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Introduction: Microorganisms colonize a wide range of natural and artificial 
environments. Even though most of them are unculturable in laboratory conditions, 
some ecosystems are ideal niches for bioprospecting extremophiles with unique 
properties. Up today, there are few reports concerning microbial communities found 
on solar panels, a widespread, artificial, extreme habitat. Microorganisms found in 
this habitat belong to drought-, heat- and radiation-adapted genera, including fungi, 
bacteria, and cyanobacteria.

Methods: Here we isolated and identified several cyanobacteria from a solar panel. 
Then, some strains isolated were characterizated for their resistance to desiccation, 
UV-C exposition, and their growth on a range of temperature, pH, NaCl concentration 
or diverse carbon and nitrogen sources. Finally, gene transfer to these isolates was 
evaluated using several SEVA plasmids with different replicons to assess their potential 
in biotechnological applications.

Results and discussion: This study presents the first identification and characterization of 
cultivable extremophile cyanobacteria from a solar panel in Valencia, Spain. The isolates are 
members of the genera Chroococcidiopsis, Leptolyngbya, Myxacorys, and Oculatella all 
genera with species commonly isolated from deserts and arid regions. Four of the isolates 
were selected, all of them Chroococcidiopsis, and characterized. Our results showed that 
all Chroococcidiopsis isolates chosen were resistant up to a year of desiccation, viable 
after exposition to high doses of UV-C, and capable of being transformed. Our findings 
revealed that a solar panel is a useful ecological niche in searching for extremophilic 
cyanobacteria to further study the desiccation and UV-tolerance mechanisms. We 
conclude that these cyanobacteria can be modified and exploited as candidates for 
biotechnological purposes, including astrobiology applications.
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1. Introduction

Microorganisms colonize a wide variety of natural and artificial environments. Although some 
extreme environments are ideal niches for the bioprospection of extremophiles with unique 
properties for biotechnological applications, most of the microorganisms identified by metagenomics 
studies are uncultivable in ordinary laboratory conditions (Steen et al., 2019). One of these extreme 
environments of interest, and of which there are few reports of microbial communities living in 
them, are solar panels, prevalent, artificial, extreme habitats that are subject to different stresses, such 
as high irradiation, temperature fluctuations, and desiccation (Dorado-Morales et al., 2016; Porcar 
et al., 2018; Tanner et al., 2018). Recently, a two-year study has showed that solar panel surfaces can 
be colonized by microorganisms adapted to desiccation, temperature fluctuations and solar radiation 
in which species richness and biodiversity exhibit seasonal fluctuations forcing the selection of a 
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particular microbial community (Tanner et al., 2020). The biocenosis 
tends to be  formed by extremophilic bacterial genera Deinococcus, 
Hymenobacter and Roseomonas and the fungal genera 
Neocatenulostroma, Symmetrospora, and Sporobolomyces (Tanner et al., 
2020). The taxonomic profiles derived from the metagenomic data of the 
solar panels in Berkeley and Valencia, which share a similar 
Mediterranean climate, demonstrated to be remarkably similar. The 
most abundant taxa were Actinobacteria (16%), Bacteroidetes (23%), 
Cyanobacteria (<3%), Deinococcus (6%), Firmicutes (<3%), 
Proteobacteria (15%), and Ascomycota (32%) (Porcar et al., 2018).

Cyanobacteria are among the oldest living organisms on the planet, 
and they are the only known prokaryotes capable of carrying out 
oxygenic photosynthesis. Cyanobacteria generally exhibit a high level of 
adaptive abilities and tolerance to many environmental stresses (Singh, 
2018). They can be  found in all ecosystems on Earth, from oceans, 
rivers, and freshwater lakes to hot springs and deserts (Boone and 
Castenholz, 2001; Azua-Bustos et al., 2022). Cyanobacteria are critical 
in maintaining soil stability and nutrient cycles and currently, they are 
used as an effective approach to restore habitats and accelerate ecosystem 
regeneration (Bowker, 2007; Zhang et al., 2016; Muñoz-Rojas et al., 
2018; Muñoz-Martín et al., 2019; Zhao et al., 2019). Apart from their 
ecological role in global carbon and nitrogen cycles, they are also 
attractive as a promising source in biotechnological applications in 
various fields, such as biofuels and pharmaceuticals. Therefore, 
cyanobacterial diversity is important in terms of exploring and 
developing their potential for human benefit.

Members of the genus Chroococcidiopsis are widespread unicellular 
cyanobacteria that have been isolated from diverse extreme habitats: 
from hot deserts such as the Mojave in the southwestern part of the 
United States (Smith et al., 2014) or the temperate desert Atacama in 
Chile (Warren-Rhodes et al., 2007) to the cold Dry Valleys in Antarctica 
(Friedmann and Ocampo, 1976). But they have also been isolated from 
hypersaline environments (e.g., the sea or brackish water, Dor et al., 
1991), Indonesian hot springs (Geitler, 1933), or porous rocks (Wierzchos 
et al., 2018; Bothe, 2019). A marked feature of Chroococcidiopsis is its high 
resistance to both desiccation and radiation (Billi et al., 2001; Singh, 
2018). For instance, the desert strain Chroococcidiopsis sp. CCMEE 029 
was able to grow after 4 years of air-drying under laboratory conditions 
(Fagliarone et al., 2017) and dried biofilms of that strain survived being 
exposed to space vacuum in low Earth orbit outside the International 
Space Station for 672 days (Mosca et  al., 2021). When dried, other 
Chroococcidiopsis sp. strains tolerated up to 24 kGy of gamma rays 
(Verseux et al., 2017) and 1.5×103 kJ m−2 of Mars-like UV flux (Mosca 
et al., 2019, 2021). The ability to survive in those harsh conditions has led 
to Chroococcidiopsis being a common genus in astrobiology studies and 
considered a suitable organism for the terraforming of Mars (Friedmann 
and Ocampo-Friedmann, 1995; Bothe, 2019). Moreover, gene transfer in 
some Chroococcidiopsis sp. strains via conjugation has been reported, and 
plasmids were maintained in the cells after 18 months of dry storage 
(Billi, 2012). In addition to their application in astrobiology, 
Chroococcidiopsis is preadapted to stresses that often correlate with 
industrial needs. Therefore, the strains could be particularly relevant for 
pharmacological, cosmetic, and food industries due to the production of 
pigments and singular metabolites, such as UV light absorbents or 
antioxidants (Montero-Lobato et al., 2020; Assunção et al., 2021). In the 
search for versatile biotechnological enzymes and the industrial 
implementation of bioprocesses, enzymes from extremophiles may 
be valuable biocatalysts that can endure different stresses. For instance, 
the bioinformatic analysis of the complete genome of Chroococcidiopsis 

thermalis PCC 7203 (NC_019695) has allowed to find and characterize 
a gene encoding a nucleoside 2′-deoxyribosyltransferase whose product 
is thermostable and acid tolerant (Del Arco et al., 2018).

In the present work, we have identified 10 cyanobacteria from a 
solar panel located in Valencia (Spain), an artificial outdoor environment 
exposed to cycles of low/high temperatures and constant hydration-
dehydration periods with minimal water retention (Dorado-Morales 
et al., 2016). All the cyanobacteria isolated were phylogenetically close 
to those common in deserts and arid locations. Our work shows for the 
first time the characterization of culturable Chroococcidiopsis isolates 
from a solar panel in different laboratory growth conditions in a range 
of NaCl, pH, temperature, nitrogen, and carbon sources, but also 
displaying extremophile properties, e.g., long-term desiccation and 
UV-C resistance. Moreover, several plasmids, including CRISPR-Cas 
and expression systems were successfully transferred in several 
Chroococcidiopsis isolates, leaving the door open for its manipulation for 
different applications, including astrobiology research.

2. Materials and methods

2.1. Isolation and culture conditions

Sample collection was performed during the summer solstice of 
2013 and 2014 in a set of solar panels situated in several locations in 
Valencia (Spain) by Dorado-Morales et al. (2016). Briefly, sterile PBS 
was poured on the panel and the liquid was harvested by scraping the 
surface with a sterile window cleaner. During the sampling process, the 
average temperature of the panels’ surfaces was 51°C and the average 
solar irradiance in Valencia was 461.3 W m−2. Samples were stored at 
−80°C until their use. Further detailed information about field 
collection and samples is provided in Dorado-Morales et al. (2016).

