Consistently, PfFha contains an N-terminal putative signal peptide and is predicted to be an extracellular protein. PfFha also contains a hemagglutination activity domain, which is usually found near the N terminus of FHA and heme/hemopexin-binding proteins (Ruer et al., 2008).

Reports have indicated that in Xanthomonas campestris pv. vesicatoria, mutation of fha significantly reduced swarming motility (Choi et al., 2013), whereas in X. axonopodis pv. citri, mutation of fha resulted in faster swarming (Gottig et al., 2009); but neither of these phenotypes related to flagella. In our study, TSSfha displayed very little motility compared to the wild type and, surprisingly and interestingly, exhibited no apparent flagellum. To our knowledge, this is the first evidence that suggests a link between FHA and flagella. These observations imply that PfFha is possibly involved in the normal synthesis/transport of flagella. The lack of flagella may also to some degrees account for the reduced self-aggregation observed with TSSfha, since it has been reported that in E. coli and Xylella fastidiosa, autoaggregation is influenced by surface structures such as type I fimbriae and type IV bundle-forming pili (Ulett et al., 2006; De La Fuente et al., 2008). For many pathogens, motility is often intimately linked to pathogenicity by complex regulatory networks (Josenhans and Suerbaum, 2002). In Burkholderia pseudomallei, flagella are necessary virulence determinants during intranasal and intraperitoneal infection of mice (Chua et al., 2003). In the coral pathogen Vibrio coralliilyticus, flagellar mutation disables coral attachment, chemotaxis, and host infection (Meron et al., 2009). Considering these observations, it is likely that the motility/flagella-defectiveness of TSSfha may contribute at least in part to the attenuated virulence of this mutant.

Many studies have indicated a close relationship between biofilm and bacterial pathogenicity. In Pseudomonas aeruginosa, biofilm production significantly facilitates bacterial infection (Bjarnsholt et al., 2010); in Xanthomonas campestris, biofilm is required for full virulence to plants (Dow et al., 2003); in methicillin-resistant Staphylococcus aureus, the biofilm-forming capacity is crucial for intracellular persistence and chronic infections (Oyama et al., 2016). In X. axonopodis pv. citri, B. pertussis, and A. baumannii, it is known that fha mutation reduced biofilm formation (Gottig et al., 2009; Serra et al., 2011; Astaneh et al., 2014). Likewise, we observed a significant reduction in biofilm production by TSSfha. Accumulating evidences indicate that the motility of bacteria plays an important role in biofilm development (Wood et al., 2006; Meshcheryakov et al., 2013). For example, E. coli lacking flagella or possessing paralyzed flagella is defective in biofilm growth (Wood et al., 2006; Houry et al., 2010), and Edwardsiella tarda with impaired flagella exhibited reduced biofilm production (Xu et al., 2014). Biofilms are multicellular aggregates of bacteria bound by a matrix of extracellular polymers (O’Toole et al., 2000; Branda et al., 2006; Monds and O’Toole, 2009). The matrix of biofilm not only allows the bacteria to cohere to one another but also adhere to solid surfaces (Flemming and Wingender, 2010). In our study, we found that while the wild type TSS was able to form a matrix of fiber-like structures on the solid surface of a cover slip, TSSfha completely lost this capacity. It is possible that the matrix formed by the fiber structures connects the bacterial cells into a network and assists cellular adhesion to the attached surface, thus promoting biofilm growth.

Filamentous hemagglutinin plays a crucial role in host interaction by involvement in the adherence to host surface and hemagglutination (Rojas et al., 2002; Guilhabert and Kirkpatrick, 2005; Gottig et al., 2009; Serra et al., 2011). A previous study showed that in Erwinia chrysanthemi, mutation of hecA, the hemagglutinin homolog of fha, decreased the ability to attach to leaves and form aggregates on them (Rojas et al., 2002). In our study, TSSfha was markedly impaired in attachment to FG cells, suggesting that PfFha was vital to the binding of the bacteria to host cells. Consistent with its structural prediction, TSS exhibited apparent hemagglutination activity, which, however, was absent in TSSfha, suggesting that as observed previously in bacteria such as B. pertussis (Colombi et al., 2004), PfFha functions as a hemagglutinin.

