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A corrigendum on
Wildlife is a potential source of human infections of Enterocytozoon
bieneusi and Giardia duodenalis in southeastern China

by Zhang, Y., Mi, R., Yang, L., Gong, H., Xu, C., Feng, Y., Chen, X., Huang, Y., Han, X., and
Chen, Z. (2021). Front. Microbiol. 12:692837. doi: 10.3389/fmicb.2021.692837

In the published article, there was an error in Figure 2 as published. The legend of
Figure 2 is correct, but Figure 2 is exactly the same as Figure 3, which is wrong. The
corrected Figure 2 and its caption appear below.

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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FIGURE 2
Relationships among the genotypes of Enterocytozoon bieneusi recorded in the wildlife in this study inferred from the phylogenetic analysis of
sequence data for the internal transcribed spacer (ITS) of nuclear ribosomal DNA by Bayesian inference (BI). Statistically significant posterior
probabilities (pps) are indicated on branches. Individual GenBank accession numbers precede genotype designation (in italics) followed by
sample and locality descriptions. The Enterocytozoon bieneusi genotypes identified and characterized from fecal DNA samples in the present
study are indicated in bold type. Clades were assigned group names based on the classification system established by Karim et al. (2015) and Li
et al. (2019a). The scale bar represents the number of substitutions per site. The E. bieneusi genotypes PtEbIX (DQ885585) and CD8 (KJ668735)
from dogs were used as outgroups. All the groups were strongly supported (pp = 0.96-1). pp < 0.95 were not shown.
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