Standard methods were used for the isolation and cultivation of 
cyanobacteria. Samples were spread on plates (1.5% wt/vol Purified Agar) 
with different cyanobacterial media: BG11 (Rippka et al., 1979), Spirulina 
medium (hereafter UTEX, Starr and Zeikus, 1987), Castenholz-D 
medium (Mühlenhoff and Chauvat, 1996), and MDM (Watanabe, 1960; 
Supplementary Table S1). BG11 and MDM were also used without 
nitrogen combined sources (BG110 and MDM0, respectively). As 
cyanobacteria from environmental samples often grow more slowly than 
other bacteria, growth was observed in parallel in media with and 
without 20 μg mL−1 cycloheximide, 10 μg mL−1 nystatin, and 15 μg mL−1 
nalidixic acid added to prevent the growth of yeasts, fungi, other 
eukaryotic microorganisms, and fast-growing Gram-negative bacteria. 
The cultures were grown under continuous illumination (10  μmol 
photon m−2 s−1) at 25–30°C for about 1–2 months. Then, non-axenic 
isolated cyanobacteria were grown routinely in both solid and liquid 
media in continuous illumination of 60–80 μmol photon m−2 s−1. For 
some strains, cultures were maintained with rotary shaking (150 rpm) at 
30°C and 100 μmol photon m−2 s−1. Pure cyanobacteria cultures of best-
growing isolates were finally obtained by repeatedly streaking on agar-
solidified BG11 supplemented with 5% (vol/vol) LB. When needed, light 
intensity was measured with a PCE-174 luxometer.

An axenic test for those cultures was carried out, as previously 
described (Taton et al., 2012) with slight modifications. Aliquots of 50 μL 
of grown isolates were inoculated into 4 different solid media:  
(1) BG11 with 5% LB (vol/vol), (2) BG11 with 5% LB (vol/vol) and 0.04% 
glucose (wt/vol), (3) BG11 with 0.01% glucose, 0.01% yeast extract (wt/
vol), and 0.01% tryptone (wt/vol), and (4) LB. Plates were incubated at 

https://doi.org/10.3389/fmicb.2023.982422
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org


Baldanta et al. 10.3389/fmicb.2023.982422

Frontiers in Microbiology 03 frontiersin.org

30 or 37°C in darkness for 1  month. If no growth of heterotrophic 
bacteria was observed in the plates and by an optical microscope (Leica), 
the cultures were judged axenic. Axenic isolates were stored at −80°C in 
BG11 medium supplemented with 5% DMSO (vol/vol).

Synechocystis sp. PCC 6803 and Synechococcus elongatus PCC 7942 
were used when needed as a standard cyanobacterial strain. For UV-C 
studies, E. coli DH10B was used as a reference. For conjugation 
experiments, E. coli HB101 was used. Cells were grown at 37°C in LB 
medium, supplemented with 50 μg  mL−1 Km and 34 μg  mL−1 Cm. 
Plasmids and strains related to this work are listed in Table 1.

2.2. Molecular identification and 
phylogenetic analysis

Five milliliters of each isolate were harvested by centrifugation and 
washed 3 times to reduce the bacteria and extracellular substances 
present. Then, a rapid DNA extraction with chloroform was made for 
each cyanobacterial isolate. Single colonies growing on solid media were 
removed with a sterile plastic tip and resuspended in 100 μL of sterile 
deionized water. The same volume of chloroform (100 μL) was added to 
the suspension, vortex for 15 s, and then the mixture was centrifuged at 
16.000 g for 15 min at room temperature. 50 μL of the upper, aqueous 
phase, were transferred to a new tube and used as DNA template for the 
different PCR applications. The rest of the mixtures were stored at 4°C 
until use. When bacteria were grown in liquid media, 200 μL culture 
were centrifugated to obtain a pellet that was washed with sterile 
deionized water, resuspended in 100 μL water and finally DNA was 
extracted as previously mentioned.

Polymerase chain reaction (PCR) analysis was carried out using 
primers for the amplification of the 16S rRNA gene or phycocyanin 
operon (Supplementary Table S2). PCR amplicons were cleaned with an 
NZYGelpure kit (Nzytech) according to the manufacturer’s instructions 
and then directly sequenced at Eurofins Genomics. All the sequence 
data obtained were analyzed using DNASTAR (Lasergene) programs. 
Alignments of nucleotide sequences were performed with BLAST.1

1 http://blast.ncbi.nlm.nih.gov

16 rRNA gene sequences from the identified Chroococcidiopsis 
isolates and the 4–5 most similar sequences were used for phylogenetic 
analysis. Multiple sequence alignments were performed using MUSCLE 
algoritm in MEGA-X. Gloeocapsopsis dulcis strain AAB1 (NR_172677.2) 
was added as an out-group. A neighbor-joining phylogenetic tree was 
built with the aligned sequences based on the K2 + G + I model with a 
bootstrap analysis involving 1,000 resampling trees using 
MEGA-X package.

2.3. Characterization of growth traits

Axenic isolates of Chroococcidiopsis sp. B11, B13, B14, and B15 were 
inoculated into 20 mL of BG11 medium in 100 mL Erlenmeyer flasks to 
an initial optical density at 750 nm (OD750nm) of 0.05 and grown at 
different salinity conditions (via NaCl concentration), pH, or nitrogen 
sources. For temperature experiment tests, 100 mL Erlenmeyer flasks 
with an initial OD750nm of 0.20 were used. As a control, isolates grown 
under routine conditions (BG11 pH 7.5, 30°C, 150 rpm, and continuous 
light 100 μmol photon m−2 s−1) were used. Cell growth was monitored 
by measuring the OD750nm for a 10-day period. In all the growth 
experiments, three biological replicates were performed. For 
Chroococcidiopsis sp. B13 measurements, as it grows in cellular 
aggregates, 1 mL of culture was first sonicated until aggregates were 
separated, and then cell integrity was checked by microscopy. To define 
the relationship between cell density per unit OD at 750 nm wavelength, 
a hemocytometer was used to count the cells.

To assess growth at different salt concentrations, BG11 medium was 
prepared containing 0.1, 0.25, 0.5, or 1 M of NaCl. The influence of pH 
on cyanobacterial growth was explored in BG11 buffered to pH 4, 9, and 
11 with 10 mM Tris adjusted to each pH. The temperature effect on 
growth was evaluated at 4, 40, and 50°C, using 30°C as control. To 
examine the isolates for growth on different nitrogen sources, BG11 was 
modified by replacing the 16 mM of NaNO3 with 16 mM of NH4Cl or 
urea. Tolerance to urea was determined by adding this compound to 
final concentrations of 8 and 16 mM to BG11.

All the strains were inoculated at 0.05 OD750nm from a 7–10-days old 
culture and OD measurements were taken every day for 10 days. To 
calculate growth rates and doubling time, we plotted logOD versus time 

TABLE 1 Plasmids and strains used in this study.

Strain/Plasmid Description References/Source

Strain

E. coli HB101 E. coli conjugal strain Lab. collection

E. coli DH10B E. coli for UV-C experiments Lab. collection

Synechocystis sp. PCC 6803 Synechocystis 6803, Wild type Dr. Luis López-Maury (IBVF-CSIC)

Synechococcus elongatus PCC 7942 Synechococcus 7942, Wild type Juan Nogales (CNB-CSIC)

Plasmid

pSEVA 321 Replicative plasmid/shuttle vector, CmR, ori RK2 Silva-Rocha et al. (2013)

pSEVA 331 Replicative plasmid/shuttle vector, CmR, ori pBBR1 Silva-Rocha et al. (2013)

pSEVA 341 Replicative plasmid/shuttle vector, CmR, ori pRO1600/ColE1 Silva-Rocha et al. (2013)

pSEVA 351 Replicative plasmid/shuttle vector, CmR, ori RSF1010 Silva-Rocha et al. (2013)

pSEVA 351-Cpf1 Replicative plasmid/shuttle vector, CmR, ori RSF1010 with Cpf1 cassette Baldanta et al. (2022)

pRK2013 Conjugative plasmid (KmR), colE1 oriV replaces RK2 oriV, RK2 oriT, 

provide tra genes and nicking function from RK2

Elhai and Wolk (1988)
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(hours), and using r = (log [OD2/OD1]) / (T2–T1) in the linear portion. 
Doubling time corresponds to log2/r. The beginning of the growth phase 
was considered when the growth of the cyanobacteria was appreciable. 
One-way Anova with post-hoc Tukey HSD, with Scheffé, Bonferroni 
and Holm multiple comparison results was calculated for each strain on 
Astatsa.com (Vasavada, 2016).

2.4. Heterotrophic growth

To assess the heterotrophic growth of axenic isolates, BG11 agar 
plates were prepared at final concentrations of 10 mM with different 
carbon sources: glucose, sucrose, lactose, arabinose, maltose, fructose, 
galactose, mannose, and glycerol. The tests were performed with spots 
of 10 μL at OD750nm = 1 onto BG11 plates to reduce the possibility of 
contamination. Plates were incubated at 30°C in darkness for 30 days. 
Furthermore, the photosynthesis inhibitor DCMU 
[3-(3,4-dichlorophenyl)-1,1-dimethylurea] was added for a final 
concentration of 10 μM to make sure that the observed growth was 
heterotrophic. Isolates were checked to ensure that they were free of 
contaminant bacteria before the experiments.