Filamentous hemagglutinin as a key virulence factor has been reported in both plant and animal pathogens including E. chrysanthemi, B. pertussis, and A. baumannii (Rojas et al., 2002; Astaneh et al., 2014; Romero et al., 2014). In our study, we found that compared to the wild type, TSSfha exhibited a distinct reduction in serum survival, which is the first observation of an association between bacterial FHA and serum resistance. Given the fact that PfFha is a surface protein of the bacteria, which enables it to be in direct contact with host factors, it is possible that, as observed previously with other bacterial factors (Hallström et al., 2013; Bernhard et al., 2014), PfFha may be able to interact with, and consequently sequester or inactivate, serum components essential to the functioning of the complement system. In vivo study showed that the tissue dissemination and mortality-inducing capacities of TSSfha were markedly weakened. Consistently, the presence of rFha antibody, which most likely interacted with and thus blocked the function of the natural PfFha, significantly reduced the dissemination and colonization of TSS in turbot tissues. Together these results indicate that PfFha is required for the full virulence of TSS during the process of host infection.

In B. pertussis, FHA is considered one of the most important immunogens, because it is the major secreted protein and mediates host-pathogen interaction (van den Berg et al., 1999; Balder et al., 2007). Similarly, purified FHA protein confers protection against Bordetella bronchiseptica in mice (Goebel et al., 2009). In our study, we found that when used as a subunit vaccine, rFha was able to induce a significant protection on immunized turbot, suggesting a potential of rFha as a vaccine candidate for the control of P. fluorescens in agriculture. These results are also in line with the secreted nature of PfFha and with the involvement of PfFha in host interaction.

In summary, we in this study provide a systematic analysis of the biological properties of P. fluorescens FHA associated with pathogenicity. We found for the first time that mutation of bacterial FHA affects flagella formation, extracellular matrix production, and serum survival. Like the FHA of other bacteria, P. fluorescens PfFha is required for adhesion to host cells, hemagglutination, biofilm formation, mortality, and pathogenicity. In addition, P. fluorescens PfFha in the form of recombinant protein can induce protective immunity in fish. These results add new insights into the function of bacterial FHA.

AUTHOR CONTRIBUTIONS

LS and Y-YS conceived and designed the experiments; Y-YS performed the experiments; Y-YS and HC analyzed the data; Y-YS and LS wrote the manuscript. All authors read and approved the final manuscript.

ACKNOWLEDGMENTS

This work was supported by the grants from National Natural Science Foundation of China (41276168), the 863 High Technology Project of the Chinese Ministry of Science and Technology (2014AA093507), the Science and Technology Development Plan of Shandong Province (2014GHY115001), the Scientific and Technological Innovation Project Financially Supported by Qingdao National Laboratory for Marine Science and Technology (No.2015ASKJ02), and Taishan Scholar Program of Shandong Province.

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found online at: http://journal.frontiersin.org/article/10.3389/fmicb.2016.01320

REFERENCES

Abramson, T., Kedem, H., and Relman, D. A. (2001). Proinflammatory and proapoptotic activities associated with Bordetella pertussis filamentous hemagglutinin. Infect. Immunol. 69, 2650–2658. doi: 10.1128/IAI.69.4.2650-2658.2001

Astaneh, S. D. A., Rasooli, I., and Gargari, S. L. M. (2014). The role of filamentous hemagglutinin adhesin in adherence and biofilm formation in Acinetobacter baumannii ATCC19606T. Microb. Pathog. 74, 42–49. doi: 10.1016/j.micpath.2014.07.007

Balder, R., Hassel, J., Lipski, S., and Lafontaine, E. R. (2007). Moraxella catarrhalis strain O35E expresses two filamentous hemagglutinin-like proteins that mediate adherence to human epithelial cells. Infect. Immunol. 75, 2765–2775. doi: 10.1128/IAI.00079-07

Bernhard, S., Fleury, C., Su, Y. C., Zipfel, P. F., Koske, I., Nordstrom, T., et al. (2014). Outer membrane protein OlpA contributes to Moraxella catarrhalis serum resistance via interaction with factor H and the alternative pathway. J. Infect Dis. 210, 1306–1310. doi: 10.1093/infdis/jiu241

