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In the original article, there was an error in the Data availability statement. The dataset deposited on the Zenodo link was incomplete and the MALDI spectra were named with the old taxonomy. We have now corrected these errors, added a few strains and taken out two strains with ambiguous spectra. We have uploaded the ClostriTof version 2.0 database plugin on Zenodo. The correct Data availability statement appears below.

“The datasets presented in this study can be found on Zenodo under the following link: https://zenodo.org/record/7773644#.ZCny2y8Rrfc.”

In the published article, there was an imprecision in the Conflict of interest. This sentence previously stated: “The authors declare that the research was conducted in the absence of any commercial or financial relationships that could be construed as a potential conflict of interest.” The correct Conflict of interest appears below.

“TW and VH were employed by PharmaBiome AG.

The remaining authors declare that the research was conducted in the absence of any commercial or financial relationships that could be construed as a potential conflict of interest.”

The authors apologize for these errors and state that this does not change the scientific conclusions of the article in any way. The original article has been updated.
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