2.5. Carbohydrate quantification

To determine the total carbohydrate content in the different cultures, 
phenol-sulfuric acid method was applied as described (Dubois et al., 
1956), modified to a microplate format (Masuko et al., 2005). 5 mL 
samples of 1-month-old culture of each Chroococcidiopsis. isolate, grown 
without shaking, were used for carbohydrate quantification. This 
procedure was carried out in the BIOPEN-IMDEA Energy laboratories.

2.6. Biofilm assay

Biofilm formation by Chroococcidiopsis sp. Helios was assayed using 
crystal violet staining described previously with slight modifications 
(Allen et  al., 2019). Briefly, three milliliters of 2-to 3-week-old 
Chroococcidiopsis sp. B11, B13, B14, and B15 were cultured in M6 plates 
at an initial OD750nm of 0.2, and maintained at 30°C in continuous light 
(100 μmol photon m−2 s−1) without shaking for 3 days. As a control, 
BG11 media without cells were used. After removing the non-adherent 
cells by aspiration of the medium, cells were washed twice with 2 mL of 
PBS, and then 0.3% crystal violet in PBS (wt/vol) was added for 10 min 
to stain the adherent cells. After removing the stain, cells were washed 
with 2 mL of PBS at least three times. The cells were then suspended in 
10  mL of 95% ethanol (vol/vol) for 30  min, and the Abs588nm was 
measured. Measurements correspond to cells adhered to the glass. All 
assays were replicated at least three times.

2.7. Desiccation-tolerance test

Cyanobacterial isolates were grown on 9–10 mL of BG11 agar plates 
(6 cm diameter) under light (60–80 μmol photon m−2 s−1) at 30°C for 
2 weeks with a 30–35% relative humidity in the air. Then, plates were left 
to be air-dried at under routine growth conditions by removing the 
parafilm from the Petri dishes. After about 15 days, dried cultures were 
stored in the laboratory bench room temperature for 3 months, 

7 months, and 1 year (on benchtop, RT, 10 μmol photon m−2 s−1 during 
the day). For the 1-year dried samples, some samples were maintained 
in parallel under routine growth conditions. For rehydration, the dried 
samples were soaked with 1 mL of sterile water for 15 min at room light, 
streaked on BG11 plates, and incubated under 60–80 μmol photon 
m−2 s−1 and 30°C. Results were observed after 2–3 weeks. As a negative 
control for desiccation tolerance, Synechocystis sp. PCC 6803 was used.

2.8. UV-C irradiation test

To assess the viability of the isolates to radiation, axenic cultures of 
cyanobacteria were exposed to different doses of UV-C. Cultures in the 
late exponential phase of growth were prepared at an OD750nm of 0.5 in 
BG11 medium for cyanobacteria, OD600 of 0.5  in PBS, for bacteria. 
We used E. coli and Synechococcus elongatus PCC 7942 as model bacteria 
for low and moderated UV-C resistance, respectively. Samples without 
UV-C irradiation were also set as controls. Aliquots of 2 mL were placed 
in uncovered 6-well cell culture plates (3 cm in diameter) and irradiated 
with a 460 mW m−2 UV-C lamp. The irradiation assays were performed 
in room-light conditions and the doses were adjusted to 250, 500, 750, 
and 1,000 J m−2 varying exposure times. The absorbance of BG11 
medium at 254 nm was reported to be 0.09 (Tao et al., 2010). Survival 
after UV-C exposure was tested by colony-forming ability. After 
irradiation, 1 mL of each sample was collected; then, decimal dilutions 
were prepared and plated onto agarized BG11 for cyanobacteria and LB 
for E. coli. Cyanobacterial and bacterial colonies were scored after 
2 weeks and 1–2 days of incubation, respectively. The loss of viability was 
determined by expressing the cell viability as a ratio of the number of 
viable cells in UV-C-exposed samples to the control (non-exposed) cells 
calculated as a percentage.

2.9. Antibiotic sensitivity evaluation

The antibiotic sensitivity of the axenic cultures was evaluated against 
a set of several antibiotics. Spots of each isolated were plated (10 μL) in 
BG11 agar with different anbiotics and incubated at 30°C for 7 days. 
Several concentrations for each antibiotic were tested: 7.5–75 μg mL−1 
chloramphenicol (Cm), 20–100 μg mL−1 kanamycin (Km), 
25–250 μg mL−1 neomycin (Nm), 2–20 μg mL−1 streptomycin (Sm), 
2–20 μg mL−1 spectinomycin (Spt), 2–20 μg mL−1 gentamicin (Gm), 
20–200 μg mL−1 erythromycin (Em), and 7.5–75 μg mL−1 nalidixic acid.

2.10. Gene transfer by triparental mating

A set of cargo-mobilizable plasmids (Table  1) were selected for 
transfer to the axenic cyanobacterial isolated by spot triparental mating, 
following published protocols (Elhai and Wolk, 1988). Briefly, 
conjugation of the different plasmids into all isolates was performed by 
mixing 0.75 mL overnight cultures of HB101 pRK2013 (conjugative 
strain) and 1 mL of HB101 cargo plasmid and concentrating the cells in 
60 μL. The E. coli mix was incubated for 1 h at 37°C without shaking. On 
the other hand, cultures 2–3 weeks old of Chroococcidiopsis were 
centrifuged and the OD750nm was adjusted from 8 to 0.08 in order to test 
different ratios of cyanobacteria:bacteria for the mating process. After 
that, 10 μL was mixed with 10 μL of the cyanobacteria isolate. Mating 
was carried out on Immobilon-NC filters resting on BG11 agar 
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supplemented with 5% LB for 48 h under conditions used for 
maintenance growth. Then, filters were transferred to BG11 plates with 
the appropriate antibiotics. After incubation for 1–2 weeks, isolated 
transconjugant colonies were patched on fresh selective BG11 plates. 
The presence of replicative plasmids was confirmed by PCR using 
specific primers (Supplementary Table S2).

2.11. Construction and evaluation  
of a recombinant plasmid based on the 
pSEVA 351

To construct a pSEVA 351-based plasmid, the synthetic strong 
cyanobacterial promoter Pc223 was used to constitutively express the yfp 
gene (Markley et al., 2015). The construct was chemically synthetized 
(Thermofisher) and amplified by PCR using Q5 High-Fidelity DNA 
Polymerase (New England Biolabs) according to the manufacturer’s 
protocol. The resulting PCR product was then digested with PmlI y PstI 
and cloned into pSEVA351 digested with SmaI and PstI. The developed 
plasmid, named pSEVA351-YFP, was transferred onto Chroococcidiopsis 
sp. Helios by triparental mating (described above). After plasmid 
presence confirmation, the transformants were grown on solid BG11 
Cm10. After a week, cells were resuspended in 200 μL of liquid BG11 
and the OD750nm was measured. The fluorescence of the different cultures 
was quantified by transferring 100 μL adjusted to OD750nm 0.1 in 96-well 
transparent bottom black plates and measured with a Varioskan reader, 
using 485/20 and 535/25 nm filters for excitation and emission, 
respectively. Relative fluorescence was normalized to OD750nm 
(Fluorescence/OD750nm).

3. Results

3.1. Diversity of cyanobacteria isolated from 
the solar panel

Samples collected from solar panels in Valencia were initially plated 
on BG11, UTEX, MDM, and Castenholz-D medium. In parallel, two of 
these media were also used without a combined nitrogen source: MDM0 
and BG110. No colony could be observed in either of the media lacking 
a source of nitrogen, but a total of 39 viable colonies were observed in 
BG11, UTEX, and Castenholz-D. After 2 months of cultivation, only 15 
of these viable colonies survived. Single colonies were picked up from 
each medium, diluted, and streaked again on fresh agar-containing 
plates. Eight of these isolates were filamentous and seven unicellular, 
with coccoid form. No fungal contaminations were observed at this step. 
To eliminate bacterial contamination, isolates with the best growth were 
re-streaked until no bacteria were detected, as described in MM 
section 2.1.

Twelve out of fifteen viable colonies were identified by 16S/18S 
rRNA gene sequence analysis, which revealed that both cyanobacteria 
(10 isolates) and green algae (two isolates) are present in a solar panel 
(Table  2). All the best BLAST hits listed in Table  2 are commonly 
identified in arid locations, where low water availability and high 
irradiance rates are characteristic (Supplementary Table S3). The 10 
cyanobacterial isolates were classified into two orders, including 
Chroococcidiopsidales and Synechococcales, according to their 16S 
rRNA sequence (NCBI database). The members in Synechococcales 
were from various genera including Leptolyngbya, Oculatella, and 

Myxacorys. Moreover, the green algae Diplosphaera sp. and microalgae 
Coelastrella sp. (isolates B7 and D14, respectively) were also identified 
in the sample taken from the solar panel.