Bjarnsholt, T., Tolker-Nielsen, T., Hoiby, N., and Givskov, M. (2010). Interference of Pseudomonas aeruginosa signalling and biofilm formation for infection control. Expert Rev. Mol. Med. 12:e11. doi: 10.1017/S1462399410001420

Braat, H., McGuirk, P., Ten Kate, F. J. W., Huibregtse, I., Dunne, P. J., Hommes, D. W., et al. (2007). Prevention of experimental colitis by parenteral administration of a pathogen-derived immunomodulatory molecule. Gut 56, 351–357. doi: 10.1136/gut.2006.099861

Branda, S. S., Chu, F., Kearns, D. B., Losick, R., and Kolter, R. (2006). A major protein component of the Bacillus subtilis biofilm matrix. Mol. Microbiol. 59, 1229–1238. doi: 10.1111/j.1365-2958.2005.05020.x

Choi, H. W., Kim, D. S., Kim, N. H., Jung, H. W., Ham, J. H., and Hwang, B. K. (2013). Xanthomonas filamentous hemagglutinin-like protein fha1 interacts with pepper hypersensitive-induced reaction protein CaHIR1 and functions as a virulence factor in host plants. Mol. Plant Microbe Interact. 26, 1441–1454. doi: 10.1094/mpmi-07-13-0204-R

Chua, K. L., Chan, Y. Y., and Gan, Y. H. (2003). Flagella are virulence determinants of Burkholderia pseudomallei. Infect. Immunol. 71, 1622–1629. doi: 10.1128/Iai.71.4.1622-1629.2003

Colombi, D., Horton, D. S. P. Q., Oliveira, M. L. S., Sakauchi, M. A., and Ho, P. L. (2004). Antibodies produced against a fragment of filamentous haemagglutinin (FHA) of Bordetella pertussis are able to inhibit hemagglutination induced by the whole adhesin. FEMS Microbiol. Lett. 240, 41–47. doi: 10.1016/j.femsle.2004.09.009

De La Fuente, L., Burr, T. J., and Hoch, H. C. (2008). Autoaggregation of Xylella fastidiosa cells is influenced by type I and type IV pili. Appl. Environ. Microbiol. 74, 5579–5582. doi: 10.1128/AEM.00995-08

Dow, J. M., Crossman, L., Findlay, K., He, Y. Q., Feng, J. X., and Tang, J. L. (2003). Biofilm dispersal in Xanthomonas campestris is controlled by cell-cell signaling and is required for full virulence to plants. Proc. Natl. Acad. Sci. U.S.A. 100, 10995–11000. doi: 10.1073/pnas.1833360100

Flemming, H. C., and Wingender, J. (2010). The biofilm matrix. Nat. Rev. Microbiol. 8, 623–633. doi: 10.1038/nrmicro2415

Gershman, M. D., Kennedy, D. J., Noble-Wang, J., Kim, C., Gullion, J., Kacica, M., et al. (2008). Multistate outbreak of Pseudomonas fluorescens bloodstream infection after exposure to contaminated heparinized saline flush prepared by a compounding pharmacy. Clin. Infect. Dis. 47, 1372–1379. doi: 10.1086/592968

Goebel, E. M., Zhang, X. Q., and Harvill, E. T. (2009). Bordetella pertussis infection or vaccination substantially protects mice against B. bronchiseptica infection. PloS ONE 4:e6778. doi: 10.1371/journal.pone.0006778

Gottig, N., Garavaglia, B. S., Garofalo, C. G., Orellano, E. G., and Ottado, J. (2009). A filamentous hemagglutinin-like protein of Xanthomonas axonopodis pv. citri, the phytopathogen responsible for citrus canker, is involved in bacterial virulence. PloS ONE 4:e4358. doi: 10.1371/journal.pone.0004358

Guilhabert, M. R., and Kirkpatrick, B. C. (2005). Identification of Xylella fastidiosa antivirulence genes: hemagglutinin adhesins contribute to X. fastidiosa biofilm maturation and colonization and attenuate virulence. Mol. Plant Microbe Interact. 18, 856–868. doi: 10.1094/Mpmi-18-0856

