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A corrigendum on
Systematic benchmarking of nanopore Q20+ kit in SARS-CoV-2 whole
genome sequencing

by Luo, J., Meng, Z., Xu, X., Wang, L., Zhao, K., Zhu, X., Qiao, Q., Ge, Y., Mao, L., and Cui, L.
(2022). Front. Microbiol. 13:973367. doi: 10.3389/fmicb.2022.973367

In the published article, there was a mistake in the Funding statement. The grant
number for the Natural Science Foundation of Jiangsu Province was displayed as
“BK2021131.” The original Funding statement was written as:

“This study was supported in part by the Key Research and Development
Project of Jiangsu Province (BE2019761), Natural Science Foundation of Jiangsu
Province (BK2021131), and Key Scientific Research Project of Jiangsu Provincial Health
Commission (ZD2021060).”

The correct Funding statement appears below:

Funding

The study was supported in part by the Key Research and Development Project
of Jiangsu Province (BE2019761), Natural Science Foundation of Jiangsu Province
(BK20211373), and Key Scientific Research Project of Jiangsu Provincial Health
Commission (ZD2021060).

The authors apologize for this error and state that this does not change the scientific
conclusions of the article in any way. The original article has been updated.
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