Of all the cyanobacterial isolates, only Chroococcidiopsis isolates 
were unicellular or packet forming, facilitating their handling in the 
laboratory. The Chroococcidiopsis isolates also had a faster growth rate 
than other isolates. Taking this into account, we chose the cyanobacterial 
isolates Chroococcidiopsis sp. B11, B13, B14, and B15 for further 
characterization (hereafter referred to as Helios isolates or 
Chroococcidiopsis sp. Helios). The phylogenetic analysis with the 
Chroococcidiopsis isolates and the 4–5 most similar sequences obtained 
in BLAST (NCBI database), shows that B13 and B14 are clustering 
together while B11 and B15 lie in a different branch (Figure 1).

3.2. Growth characterization of Helios 
isolates

To characterize the growth traits of the chosen isolates, the optical 
density at 750 nm (OD750nm) of Chroococcidiopsis sp. B11, B13, B14, and 
B15 was measured over 10 days in a range of salinity, pH, temperature, 
carbon, and nitrogen sources. The isolates displayed different growth 
rates in the conditions assayed (routine maintenance) and consisted of 
BG11 with pH 7.5, 30°C, 150 rpm, and continuous light (100 μmol 
photon m−2  s−1) (Figure  2 and Supplementary Table S4). The 
relationship between the cell concentration (cell density) and the 
corresponding optical density at 750 nm (OD750nm) for the different 
cyanobacteria was also obtained (Supplementary Table S4). 
Chroococcidiopsis sp. B15 was the fastest isolate with a doubling time 
of under 3 days. The other isolates had similar growth rates, being 
B11the lowest one with a doubling time of 6.6 days. All Helios isolates 
were pale green, rounded, and tended to be grouped mainly in pairs or 
tetrads. Chroococcidiopsis sp. B13 had the highest tendency to 
be  aggregated, gathering many tetrads during its growth. It was 
necessary to sonicate the culture before measurement.

Regarding salt stress, not all the isolates showed the same pattern of 
response to increasing NaCl concentration (Figure  3 and 
Supplementary Tables S5–S13). Statistical analysis showed that 
Chroococcidiopsis sp. B11 growth was clearly improved by the addition 
of 0.1 M NaCl, since the doubling time was shorter (from 6.7 to 2.8 days) 
and the maximal absorbance was similar to the control (BG11 medium) 
(Figure 3 and Supplementary Tables S5, S6). On the other hand, B15 
growth was sensitive to NaCl, with doubling time values longer (from 
2.4 days of the control to 8.3 days at 0.5 M NaCl) and maximum 
absorbance values lower than the control in all the concentrations of 
NaCl tested (Figure 3 and Supplementary Tables S11, S12). B13 was also 
affected by NaCl presence, mainly by decreasing the maximum 
absorbance values with the NaCl concentration (Figure  3 and 
Supplementary Tables S7, S8). Isolate B14 growth was affected mostly at 
0.5 M NaCl (Figure 3 and Supplementary Tables S9, S10). No growth 
was observed at 1 M of NaCl in all Chroococcidiopsis isolates.

The effect of pH on growth was also evaluated and the best pH for 
growth was the control with 7.5, for all the isolates 
(Supplementary Figure S1). Chroococcidiopsis sp. B13 was able to grow 
both at pH 7.5 (control) and 9 while the statistical analysis showed that 
there was not significant differences between these two conditions 
(Supplementary Table S7). For Chroococcidiopsis sp. B11, B14, and B15, 
no growth was detected when the pH was changed, although some 
cultures did not bleach.
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Not only pH but also temperature greatly affected the growth of 
Chroococcidiopsis sp. (Supplementary Figure S2). None of the isolates 
were able to grow at 50°C in liquid medium, and the cultures were 
bleached at the second day of the experiment. According to the statistical 
analysis the growth was significantly impaired at 4 and 40°C 
(Supplementary Tables S6, S8, S10, S12). However, at 40°C, after 10 days, 
the cultures remained green and viable.

Although we initially used nitrate as a source of nitrogen to grow 
the different Chroococcidiopsis isolates, the effect of its absence or the 
use of other nitrogen sources for the cell growth was assessed in liquid 
cultures. All nitrogen sources were prepared at 16 mM, the same 
concentration as NaNO3 used in BG11. Figure 4A shows the final 
OD750nm after 10 days using alternative nitrogen sources, such as urea 
or ammonium. None of the isolates were able to grow without any 
nitrogen source, which may be because they lacked the ability to fix 
atmospheric nitrogen in the conditions tested. Growth in the presence 
of ammonium was also closer to the result observed in BG110. 
However, even though all the isolates achieved the maximal 
absorbance with nitrate, it seems that urea could also be used as a 
nitrogen source for most of the isolates. In terms of the maximal 
absorbance only B13 isolate did not presented a significant difference 
to NaNO3 under urea concentrations of 16 mM (Figure  4A and 
Supplementary Table S8). The rest of assayed isolates were affected 

when growing in 8 mM urea and ammonium (Figure  4A and 
Supplementary Tables S6, S10, S12).

Considering that urea can be abundant in wastewater, in order to 
explore the possibility to use these strains in bioremediation, we tested 
the growth of the different isolates in BG11 with different concentrations 
of urea (Figure 4B). According to the statistical analysis, the doubling 
time (9.7 days) was not affected in strains B13 and B14 growing in the 
presence of urea (Supplementary Tables S7, S9) or even in the case of 
B11, a shorter doubling time was observed (from the control at 6.7 days 
to 2.1 days at 16 mM urea), indicating that the presence of urea, probably 
as an extra source of nitrogen, seems to improve this grow 
(Supplementary Table S5). By the contrary, the maximal absorbance of 
isolate B15 decreased in all urea treatments (8 and 16 mM) (Figure 4B 
and Supplementary Table S12). These results show that even though 
urea cannot replace NaNO3 as a nitrogen source, some isolates tolerate it.

Finally, Chroococcidiopsis isolates were tested for heterotrophic 
growth. We evaluated growth using glycerol and eight different sugars 
at 10 mM in BG11 agarized medium in complete darkness, and with the 
photosynthesis inhibitor DCMU at 10 μM final concentration for 
30 days. Chroococcidiopsis sp. B11, B13, B14, and B15 were able to grow 
heterotrophically in the presence of the disaccharides sucrose and 
maltose but not lactose (Table  3 and Supplementary Figure S3). 
Regarding monosaccharides, all the isolates tested seem to grow slowly 

TABLE 2 BLAST results obtained by querying the 16S/18S rRNA gene of the different cyanobacteria from a solar panel with GenBank.

Isolate ID Closest BLAST sequence Identity % Accession

B1 Oculatella coburnii WJT66-NPBG6A 99.73 KF761586.1

Oculatella mojaviensis CMT-3BRIN-NPC87 99.73 KF761572.1

B2 Oculatella coburnii WJT66-NPBG6A 100 KF761586.1

Oculatella mojaviensis CMT-3BRIN-NPC87 100 KF761572.1

B5 Oculatella coburnii WJT66-NPBG6A 100 KF761586.1

Oculatella ucrainica KZ-5-4-1 90.89 MG652620.1

B6 Oculatella coburnii WJT66-NPBG6A 99.73 KF761586.1

Oculatella mojaviensis CMT-3BRIN-NPC87 99.73 KF761572.1

B7 Diplosphaera chodatii strain SAG 49.86 98.85 MT078182.1

Diplosphaera chodatii strain SAG 9.82 98.85 MT078181.1

Diplosphaera chodatii strain SAG 2049 98.85 MT078180.1

B11 Chroococcidiopsis sp. CENA240 99.82 MN551907.1

Chroococcidiopsis sp. CCNUC3 99.33 MN544283.1

B13 Chroococcidiopsis sp. CENA246 100.00 MN551908.1

Chroococcidiopsis sp. CENA240 100.00 MN551907.1

Chroococcidiopsis sp. CCNUC1 100.00 MN544281.1

B14 Chroococcidiopsis sp. CENA246 100.00 MN551908.1

Chroococcidiopsis sp. CENA240 100.00 MN551907.1

Chroococcidiopsis sp. CCNUC1 100.00 MN544281.1

B15 Chroococcidiopsis sp. YRS 4a 95.33 KF908844.1

Chroococcidiopsis sp. SAG 2025 95.33 AM709635.1

B16 Myxacorys californica WJT24-NPBG12 99.1 MF996894.1

Myxacorys californica FI6-MK20 99.1 KJ939075.1

Myxacorys californica CMT-1FSIN-NPC23 99.1 KJ939073.1

D14 Coelastrella sp. QW-2019b 99.0 MH176108.1

UTEX1 Leptolyngbya sp. RV74 98.81 KP681566.1
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in glucose, while in fructose, only B13 and B14 isolates showed slight 
growth. Conversely, no growth was detected in mannose, galactose, 
arabinose, and glycerol for all the isolates tested.

