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A corrigendum on

Characterization of Metagenomes in Urban Aquatic Compartments Reveals High Prevalence

of Clinically Relevant Antibiotic Resistance Genes in Wastewaters

by Ng, C., Tay, M., Tan, B., Le, T.-H., Haller, L., Chen, H., et al. (2017). Front. Microbiol. 8:2200.
doi: 10.3389/fmicb.2017.02200

Janelle R. Thompson was not included as an author in the published article. The authors apologize
for this error and state that this does not change the scientific conclusions of the article in any way.

The original article has been updated.
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