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There is an error in the Funding statement. The correct Name for the Funder is **Chinese Agriculture Research System (CARS-24-C-04) and K. C. Wong Magna Fund in Ningbo University**.

In the original article, there was an error. **The recipient of the funding is incorrect**.

A correction has been made to **Authors' contributions**:

**Funding acquisition, Jianping Chen and Fei Yan**

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.

Copyright © 2021 Rao, Chen, Qiu, Peng, Zheng, Lu, Wu, Chen, Jiang, Zhang and Yan. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.
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