3.3. Polysaccharide composition and biofilm 
assay

To further evaluate differences among isolates, the percentage of 
carbohydrate content was determined in the four Chroococcidiopsis 
isolates (Figure  5A). Isolate B15 with 6.22% had almost half the 
carbohydrate content of the isolates B11, B13, and B14 (10.32–12.43%). 
On the other hand, we measured the ability of Chroococcidiopsis isolates 
to form biofilms (Figure  5B). Here we  found that there are some 
differences among the isolates (Figure 5B). The only isolate that was not 
able to form biofilms was Chrooccocidiopsis sp. B11, which gave values 
similar to the control and Synechococcus 7942. The other isolates were 
able to form biofilms after 3 days without shaking, which is usual in 
extremophile bacteria (Figure 5B).

3.4. Effect of desiccation and UV-C exposure 
in Chroococcidiopsis isolates

Considering that the solar panel could be  subjected to periodic 
absences of water, we  investigated the desiccation-tolerance of 

Chroococcidiopsis isolates. Cultures were plated and subjected to 
dehydration for 3 months, 7 months, and 1 year, and then rewetted and 
cultured on solid BG11. Fresh cultures were used as non-desiccated 
controls. As shown in Figure 6, in terms of ability to form colonies and 
grow, the rewetted isolates differed little from the non-dried cultivated 
forms, indicating that all the isolates were drought-resistant. The same 
result was observed for almost all the isolates from the solar panel 
(Supplementary Figure S4). Synechocystis sp. PCC 6803, which was used 
as a non-resistant strain, was unable to grow after 3 months, the 
minimum time tested (Supplementary Figure S5). On the other hand, 
the effect of light was negative for dried cultures, as the plates kept in the 
conditions used for growth maintenance showed blue colonies and did 
not grow after rewetting (Supplementary Figure S5).

Since the genus Chroococcidiopsis has been already proposed as an 
ideal candidate for astrobiological applications by several authors 
(Verseux et al., 2016; Billi et al., 2019; Bothe, 2019), we wanted to present 
a preliminary approach to UV-C irradiance resistance. Along with the 
desiccation tolerance, the resistance of Helios isolates to UV-C 
irradiance was tested. Different doses were used: 250, 500, 750, and 
1,000 J m−2. Survival rates for all the isolates were similar (Figure 7) at 
above 50%, except for Chroococcidiopsis sp. B14, whose viability 
dropped below 30%. For comparison, the survival rate of E. coli, used as 
a UV-C-sensitive control, was around 0.02% at the first dose of UV-C 
exposure. In contrast, Synechococcus 7942, employed as medium UV-C-
resistant control, also survived more than E. coli but far less than 
Chroococcidiopsis sp. Helios.

3.5. Conjugal transfer by triparental mating

In order to have a panel of antibiotics that could be used as selective 
markers in genetic manipulations, the antibiotic sensitivity of 
Chroococcidiopsis isolates was evaluated for eight antibiotics in BG11 
agar media (Supplementary Table S13). All the isolates were sensitive to 
chloramphenicol, streptomycin, erythromycin, and neomycin, even at 
the lowest concentrations checked (25 μg mL−1), but they were resistant 
to kanamycin, spectinomycin, gentamicin, and nalidixic acid.

To determine if Helios isolates could be  transformed after 
conjugation with E. coli donor cells, a technique that has been used to 
introduce DNA into a wide variety of cyanobacteria, we performed 
triparental mating using pRK2013 as a conjugative plasmid, and 
different cargo plasmids (see Table 1). The chosen plasmids contain 
origins RSF1010, RK2, pBBR1, and pRO1600/ColE. Additionally, the 
RSF1010-derived plasmid, which included the CRISPR-Cas12(Cpf1) 
machinery, was tried. After conjugation, transconjugant colonies of B11, 
B13, B14, and B15 became apparent on selective mating plates after 
1 week (Figure 8A). These isolates showed robust growth after being 
transferred to fresh selective BG11 Cm (10 μg mL−1) plates and the 
presence of the plasmid in the transformed isolates was successfully 
confirmed by PCR (Figure 8B). Thereafter, these results demonstrate 
that broad host range plasmid vectors based on RSF1010, RK2, pBBR1, 
and pRO1600/ColE origins can be efficiently transferred to all the Helios 
isolates (Figure 8A).

To further explore the possibilities of heterologous expression in 
these new Chroococcidiopsis isolates, we  constructed the plasmid 
pSEVA351-YFP based on the conjugal vector pSEVA351 (Figure 9A). 
This plasmid contains the YFP under the constitutive synthetic promoter 
Pc223 (Markley et  al., 2015). The pSEVA351-YFP was transferred to 
Helios isolates by triparental mating. After verifying the presence of the 

FIGURE 1

Phylogenetic tree inferred from 16S rRNA gene sequences from the 
Chroococcidiopsis isolates from the solar panel samples. The tree was 
constructed using the neighbor-joining method in MEGA-X. The length 
of the scale bar indicates 0.2 substitutions per site. The percentages of 
bootstrap support of branches (>50%) are indicated at each node. The 
isolates from the solar panel are shown in bold.

https://doi.org/10.3389/fmicb.2023.982422
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org


Baldanta et al. 10.3389/fmicb.2023.982422

Frontiers in Microbiology 08 frontiersin.org

plasmid by PCR (Figure  9B), fluorescence was measured using 
Chrocococcidiopsis isolates harboring pSEVA351 (empty plasmid) and 
WT as controls (Figure 9C). The reporter was constitutively expressed 
in all the isolates, but the result was slightly lower in Chroococcidiopsis 
sp. B11.

4. Discussion

The diverse microbial niche found in the solar panel is home of an 
extremophilic community that could hold interesting biotechnological 
applications. So far, the bioprospection of the solar panel microbiome 
has resulted in finding pigmented bacteria with high potential as 
antioxidants (Tanner et al., 2019) or strains such as Arthrobacter sp. 
Helios or Exiguobacterium sp. Helios whose polyextremophilic 
characteristics suggest a high biotechnological potential (Castillo-López 
et al., 2021; Hernández-Fernández et al., 2022). In this work, we provide 
the first report and characterization of solar panel culturable 
cyanobacterial isolates that belonging to the orders 
Chroococcidiopsidales and Synechococcales, the latter including 
members of three genera-Leptolyngbya, Oculatella, and Myxacorys. 
These orders are also represented in other extremophile sites, such as the 
small water bodies in a cold high-mountain desert of Eastern Pamir, 
whose cyanobacterial taxonomic profile showed the presence of 
Synechococcales (47.1%), Nostocales (18.6%), Oscillatoriales (15.8%), 
Gloeobacterales (1.2%), Chroococcales (0.92%), and 
Chroococcidiopsidales (0.14%) orders (Khomutovska et  al., 2021). 

Finding the orders Chroococcidiopsidales and Synechococcales in these 
extreme sites suggests that they could also play a pioneering role, as 
suggested by Wang et al. (2020). In fact, as the primary colonizers of 
constrained environments, they form biofilms that could favor the 
formation to microbial associations as EPSs of cyanobacteria can adhere 
to the solid surface and functions as bioadhesives while protecting cells 
from physical damage (Li et al., 2001; Knowles and Castenholz, 2008; 
Rossi and De Philippis, 2015; Parwani et al., 2021).

From all the culturable cyanobacteria isolated from the 
Mediterranean solar panel, we have centered our analyses on certain 
culture samples that by optical microscope revealed the presence of 
round cells and growth as single-cells or small aggregates. The taxonomic 
classification and the phylogenetic analysis of 16S sequences confirmed 
that they were four different Chroococcidiopsis isolates (referred to as 
Helios isolates in this work). The presence of this genus in a solar panel 
is not surprising as several studies have shown that Chroococcidiopsis sp. 
withstands conditions that result from multiple cycles of drying and 
wetting and/or prolonged desiccation (Friedmann, 1993; Billi 
et al., 2001).

A better understanding of how different environmental factors affect 
the growth of the Chroococcidiopsis isolates in this work will provide a 
better insight into the potential of these isolates for further applications. 
In this study, we have tested how salt concentration, temperature, pH, 
desiccation, UV exposure, and the presence of other nitrogen/carbon 
sources affect the growth of Helios isolates.

