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A Corrigendum on
 Genetically Modified Sugarcane Intercropping Soybean Impact on Rhizosphere Bacterial Communities and Co-occurrence Patterns

by Wei, B., Zhang, J., Wen, R., Chen, T., Xia, N., Liu, Y., and Wang, Z. (2021). Front. Microbiol. 12:742341. doi: 10.3389/fmicb.2021.742341



In the published article, there was an error. The author order was incorrectly listed as “Jinlian Zhang, Beilei Wei, Rushuang Wen, Yue Liu, and Ziting Wang.” The correct order is Beilei Wei, Jinlian Zhang, Rushuang Wen, Tingsu Chen, Ningshao Xia, Yue Liu, and Ziting Wang, In addition, Beilei Wei and Jinlian Zhang are co-first authors. Tingsu Chen and Ningshao Xia were not included as authors in the published article. The author details have been updated and the corrected Author Contributions Statement appears below:

“BW: visualization and data curation. JZ: investigation, validation, and formal analysis. RW: writing—review and editing and software. NX and TC: revision. YL: writing—original draft preparation and investigation. ZW: conceptualization and methodology. All authors contributed to the article and approved the submitted version.”

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.

Publisher's Note: All claims expressed in this article are solely those of the authors and do not necessarily represent those of their affiliated organizations, or those of the publisher, the editors and the reviewers. Any product that may be evaluated in this article, or claim that may be made by its manufacturer, is not guaranteed or endorsed by the publisher.

Copyright © 2022 Wei, Zhang, Wen, Chen, Xia, Liu and Wang. This is an open-access article distributed under the terms of the Creative Commons Attribution License (CC BY). The use, distribution or reproduction in other forums is permitted, provided the original author(s) and the copyright owner(s) are credited and that the original publication in this journal is cited, in accordance with accepted academic practice. No use, distribution or reproduction is permitted which does not comply with these terms.
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