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In the original article, there was a mistake in Figure 3 “Relative abundance of different genera in the microbiota on bat skin from before (pre-captivity) and after (post-captivity) experiment. Analysis was performed on unrarefied ASVs table of taxa with relative abundance higher or equal to 0.1%” as published. The wrong figure version was uploaded and the pre-captivity and post-captivity labels were inverted. The corrected Figure 3 appears below.


[image: Figure 3]
FIGURE 3. Relative abundance of different genera in the microbiota on bat skin from before (pre-captivity) and after (post-captivity) experiment. Analysis was performed on unrarefied ASVs table of taxa with relative abundance higher or equal to 0.1%.


The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.

Copyright © 2020 Lemieux-Labonté, Dorville, Willis and Lapointe. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.
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