Salt tolerance studies concerning members of the genus 
Chroococcidiopsis have showed that there are substantial differences 

A

B

FIGURE 2

Growth curves of Chroococcidiopsis sp. Helios isolates. (A) Bright-field photomicrographs of the chosen isolates taken at the same magnification (100X). 
(B) Growth curves of some of the isolates. The graph shows the average OD750nm of three biological replicates together with the standard deviation.
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among the isolates obtained from different environments, suggesting the 
existence of two groups: freshwater (those who fail to grow at 
concentrations above 250 mM of added sea salt) and salt-tolerant clades 
(moderate halophiles that require 250 to 500 mM of added sea salt for 
their optimal growth; Cumbers and Rothschild, 2014). On average, NaCl 
accounts for about 73% of the salt content in seawater, which 
corresponds to 437.5 mM (Cumbers and Rothschild, 2014). In our 
results (Figure 3), the Chroococcidiopsis isolates from the solar panel 
displayed a similar profile to the freshwater clade, being able to grow up 
to NaCl 250 mM (B11) or showing a growth sensitive to the presence of 
salt in the medium (B15). As growth is clearly affected by the presence 
of NaCl in several Chroococcidiopsis sp. Helios, adaptation processes of 
the candidate strains for their cultivation in seawater would be necessary.

pH and temperature are other important factors in the growth, 
establishment, and diversity of cyanobacteria. It has been generally 
reported that cyanobacteria prefer neutral pH for optimum growth 
(Nayak and Prasanna, 2007; Temraleeva et al., 2016); in fact, all the 
Helios isolates grow better at pH 7.5. Only the B13 isolate could tolerate 
pH 9.0 in liquid medium. Other cyanobacteria, such as Leptolyngbya sp., 
seem to resist higher pH levels (Taton et  al., 2012). In this work, 
Leptolyngbya sp. UTEX1 was kept in a culture medium with a pH of 9.5. 
Additionally, Helios isolates can be  classified as mesophilic as the 
maximum cell growth rate occurred at 30°C, with minimal survival at 
40°C when growing in liquid medium. These data are consistent with 

those published for other Chroococcidiopsis spp. (Ocampo-Friedmann 
et al., 1988; Dillon et al., 2002). It has been reported that the presence of 
water reduces the upper temperature survival limit compared to 
desiccated conditions, probably due to protein inactivation (Cockell 
et al., 2017). Considering that the Helios isolates came from a solar 
panel, their inability to grow at 50°C in liquid media could be explained 
because of the lack of water in their original ecological niche. In 
agreement with this, several works have shown that extreme arid 
conditions are endured better by organisms that can dehydrate prior to 
being exposed to these extremes, minimizing thermal and radiation 
damage (Cockell et al., 2017). Nevertheless, the growth of these isolates 
in liquid medium at 40°C is relevant, as most industrial applications are 
carried out in these conditions, with the advantage that when dried, 
these bacteria can survive and be reused. The desiccation resistance of 
Chroococcidiopsis sp. Helios will be discussed later.

Although it has been reported that some Chroococcidiopsis strains 
may meet the demand for biologically usable nitrogen by nitrogen 
fixation under microaerobic laboratory conditions (Rippka et al., 1979; 
Stewart, 1980), other strains do not have this ability and are dependent 
on a supply of combined nitrogen (e.g., NO3−, NH4+ or organic 
nitrogen; Billi and Caiola, 1996). Helios isolates are also dependent on 
sources of nitrogen in the medium. On the other hand, as some of the 
applications of cyanobacteria lie on residual waters which may contain 
different sources of nitrogen, we have also studied the tolerance of the 

FIGURE 3

Effect of NaCl concentration in Helios isolates growth. As a control, growth in BG11 medium was used. The graph shows the average of three biological 
replicates together with the standard deviation. The graphs show the average OD750nm of three biological replicates together with the standard deviation.
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Helios isolates to other sources of nitrogen apart from nitrates, present 
in the BG11 growth medium. Urea, a metabolite easily found in residual 
waters, was not toxic for Chroococcidiopsis sp. Helios, even though some 
strains like B14 and B15, failed to grow when it was used as a sole 
nitrogen source. Therefore, Helios isolates need a nitrogen source to 
grow, and this can be obtained from nitrates, urea, or both combined. 

This fact is promising in terms of industrial applications because it has 
been suggested that the use of NPK-fertilizers (an agricultural fertilizer) 
as culture media would reduce production costs in large-scale cultures 
for cyanobacteria farming (Montero-Lobato et al., 2020).

It has been reported that several bacterial groups are able to 
generate extracellular compounds to establish their niche and survive, 

A
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FIGURE 4

Effect of nitrogen source on the growth of Chroococcidiopsis sp. (A) OD750nm after 10 days of growth using different nitrogen sources. As control, BG11 was 
used (NaNO3 16 mM). In NH4Cl and urea treatments, NaNO3 in BG11 was substituted for urea or NH4Cl (16 mM). Alternatively, no nitrogen was added 
(BG110). (B) Tolerance to urea in the different Chroococcidiopsis isolates. Urea at 8 and 16 mM was added to BG11 complete medium (containing NaNO3 
16 mM). The graphs show the average OD750nm of three biological replicates together with the standard deviation.
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especially in arid regions. Specifically, bacteria use biofilms as a 
structure to resist adverse conditions (Derikvand et al., 2017; Wu et al., 
2021). Extremophiles have developed mechanisms that lead to the 
production of valuable substances in order to survive (Banerjee et al., 
2021). Part of the carbohydrates accumulate in cyanobacteria as 
exopolysaccharides (EPS), depending on species and cultivation 
conditions, and could contribute to biofilm formation, which protects 
cyanobacteria against ecological stresses, provides a moist environment, 
and favors cell aggregation (Potts, 1999; Rossi and De Philippis, 2015; 
Decho and Gutierrez, 2017). Regarding biotechnological applications, 
this shell of exopolysaccharides has potential uses in terms of 
commercial applications in industry [e.g., the dairy, cosmetics, research, 
agricultural, and petroleum industries (Rana and Upadhyay, 2020) or 
biomedicine (Mohd Nadzir et  al., 2021)]. As part of the further 
characterization of Chroococcidiopsis sp. Helios isolates, the 
carbohydrate content and biofilm formation ability were evaluated 
(Figure 5). The carbohydrate content of the Helios isolates is around 

11% for B11, B13, and B14 and approximately 5% for B15. These values 
are within those reported for different cyanobacteria (González-
Fernández and Ballesteros, 2012) and more concretely, for Spirulina 
maxima and Synechococcus (13–16% dry weight, Becker, 2003) or 
Synechocystis 6803 (10% dry weight, Patel et al., 2016). On the other 
hand, as aforementioned, cyanobacteria are often the first colonizers, 
so biofilm formation provides a structure that favors the development 
of microbial associations and protects them against severe conditions. 
In this sense, it has been reported that the dried biofilm of 
Chroococcidiopsis sp. CCMEE 029 could be revived after nearly 2 years 
of exposure to space vacuum (Mosca et al., 2021) and that the biofilm’s 
status helps combat stresses (Baque et al., 2013a; Billi et al., 2019). Apart 
from Chroococcidiopsis sp. B11, all the Helios isolates were capable of 
forming biofilms, reinforcing the idea of Chroococcidiopsis sp. as one of 
the cyanobacteria pioneering colonizers in the solar panel and a 
mechanism that would help these extremophiles to survive in such a 
harsh environment.

The solar panels in Valencia are exposed to radiation and low water 
availability with an optimized inclination to maximize insolation and 
without any source of substrate to attenuate radiation. Consequently, 
we expected to isolate cyanobacteria that were resistant to desiccation 
and UV-C exposure, as our data has confirmed. In fact, a marked 
feature of Chroococcidiopsis is its resistance to desiccation and 
irradiation, given that it is able to protect itself by living an endolithic 
mode of life, a few millimeters beneath the surface or on the underside 
of rocks, living mainly on nutrients brought in by wind and rain 
(Bothe, 2019).

Our results suggest that Helios isolates could provide a good model 
to study the desiccation process, as they can be revived after a year in 
harsh conditions (Figure 6). Broader knowledge concerning how these 
isolates could reach xerotolerance may open doors to biotechnological 
applications, from plant-associated bacteria that could be an alternative 
for fertilizers and pesticides to industrial uses (Garcia, 2011; Greffe and 
Michiels, 2020).

TABLE 3 Heterotrophic growth of Chroococcidiopsis isolates.

Chrooccocidipsis sp.

Carbon source B11 B13 B14 B15

Monosaccharide Glucose +/−− +/−− +/−− +/−−

Fructose − +/−− +/−− −

Mannose − − − −

Galactose − − − −

Arabinose − − − −

Disaccharide Sucrose + + + +

Maltose + + + +

Lactose − − − −

Alcohol Glycerol − − − −

+, robust growth; +/−−, small colonies; −, no growth.

