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An Erratum on
 A Class 1 Histone Deacetylase as Major Regulator of Secondary Metabolite Production in Aspergillus nidulans

by Pidroni, A., Faber, B., Brosch, G., Bauer, I., and Graessle, S. (2018). Front. Microbiol. 9:2212. doi: 10.3389/fmicb.2018.02212



Due to a production error in the Introduction, Paragraph 3, the class of enzymes referred to in the citation of Brosch et al. (2008), was incorrectly indicated as class 1 and should be class 3. In the same paragraph, the class of enzymes referred to in the citation of Graessle et al. (2000), was unintentionally removed and should be class 1. The publisher apologizes for this error. The original article has been updated.
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