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A corrigendum on
 Comparative genomics revealed fluoroquinolone resistance determinants and OmpF deletion in carbapenem-resistant Escherichia coli

by Yang, W.-T., Chiu, I.-J., Huang, Y.-T., and Liu, P.-Y. (2022). Front. Microbiol. 13:886428. doi: 10.3389/fmicb.2022.886428





In the published article, there was an error in Table 2 as published. Column titles for TEM, CMY, and CTX were displayed as “AmpC,” “ESBL,” and “Broad-Spectrum Beta-Lactamase.” The correct labels are “Broad-Spectrum Beta-Lactamase” for the TEM columns, “AmpC” for the CMY columns, and “ESBL” for the CTX columns. In addition, the Elppa 2 CTX-M-5 block was displayed as “black.” The correct indication is “white.” The corrected Table 2 and its caption appear below.


Table 2. Genetic diversity, source of bacteremia, and antibiotic-resistant mechanisms identified in the E. coli strains.
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The authors apologize for these errors and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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Virulence score

is the number of virulence genes that were detected in an isolate. CA, community-acquired; FQ, fluoroquinolone; HA, hospital-acquired; IAI, intraabdominal infection; ST, sequence type; UTL, urinary tract infection.
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