A B

FIGURE 5

Carbohydrate content (A) and biofilm formation (B) in Chroococcidiopsis isolates. The bar charts show: (A) total carbohydrates content per cell (dried 
weight) (%), and (B) crystal violet staining quantification by measuring absorbance (Abs588 nm). S7942 is Synechococcus elongatus PCC 7942. Wells without 
cells were used as a control. The graphs show the average of three biological replicates together with the standard deviation.
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Regarding UV exposure, cyanobacteria are generally more 
resistant to UV radiation than many microorganisms, since they live 
in habitats where sunlight is a constant, so they usually possess 
mechanisms to avoid or counteract the damage produced. In fact, 

several strains of Chroococcidiopsis sp. have been shown to resist 
UV-C. On the other hand, a model bacterium for radiation studies 
because of its resistance is Deinococcus radiodurans, an 
extremophile commonly isolated from habitats exposed to periodic 

A B

FIGURE 6

Long-term desiccation tolerance in Chroococcidiopsis isolates. (A) Chroococcidiopsis sp. Helios colonies throughout the desiccation process. Fresh 
cultures were included as a control. (B) Growth observed after 2 weeks on BG11 post rewetting for 7-month and 1-year desiccated culture; a freshly 
streaked isolate was included as a control.

FIGURE 7

Viability of cyanobacterial cultures after exposure to UV-C radiation. The graph shows the averages of three biological replicates together with the standard 
deviation. The smaller graph shows the survival percentage just for Chroococcodiopsis sp. Helios.

https://doi.org/10.3389/fmicb.2023.982422
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org


Baldanta et al. 10.3389/fmicb.2023.982422

Frontiers in Microbiology 13 frontiersin.org

desiccation, for instance soil or strong environmental UV radiation 
as the high atmosphere (Krisko and Radman, 2013; Gerber et al., 
2015; Jin et  al., 2019; Bruckbauer and Cox, 2021). In this work, 
we evaluated the resistance of Helios isolates to UV-C exposure up 
to 1,000 J m−2 in liquid media, as most applications of extremophiles 
still depend on water solutions. The higher resistance to UV-C 
radiation found in the Helios isolates compared with E. coli was 
similar to what is described for Chroococcidiopsis sp. CCMEE 029 
(Baque et al., 2013b) Recently, the repair robustness of DNA lesions 
accumulated under Mars-like conditions was demonstrated and an 
overexpression of DNA repair genes has also been reported in this 
genus (Mosca et al., 2019; Napoli et al., 2022), mechanisms that 
could contribute to resilience and radiation-tolerance of 
this microorganism.

Finally, the use of Chroococcidiopsis as a biotechnological strain 
or even as a production platform requires the development of genetic 
toolboxes specific for them. pDU1 replicon of Nostoc sp. PCC 7524 
was successfully transferred to 3 out of 5 isolates of Chroococcidiopsis 
via conjugation or electroporation (Billi et al., 2001). In this study, 
we evaluated the genetic transformation of Helios isolates using four 
SEVA plasmids harboring different replicons: the RSF1010, the RK2 

replicon, the pBBR1, and the pRO1600/ColE origins (a hybrid of the 
pRO1600 origin and the ColE1 replication sequence). Most 
cyanobacteria admit replicative plasmids with the RSF1010 origin. 
The RK2 replication origin can replicate autonomously in 
Synechocystis but not pBBR1 or pRO1600/ColE origin (Vasudevan 
et  al., 2019). In our research, it was possible to transform Helios 
isolates with all the four replicons tried, expanding the replication 
origins available for this cyanobacterium. In other Chroococcidiopsis 
sp. strains, the failure to obtain transconjugants was suggested to 
be  due to the presence of genetic barriers, such as host-specific 
restriction endonucleases (Billi et al., 2001). However, in the Helios 
isolates presented here, the protection against foreign DNA by 
restriction systems did not appear to be  a significant barrier for 
genetic manipulation since conjugation was possible, which stands in 
opposition to what has been reported for other strains like Anabaena 
sp. strain PCC 7120 (Elhai et al., 1997).

In addition to the transformation results obtained, the transfer of 
a plasmid with the CRISPR-Cas12a technology (Figure 8) as well as 
the expression of YFP (Figure 9), together with the fact that the Helios 
isolates are extremophilic microorganisms, opens the door to their 
future study for astrobiological and biotechnological purposes. The 

A

B

FIGURE 8

Triparental mating in Chroococcidiopsis isolates. (A) Result of the spot triparental mating for B11, B13, B14, and B15 isolates. Different OD750nm were tested. 
(B) PCR confirmation of positive transformants of 7-day culture. Specific primers, amplifying chloramphenicol resistance gene in different plasmids, were 
used for verification (Supplementary Table S2): primers used for SEVA vectors (Oligo8/R24) yielded a 1 kb fragment; primers used for pSEVA with the 
CRISPR-Cas machinery (Oligo8/R24rv) yielded a 1.3 kb fragment. As positive controls, plasmid pSEVA351 (Control pSEVA) and pSEVA351-Cpf1 (Control 
Cpf1) were used; wild-type DNA of each isolate and water were used as negative controls.
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possibility of genomic editing through CRISPR could help us to 
understand the mechanisms involved in the resistance of these 
cyanobacteria or to develop higher tolerant strains. What is more, 
applying these genetic tools can lead to strain modifications for 
improved growth properties, and to the production of desired 
molecules, especially pigments like scytonemin, which has an 
important commercial value in cosmetics and medicine (Gao 
et al., 2021).

5. Conclusion

In this work we  have identified and characterized several 
Chroococcidiopsis isolates from a solar panel of a Mediterranean 
city. The findings of this genus in this extreme habitat reinforce its 
role as a pioneering colonizer strain. The study of the 
physicochemical parameters of the isolated isolates has shown us 
that they can resist irradiation up to 1,000 J m−2 and desiccation for 
long periods, being able to restore growth after 1 year.  
On the other hand, we have also shown that these Chroococcidiopsis 
isolates can be transformed with SEVA vectors, including one that 
harbors the Cpf1 nuclease, widely used in CRISPR-mediated 
editing processes. The capability to be genetically modified opens 
the door to new perspectives for these extremophile isolates, for 
instance their use in biotechnological applications or in  
astrobiology.
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FIGURE 9

Construction and evaluation of the pSEVA351-YFP as an expression vector in Chroococcidiopsis sp. Helios. (A) Map of the pSEVA351 carrying the YFP 
reporter under the promoter Pc223 (pSEVA351-YFP). (B) PCR confirmation of positive transformants of 7-day cultures. Specific primers SB80/81 amplifying 
chloramphenicol resistance gene were used for verification– pSEVA351 (empty plasmid); Y: pSEVA351-YFP; M: DNA marker (kb); PCR-: negative control (no 
DNA). (C) Fluorescence measurements of Chroococcidiopsis sp. Helios transformed with pSEVA351-YFP. As a control, WT and Helios isolates harboring 
pSEVA351 are shown. Relative YFP fluorescence in relation to OD750nm was quantified. The graph shows the average of three biological replicates together 
with the standard deviation.

https://doi.org/10.3389/fmicb.2023.982422
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org


Baldanta et al. 10.3389/fmicb.2023.982422

Frontiers in Microbiology 15 frontiersin.org

Acknowledgments

We would like to thank José Luis García and Beatriz Galán (CIB-
CSIC) for their technical support. We would also thank to Andrada 
Rusu (UCM) for her help in some of the studies. We are also grateful to 
the Iberoamerican network 320RT0005-Renuwal-Cyted.

Conflict of interest

The authors declare that the research was conducted in the absence 
of any commercial or financial relationships that could be construed as 
a potential conflict of interest.

Publisher’s note

All claims expressed in this article are solely those of the authors and 
do not necessarily represent those of their affiliated organizations, or 
those of the publisher, the editors and the reviewers. Any product that 
may be evaluated in this article, or claim that may be made by its 
manufacturer, is not guaranteed or endorsed by the publisher.