Hallström, T., Siegel, C., Mörgelin, M., Kraiczy, P., Skerka, C., and Zipfel, P. F. (2013). CspA from Borrelia burgdorferi inhibits the terminal complement pathway. MBio 4:e00481-13. doi: 10.1128/mBio.00481-13

Henderson, M. W., Inatsuka, C. S., Sheets, A. J., Williams, C. L., Benaron, D. J., Donato, G. M., et al. (2012). Contribution of Bordetella filamentous hemagglutinin and adenylate cyclase toxin to suppression and evasion of interleukin-17-mediated inflammation. Infect. Immun. 80, 2061–2075. doi: 10.1128/IAI.00148-12

Houry, A., Briandet, R., Aymerich, S., and Gohar, M. (2010). Involvement of motility and flagella in Bacillus cereus biofilm formation. Microbiology 156, 1009–1018. doi: 10.1099/mic.0.034827-0

Hu, Y. H., Wang, H. L., Zhang, M., and Sun, L. (2009). Molecular analysis of the copper-responsive CopRSCD of a pathogenic Pseudomonas fluorescens strain. J. Microbiol. 47, 277–286. doi: 10.1007/s12275-008-0278-9

Hu, Y. H., Zheng, W. J., and Sun, L. (2010). Identification and molecular analysis of a ferritin subunit from red drum (Sciaenops ocellatus). Fish Shellfish Immunol. 28, 678–686. doi: 10.1016/j.fsi.2010.01.001

Jacob-Dubuisson, F., Kehoe, B., Willery, E., Reveneau, N., Locht, C., and Relman, D. A. (2000). Molecular characterization of Bordetella bronchiseptica filamentous haemagglutinin and its secretion machinery. Microbiology 146(Pt 5), 1211–1221. doi: 10.1099/00221287-146-5-1211

Jiao, X. D., Cheng, S., Hu, Y. H., and Sun, L. (2010). Comparative study of the effects of aluminum adjuvants and Freund’s incomplete adjuvant on the immune response to an Edwardsiella tarda major antigen. Vaccine 28, 1832–1837. doi: 10.1016/j.vaccine.2009.11.083

Josenhans, C., and Suerbaum, S. (2002). The role of motility as a virulence factor in bacteria. Int. J. Med. Microbiol. 291, 605–614. doi: 10.1078/1438-4221-00173

Julio, S. M., Inatsuka, C. S., Mazar, J., Dieterich, C., Relman, D. A., and Cotter, P. A. (2009). Natural-host animal models indicate functional interchangeability between the filamentous haemagglutinins of Bordetella pertussis and Bordetella bronchiseptica and reveal a role for the mature C-terminal domain, but not the RGD motif, during infection. Mol. Microbiol. 71, 1574–1590. doi: 10.1111/j.1365-2958.2009.06623.x

Liu, L., Chi, H., and Sun, L. (2015). Pseudomonas fluorescens: identification of Fur-regulated proteins and evaluation of their contribution to pathogenesis. Dis. Aquat. Organ. 115, 67–80. doi: 10.3354/dao02874

Locht, C., Antoine, R., and Jacob-Dubuisson, F. (2001). Bordetella pertussis, molecular pathogenesis under multiple aspects. Curr. Opin. Microbiol. 4, 82–89. doi: 10.1016/S1369-5274(00)00169-7

Locht, C., Bertin, P., Menozzi, F. D., and Renauld, G. (1993). The filamentous hemagglutinin, a multifaceted adhesin produced by virulent Bordetella spp. Mol. Microbiol. 9, 653–660. doi: 10.1111/j.1365-2958.1993.tb01725.x

Meron, D., Efrony, R., Johnson, W. R., Schaefer, A. L., Morris, P. J., Rosenberg, E., et al. (2009). Role of flagella in virulence of the coral pathogen Vibrio coralliilyticus. Appl. Environ. Microbiol. 75, 5704–5707. doi: 10.1128/Aem.00198-09

