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A corrigendum on

Di�erence of gut microbiota between patients with negative and positive

HBeAg in chronic hepatitis B and the e�ect of tenofovir alafenamide on

intestinal flora

by Long, J., Gong, J., Zhu, H., Liu, X., Li, L., Chen, B., Ren, H., Liu, C., Lu, H., Zhang, J., and Wang,

B. (2023). Front. Microbiol. 14:1232180. doi: 10.3389/fmicb.2023.1232180

In the published article, there was an error in Figure 4. The horizontal axis previously

stated, “White ball ratio” which should be corrected as follows: “Albumin-globulin ratio”.

The corrected Figure appears below.

In the published article, there was an error in the Results subsection 5.2, page 3.

“Differences in gutmicrobiota between Phase 1 and Phase 2 inNo-NAs groupCHB patients”.

“The results of species accumulation curves and the Venn plot (Figure 1A)

revealed that 31 and 118 ASVs were independently present in Phase 1 and Phase 2

subgroups, respectively.”

The corrected sentence appears below:

“The results of species accumulation curves and the Venn plot (Figure 1A)

revealed that 31 and 110 ASVs were independently present in Phase 1 and Phase 2

subgroups, respectively.”

The authors apologize for this error and state that this does not change the scientific

conclusions of the article in any way. The original article has been updated.
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FIGURE 4

E�ect size (adoniss R2) of metadata on microbiota was calculated

using the adonis2 function in the vegan package with 999

permutations.
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