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Corrigendum: TaqMan qPCR for Quantification of Clonostachys rosea Used as a Biological Control Agent Against Fusarium graminearum
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A Corrigendum on
 TaqMan qPCR for Quantification of Clonostachys rosea Used as a Biological Control Agent Against Fusarium graminearum

by Gimeno, A., Sohlberg, E., Pakula, T., Limnell, J., Keller, B., Laitila, A., et al. (2019). Front. Microbiol. 10:1627. doi: 10.3389/fmicb.2019.01627



In the original article, there was a mistake in Table 2 as published. The primer sequence (5′-3′) of VTTact—reverse contained a false nucleobase. The corrected Table 2 appears below.


Table 2. Primer and hydrolysis probe sequences (5′–3′) for the specific amplification of Clonostachys rosea with TaqMan qPCR.
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The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.

Copyright © 2019 Gimeno, Sohlberg, Pakula, Limnell, Keller, Laitila and Vogelgsang. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.

OPS/images/cover.jpg
’ frontiers
in Microbiology

Corrigendum: TagMan gPCR for
Quantification of Clonostachys rosea
Used as a Biological Control Agent
Against Fusarium graminearum









OPS/images/crossmark.jpg
©

2

i

|





OPS/images/logo.jpg
’ frontiers
in Microbiology





OPS/images/fmicb-10-01839-t001.jpg
Primer/probe Sequence (§' to 3)

VTTact-forward GGCCAGAGATTGTGTTGATGA
VTTact-reverse ACAGGTTAGGCTCAATGCTC
VTTact probe GAGGCTGGCAAGAGAGGTCAGTCAC