Meshcheryakov, V. A., Barker, C. S., Kostyukova, A. S., and Samatey, F. A. (2013). Function of FlhB, a membrane protein implicated in the bacterial flagellar type III secretion system. PLoS ONE 8:e68384. doi: 10.1371/journal.pone.0068384

Mikula, K. M., Kolodziejczyk, R., and Goldman, A. (2013). Yersinia infection tools-characterization of structure and function of adhesins. Front. Cell Infect. Microbiol. 3:169. doi: 10.3389/fcimb.2012.00169

Mil-Homens, D., and Fialho, A. M. (2012). A BCAM0223 mutant of Burkholderia cenocepacia is deficient in hemagglutination, serum resistance, adhesion to epithelial cells and virulence. PLoS ONE 7:e41747. doi: 10.1371/journal.pone.0041747

Miller, V. L., and Mekalanos, J. J. (1988). A novel suicide vector and its use in construction of insertion mutations: osmoregulation of outer membrane proteins and virulence determinants in Vibrio cholerae requires toxR. J. Bacteriol. 170, 2575–2583.

Monds, R. D., and O’Toole, G. A. (2009). The developmental model of microbial biofilms: ten years of a paradigm up for review. Trends Microbiol. 17, 73–87. doi: 10.1016/j.tim.2008.11.001

Ojanen-Reuhs, T., Kalkkinen, N., Westerlund-Wikström, B., Van Doorn, J., Haahtela, K., Nurmiaho-Lassila, E. L., et al. (1997). Characterization of the fimA gene encoding bundle-forming fimbriae of the plant pathogen Xanthomonas campestris pv. vesicatoria. J. Bacteriol. 179, 1280–1290.

O’Toole, G., Kaplan, H. B., and Kolter, R. (2000). Biofilm formation as microbial development. Annu. Rev. Microbiol. 54, 49–79. doi: 10.1146/annurev.micro.54.1.49

Oyama, T., Miyazaki, M., Yoshimura, M., Takata, T., Ohjimi, H., and Jimi, S. (2016). Biofilm-forming methicillin-resistant Staphylococcus aureus survive in Kupffer cells and exhibit high virulence in mice. Toxins (Basel) 8, 198. doi: 10.3390/toxins8070198

Pizarro-Cerda, J., and Cossart, P. (2006). Bacterial adhesion and entry into host cells. Cell 124, 715–727. doi: 10.1016/j.cell.2006.02.012

Poole, S. T., McVeigh, A. L., Anantha, R. P., Lee, L. H., Akay, Y. M., Pontzer, E. A., et al. (2007). Donor strand complementation governs intersubunit interaction of fimbriae of the alternate chaperone pathway. Mol. Microbiol. 63, 1372–1384. doi: 10.1111/j.1365-2958.2007.05612.x

Roine, E., Raineri, D. M., Romantschuk, M., Wilson, M., and Nunn, D. N. (1998). Characterization of type IV pilus genes in Pseudomonas syringae pv. tomato DC3000. Mol. Plant Microbe Interact. 11, 1048–1056. doi: 10.1094/Mpmi.1998.11.11.1048

Rojas, C. M., Ham, J. H., Deng, W. L., Doyle, J. J., and Collmer, A. (2002). HecA, a member of a class of adhesins produced by diverse pathogenic bacteria, contributes to the attachment, aggregation, epidermal cell killing, and virulence phenotypes of Erwinia chrysanthemi EC16 on Nicotiana clevelandii seedlings. Proc. Natl. Acad. Sci. U.S.A. 99, 13142–13147. doi: 10.1073/pnas.202358699

Romantschuk, M. (1992). Attachment of plant pathogenic bacteria to plant-surfaces. Annu. Rev. Phytopathol. 30, 225–243. doi: 10.1146/annurev.py.30.090192.001301

Romero, R. V., Osicka, R., and Sebo, P. (2014). Filamentous hemagglutinin of Bordetella pertussis: a key adhesin with immunomodulatory properties? Future Microbiol. 9, 1339–1360. doi: 10.2217/fmb.14.77

Roy, K., Hilliard, G. M., Hamilton, D. J., Luo, J. W., Ostmann, M. M., and Fleckenstein, J. M. (2009). Enterotoxigenic Escherichia coli EtpA mediates adhesion between flagella and host cells. Nature 457, 594–598. doi: 10.1038/nature07568

