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A Corrigendum on
 Nitrosomonas europaea MazF Specifically Recognises the UGG Motif and Promotes Selective RNA Degradation

by Miyamoto, T., Yokota, A., Ota, Y., Tsuruga, M., Aoi, R., Tsuneda, S., et al. (2018). Front. Microbiol. 9:2386. doi: 10.3389/fmicb.2018.02386



In the original article, there was a mistake in Figure 4 as published. Figure 4 shows the relationship between the actual number of TGG triplets (K) and P-values in each CDS. In this figure, we mistook hao for rbcL; the dot which represents hao corresponds to the rbcL transcript, while the dot which represents rbcL corresponds to the hao transcripts. The corrected Figure 4 appears below.
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FIGURE 4. Relationship between the actual number of TGG triplets (K) and P-values in each CDS. A very small P-value indicates that the CDS is preferentially degraded by MazFne. Dots correspond to hao, and rbcL transcripts are highlighted.



The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.

Copyright © 2019 Miyamoto, Yokota, Ota, Tsuruga, Aoi, Tsuneda and Noda. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.

OPS/images/cover.jpg
, frontiers
in Microbiology

Corrigendum: Nitrosomonas
europaea MazF Specifically
Recognises the UGG Motif and
Promotes Selective RNA
Degradation









OPS/images/crossmark.jpg
©

2

i

|





OPS/images/logo.jpg
’ frontiers
in Microbiology





OPS/images/fmicb-10-00634-g001.gif
0
it
100
0
10+
00
¢
0
0t
00
1o
o






