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A Corrigendum on
 Altered Gut Microbiota and Compositional Changes in Firmicutes and Proteobacteria in Mexican Undernourished and Obese Children

by Méndez-Salazar, E. O., Ortiz-López, M. G., Granados-Silvestre, M. Á., Palacios-González, B., and Menjivar, M. (2018). Front. Microbiol. 9:2494. doi: 10.3389/fmicb.2018.02494



In the original article, there was an error. The percentages of malnutrition and obesity are incorrect. A correction has been made to the sections below.

Abstract

Mexico is experiencing an epidemiological and nutritional transition period, and Mexican children are often affected by the double burden of malnutrition, which includes undernutrition (13.6% of children) and obesity (15.3%). The gut microbiome is a complex and metabolically active community of organisms that influences the host phenotype. Although previous studies have shown alterations in the gut microbiota in undernourished children, the affected bacterial communities remain unknown. The present study investigated and compared the bacterial richness and diversity of the fecal microbiota in groups of undernourished (n = 12), obese (n = 12), and normalweight (control) (n = 12) Mexican school-age children. We used next-generation sequencing to analyze the V3-V4 region of the bacterial 16S rRNA gene, and we also investigated whether there were correlations between diet and relevant bacteria. The undernourished and obese groups showed lower bacterial richness and diversity than the normal-weight group. Enterotype 1 correlated positively with dietary fat intake in the obese group and with carbohydrate intake in the undernourished group. The results showed that undernourished children had significantly higher levels of bacteria in the Firmicutes phylum and in the Lachnospiraceae family than obese children, while the Proteobacteria phylum was overrepresented in the obese group. The level of Lachnospiraceae correlated negatively with energy consumption and positively with leptin level. This is the first study to examine the gut microbial community structure in undernourished and obese Mexican children living in low-income neighborhoods. Our analysis revealed distinct taxonomic profiles for undernourished and obese children.

Introduction, Paragraph Number: 2

Mexico is going through a nutritional transition that affects school-age children, who bear the double burden of malnutrition, which includes undernutrition and obesity (13.6% and 15.3%, respectively) (Shamah-Levy et al., 2017). An undernourished population often moves from undernutrition to overnutrition, resulting in weight gain and central adiposity (Barquera et al., 2007). There is a risk of obesity in populations who move from famine early in life to abundance or even to excessive nutrition in adulthood (Martorell et al., 2001; Tzioumis and Adair, 2014). The mechanisms underlying these alterations remain unknown. However, low-income families may have an obesogenic environment due to the enrichment of sugar and edible oils in inexpensive food, resulting in a diet that is energy dense but micronutrient-poor that could alter their gut microbiome (Sawaya et al., 2003; David et al., 2014; Doak et al., 2016).

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.

REFERENCES

 Barquera, S., Peterson, K. E., Must, A., Rogers, B. L., Flores, M., Houser, R., et al. (2007). Coexistence of maternal central adiposity and child stunting in Mexico. Int. J. Obesity 31, 601–607. doi: 10.1038/sj.ijo.0803529

 David, L. A., Maurice, C. F., Carmody, R. N., Gootenberg, D. B., Button, J. E., Wolfe, B. E., et al. (2014). Diet rapidly and reproducibly alters the human gut microbiome. Nature 505, 559–563. doi: 10.1038/nature12820

 Doak, C. M., Campos, M., Vossenaar, M., and Solomons, N. W. (2016). The stunted child with an overweight mother as a growing public health concern in resource-poor environments: a case study from Guatemala. Ann. Hum. Biol. 43, 122–130. doi: 10.3109/03014460.2015.1136356

 Martorell, R., Strein, A. D., and Schroeder, D. G. (2001). Early nutrition and later adiposity. J. Nutr. 131, 8745–8805. doi: 10.1093/jn/131.3.874S

 Sawaya, A. L., Martins, P., Hoffman, D., and Roberts, S. B. (2003). The link between childhood undernutrition and risk of chronic diseases in adulthood: a case study of Brazil. Nutr. Rev. 61, 168–175. doi: 10.1301/nr.2003.may.168-175

 Shamah-Levy, T., Ruiz-Matus, C., Rivera-Dommarco, J., Kuri-Morales, P., Cuevas-Nasu, L., Jiménez-Corona, M. E., et al. (2017). Encuesta Nacional de Salud y Nutrición de Medio Camino 2016. Cuernavaca: Instituto Nacional de Salud Pública.

 Tzioumis, E., and Adair, L. S. (2014). Childhood dual burden of under- and over-nutrition in low- and middle-income countries: a critical review. Food Nutr. Bull. 35, 230–243. doi: 10.1177/156482651403500210

Conflict of Interest Statement: The authors declare that the research was conducted in the absence of any commercial or financial relationships that could be construed as a potential conflict of interest.

Copyright © 2018 Méndez-Salazar, Ortiz-López, Granados-Silvestre, Palacios-González and Menjivar. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.

OPS/images/cover.jpg
’ frontiers
in Microbiology

Corrigendum: Altered Gut Microbiota
and Compositional Changes in
Firmicutes and Proteobacteria in
Mexican Undernourished and Obese
Children









OPS/images/crossmark.jpg
©

2

i

|





OPS/images/logo.jpg
’ frontiers
in Microbiology