Ruer, S., Ball, G., Filloux, A., and de Bentzmann, S. (2008). The ‘P-usher’, a novel protein transporter involved in fimbrial assembly and TpsA secretion. EMBO J. 27, 2669–2680. doi: 10.1038/emboj.2008.197

Serra, D. O., Conover, M. S., Arnal, L., Sloan, G. P., Rodriguez, M. E., Yantorno, O. M., et al. (2011). FHA-mediated cell-substrate and cell-cell adhesions are critical for Bordetella pertussis biofilm formation on abiotic surfaces and in the mouse nose and the trachea. PLoS ONE 6:e28811. doi: 10.1371/journal.pone.0028811

Shakhnovich, E. A., Hung, D. T., Pierson, E., Lee, K., and Mekalanos, J. J. (2007). Virstatin inhibits dimerization of the transcriptional activator ToxT. Proc. Natl. Acad. Sci. U.S.A. 104, 2372–2377. doi: 10.1073/pnas.0611643104

Sun, K., Wang, H. L., Zhang, M., Mao, Z. Z., and Sun, L. (2009). Genetic mechanisms of multi-antimicrobial resistance in a pathogenic Edwardsiella tarda strain. Aquaculture 289, 134–139. doi: 10.1016/j.aquaculture.2008.12.021

Sun, Q. L., and Sun, L. (2016). Description of Domibacillus iocasae sp. nov., isolated from deep-sea sediment, and emended description of the genus Domibacillus. Int. J. Syst. Evol. Microbiol. 66, 982–987. doi: 10.1099/ijsem.0.000823

Sun, Y. Y., and Sun, L. (2015). Pseudomonas fluorescens: iron-responsive proteins and their involvement in host infection. Vet. Microbiol. 176, 309–320. doi: 10.1016/j.vetmic.2015.01.020

Swain, P., Behura, A., Dash, S., and Nayak, S. K. (2007). Serum antibody response of Indian major carp, Labeo rohita to three species of pathogenic bacteria; Aeromonas hydrophila, Edwardsiella tarda and Pseudomonas fluorescens. Vet. Immunol. Immunopathol. 117, 137–141. doi: 10.1016/j.vetimm.2007.02.010

Tong, S. L., Li, H., and Miao, H. Z. (1997). The establishment and partial characterization of a continuous fish cell line FG-9307 from the gill of flounder Paralichthys olivaceus. Aquaculture 156, 327–333. doi: 10.1016/S0044-8486(97)00070-7

Ulett, G. C., Webb, R. I., and Schembri, M. A. (2006). Antigen-43-mediated autoaggregation impairs motility in Escherichia coli. Microbiology 152, 2101–2110. doi: 10.1099/mic.0.28607-0

van den Berg, B. M., Beekhuizen, H., Willems, R. J. L., Mooi, F. R., and van Furth, R. (1999). Role of Bordetella pertussis virulence factors in adherence to epithelial cell lines derived from the human respiratory tract. Infect. Immunol. 67, 1056–1062.

Wang, C., Hu, Y. H., Chi, H., and Sun, L. (2013a). The major fimbrial subunit protein of Edwardsiella tarda: vaccine potential, adjuvant effect, and involvement in host infection. Fish Shellfish Immunol. 35, 858–865. doi: 10.1016/j.fsi.2013.06.021

Wang, C., Hu, Y. H., Sun, B. G., Li, J., and Sun, L. (2013b). Edwardsiella tarda Ivy, a lysozyme inhibitor that blocks the lytic effect of lysozyme and facilitates host infection in a manner that is dependent on the conserved cysteine residue. Infect. Immunol. 81, 3527–3533. doi: 10.1128/IAI.00503-13

Wang, H. R., Hu, Y. H., Zhang, W. W., and Sun, L. (2009). Construction of an attenuated Pseudomonas fluorescens strain and evaluation of its potential as a cross-protective vaccine. Vaccine 27, 4047–4055. doi: 10.1016/j.vaccine.2009.04.023

