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A Corrigendum on

Cronobacter sakazakii, Cronobacter malonaticus, and Cronobacter dublinensis Genotyping

Based on CRISPR Locus Diversity

by Zeng, H., Li, C., He, W., Zhang, J., Chen, M., Lei, T., et al. (2019). Front. Microbiol. 10:1989.
doi: 10.3389/fmicb.2019.01989

In the original article, there was an error. The annealing and extension time of PCR were wrong.
The annealing time of PCR should be 5 s not 1min, and extension time should be 4min not
1min, respectively.

A correction has been made to the section Materials and Methods, sub-section CRISPR PCR
Amplification and Sequencing:

“58◦C for CRISPR1 and 57◦C for CRISPR2, CRISPR3, and CRISPR6 for 5 s, and 72◦C for 4min;”

The authors apologize for this error and state that this does not change the scientific conclusions
of the article in any way. The original article has been updated.
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