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A corrigendum on
 Diagnostic efficiency of metagenomic next-generation sequencing for suspected spinal tuberculosis in China: a multicenter prospective study

by Li, Y., Yao, X.-w, Tang, L., Dong, W.-j., Lan, T.-l., Fan, J., Liu, F.-s., and Qin, S.-b. (2022). Front. Microbiol. 13:1018938. doi: 10.3389/fmicb.2022.1018938




In the published article, there was an error in the numbering of affiliations. Instead of “Wei-jie Dong2, Ting-long Lan2, Jun Fan2, Feng-sheng Liu3*”, it should be “Wei-jie Dong1, Ting-long Lan1, Jun Fan1, Feng-sheng Liu2*”.

The authors apologize for this error and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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