Wang, T., and Sun, L. (2015). CsSAP, a teleost serum amyloid P component, interacts with bacteria, promotes phagocytosis, and enhances host resistance against bacterial and viral infection. Dev. Comp. Immunol. 55, 12–20. doi: 10.1016/j.dci.2015.10.002

Weiss, A. A., and Hewlett, E. L. (1986). Virulence factors of Bordetella pertussis. Annu. Rev. Microbiol. 40, 661–686. doi: 10.1146/annurev.micro.40.1.661

Wood, T. K., Barrios, A. F. G., Herzberg, M., and Lee, J. (2006). Motility influences biofilm architecture in Escherichia coli. Appl. Microbiol. Biotechnol. 72, 361–367. doi: 10.1007/s00253-005-0263-8

Xu, T., Su, Y., Xu, Y., He, Y., Wang, B., Dong, X., et al. (2014). Mutations of flagellar genes fliC12, fliA and flhDC of Edwardsiella tarda attenuated bacterial motility, biofilm formation and virulence to fish. J. Appl. Microbiol. 116, 236–244. doi: 10.1111/jam.12357

Zhang, S. R., Zhang, L., and Sun, L. (2014). Identification and analysis of three virulence-associated TonB-dependent outer membrane receptors of Pseudomonas fluorescens. Dis. Aquat. Organ. 110, 181–191. doi: 10.3354/dao02771

Conflict of Interest Statement: The authors declare that the research was conducted in the absence of any commercial or financial relationships that could be construed as a potential conflict of interest.

Copyright © 2016 Sun, Chi and Sun. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) or licensor are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.

OPS/images/fmicb-07-01320-g003.jpg
5.00kV 5.6mm x1.60k SE * 50.0um






OPS/images/fmicb-07-01320-g002.jpg





OPS/images/fmicb-07-01320-g001.jpg
15\ 15\

3\ v 5 = u S(l?iiu,-) 3\ X ——< 2 110 G(P{ﬂu)

g v ~ . ~a .

. . 2 ‘ . -2
] S «9 '\4
*+14 { 14
«3 At
Loy $eB) - «13
. \7 S

7
i
<

-DP +DP





OPS/images/fmicb-07-01320-g007.jpg
108CFU 107’CFU  10°CFU 10° CFU 0 (PBS)






OPS/images/fmicb-07-01320-g006.jpg
" =
.- -
- -

- -
°
-~






OPS/images/fmicb-07-01320-g005.jpg
15-3400N 5.00kV 6.3mm x5.00k SE

459
S-3400N 5.00KV 6.3mm x15.0k SE





OPS/images/fmicb-07-01320-g004.jpg
TSS TSSfha

TSS TSStha





OPS/images/cross.jpg
®

o fark





OPS/images/fmicb-07-01320-g009.jpg
CFU/mg

800+

600+

400

Kidney

3 Control
3 Control antibody
@ rFha antibody

12

24 48

Time post-infection (h)

CFU/mg

1500+

1000+

5004

Spleen

=3 Control
3 Control antibody
Bl Fha antibody

12 24 48

Time post-infection (h)





OPS/images/fmicb-07-01320-g008.jpg
CFU/mg

400- Kidney 1500- Spleen 100
= TsS = TSS
00| HH TSSfa Bl TSSfha @ -
oD 10004 &, i
& = :
400 e § 50 |
=~ %= |
o © s B & TSS '
200 s e = 254 H
w2 4 TSSfha H
% > ok * %k -
0- 0- 0 T T T
12 24 48 12 24 48 0 3 6 9
Time post-infection (h) Time post-infection (h) Days post-infection






OPS/images/cover.jpg
, frontiers
in Microbiology

Pseudomonas fluorescens
Filamentous Hemagglutinin, an
Iron-Regulated Protein, Is an
Important Virulence Factor that
Modulates Bacterial Pathogenicity





OPS/images/logo.jpg
’ frontiers
in Microbiology





OPS/images/fmicb-07-01320-g010.jpg
Survival (%)

100-
75-
50- .
1
& *
5] -~ Control *
-A- 1Fha . J
0 L L} 1 1
0 33 6 9 12

Days post-challenge