Supplementary material

The Supplementary material for this article can be found online  
at: https://www.frontiersin.org/articles/10.3389/fmicb.2023.982422/
full#supplementary-material

References
Allen, C. J., Lacey, R. F., Binder Bickford, A. B., Beshears, C. P., Gilmartin, C. J., and 

Binder, B. M. (2019). Cyanobacteria respond to low levels of ethylene. Front. Plant Sci. 
10:950. doi: 10.3389/fpls.2019.00950

Assunção, J., Amaro, H. M., Lopes, G., Tavares, T., Malcata, F. X., and Guedes, A. C. 
(2021). Exploration of marine genus Chroococcidiopsis sp.: a valuable source for antioxidant 
industry? J. Appl. Phycol. 33, 2169–2187. doi: 10.1007/s10811-021-02435-x

Azua-Bustos, A., González-Silva, C., and Fairén, A. G. (2022). The Atacama Desert in 
Northern Chile as an analog model of mars. Front. Astron. Space Sci. 8:810426. doi: 
10.3389/fspas.2021.810426

Baldanta, S., Guevara, G., and Navarro-Llorens, J. M. (2022). SEVA-Cpf1, a CRISPR-
Cas12a vector for genome editing in cyanobacteria. Microb. Cell Factories 21:103. doi: 
10.1186/s12934-022-01830-4

Banerjee, A., Sarkar, S., Govil, T., Gonzalez-Faune, P., Cabrera-Barjas, G., 
Bandopadhyay, R., et al. (2021). Extremophilic exopolysaccharides: biotechnologies and 
wastewater remediation. Front. Microbiol. 12:721365. doi: 10.3389/fmicb.2021.721365

Baque, M., Scalzi, G., Rabbow, E., Rettberg, P., and Billi, D. (2013a). Biofilm and 
planktonic lifestyles differently support the resistance of the desert cyanobacterium 
Chroococcidiopsis under space and Martian simulations. Orig. Life Evol. Biosph. 43, 
377–389. doi: 10.1007/s11084-013-9341-6

Baque, M., Viaggiu, E., Scalzi, G., and Billi, D. (2013b). Endurance of the endolithic 
desert cyanobacterium Chroococcidiopsis under UVC radiation. Extremophiles 17, 161–169. 
doi: 10.1007/s00792-012-0505-5

Becker, W. (2003). “Microalgae in human and animal nutrition” in Handbook of 
Microalgae Culture: Biotechnology and Applied Psychology. ed. A. Richmond (Oxford: 
Blackwell)

Billi, D. (2012). Plasmid stability in dried cells of the desert cyanobacterium 
Chroococcidiopsis and its potential for GFP imaging of survivors on earth and in space. 
Orig. Life Evol. Biosph. 42, 235–245. doi: 10.1007/s11084-012-9277-2

Billi, D., and Caiola, M. G. (1996). Effects of nitrogen limitation and starvation on 
Chroococcidiopsis sp. (Chroococcales). New Phytol. 133, 563–571. doi: 10.1111/j.1469-8137. 
1996.tb01925.x

Billi, D., Friedmann, E. I., Helm, R. F., and Potts, M. (2001). Gene transfer to the 
desiccation-tolerant cyanobacterium Chroococcidiopsis. J. Bacteriol. 183, 2298–2305. doi: 
10.1128/JB.183.7.2298-2305.2001

Billi, D., Staibano, C., Verseux, C., Fagliarone, C., Mosca, C., Baque, M., et al. (2019). Dried 
biofilms of desert strains of Chroococcidiopsis survived prolonged exposure to space and mars-
like conditions in low earth orbit. Astrobiology 19, 1008–1017. doi: 10.1089/ast.2018.1900

Boone, D.R., and Castenholz, R.W. (2001). Bergey’s Manual of Systematic Bacteriology. 
The Archaea and the Deeply Branching Phototrophic Bacteria. New York: Springer.

Bothe, H. (2019). The cyanobacterium Chroococcidiopsis and its potential for life on 
Mars. J. Astrobiol. Space Sci. Rev. 2, 398–412.

Bowker, M. A. (2007). Biological soil crust rehabilitation in theory and practice: an 
underexploited opportunity. Restor Ecol. 15, 13–23. doi: 10.1111/j.1526-100X.2006.00185.x

Bruckbauer, S. T., and Cox, M. M. (2021). Experimental evolution of extremophile 
resistance to ionizing radiation. Trends Genet. 37, 830–845. doi: 10.1016/j.tig.2021.04.011

Castillo-López, M., Galán, B., Carmona, M., Navarro Llorens, J. M., Peretó, J., Porcar, M., 
et al. (2021). Xerotolerance: a new property in Exiguobacterium genus. Microorganisms 
9:2455. doi: 10.3390/microorganisms9122455

Cockell, C. S., Brown, S., Landenmark, H., Samuels, T., Siddall, R., and Wadsworth, J. 
(2017). Liquid water restricts habitability in extreme deserts. Astrobiology 17, 309–318. doi: 
10.1089/ast.2016.1580

Cumbers, J., and Rothschild, L. J. (2014). Salt tolerance and polyphyly in the 
cyanobacterium Chroococcidiopsis (Pleurocapsales). J. Phycol. 50, 472–482. doi: 10.1111/
jpy.12169

Decho, A. W., and Gutierrez, T. (2017). Microbial extracellular polymeric 
substances (EPSs) in ocean systems. Front. Microbiol. 8:922. doi: 10.3389/
fmicb.2017.00922

Del Arco, J., Sanchez-Murcia, P. A., Mancheno, J. M., Gago, F., and Fernandez-Lucas, J. 
(2018). Characterization of an atypical, thermostable, organic solvent-and acid-tolerant 
2′-deoxyribosyltransferase from Chroococcidiopsis thermalis. Appl. Microbiol. Biotechnol. 
102, 6947–6957. doi: 10.1007/s00253-018-9134-y

Derikvand, P., Llewellyn, C. A., and Purton, S. (2017). Cyanobacterial metabolites as a 
source of sunscreens and moisturizers: a comparison with current synthetic compounds. 
Eur. J. Phycol. 52, 43–56. doi: 10.1080/09670262.2016.1214882

Dillon, J. G., Tatsumi, C. M., Tandingan, P. G., and Castenholz, R. W. (2002). Effect of 
environmental factors on the synthesis of scytonemin, a UV-screening pigment, in a 
cyanobacterium (Chroococcidiopsis sp.). Arch. Microbiol. 177, 322–331. doi: 10.1007/
s00203-001-0395-x

Dor, L., Carl, N., and Baldinger, I. (1991). Polymorphism and salinity tolerance as a 
criterion for differentiation of three new species of Chroococcidiopsis (Chroococcales). 
Algol. Stud. 64, 411–421.

Dorado-Morales, P., Vilanova, C., Pereto, J., Codoner, F. M., Ramon, D., and Porcar, M. 
(2016). A highly diverse, desert-like microbial biocenosis on solar panels in a 
Mediterranean city. Sci. Rep. 6:29235. doi: 10.1038/srep29235

Dubois, M., Gilles, K. A., Hamilton, J. K., Rebers, P. T., and Smith, F. (1956). Colorimetric 
method for determination of sugars and related substances. Anal. Chem. 28, 350–356. doi: 
10.1021/ac60111a017

Elhai, J., Vepritskiy, A., Muro-Pastor, A. M., Flores, E., and Wolk, C. P. (1997). 
Reduction of conjugal transfer efficiency by three restriction activities of Anabaena 
sp. strain PCC 7120. J. Bacteriol. 179, 1998–2005. doi: 10.1128/jb.179.6.1998-2005. 
1997

Elhai, J., and Wolk, C. P. (1988). Conjugal transfer of DNA to cyanobacteria. Methods 
Enzymol. 167, 747–754. doi: 10.1016/0076-6879(88)67086-8

Fagliarone, C., Mosca, C., Ubaldi, I., Verseux, C., Baque, M., Wilmotte, A., et al. (2017). 
Avoidance of protein oxidation correlates with the desiccation and radiation resistance of 
hot and cold desert strains of the cyanobacterium Chroococcidiopsis. Extremophiles 21, 
981–991. doi: 10.1007/s00792-017-0957-8

Friedmann, E.I. (1993). Extreme Environments, Limits of Adaptation and Extinction. 
Spanish Society for Microbiology, Barcelona, Spain.

Friedmann, E. I., and Ocampo, R. (1976). Endolithic blue-green algae in the dry valleys: 
primary producers in the antarctic desert ecosystem. Science 193, 1247–1249. doi: 10.1126/
science.193.4259.1247

Friedmann, E. I., and Ocampo-Friedmann, R. (1995). A primitive cyanobacterium as 
pioneer microorganism for terraforming mars. Adv. Space Res. 15, 243–246. doi: 10.1016/
s0273-1177(99)80091-x

Gao, X., Jing, X., Liu, X., and Lindblad, P. (2021). Biotechnological production of the 
sunscreen pigment scytonemin in cyanobacteria: PRogress and strategy. Mar. Drugs 
19:129. doi: 10.3390/md19030129

Garcia, A. H. (2011). Anhydrobiosis in bacteria: from physiology to applications. J. 
Biosci. 36, 939–950. doi: 10.1007/s12038-011-9107-0

Geitler, L. (1933). Diagnosen neuer Blaualgen von den Sunda-Inseln. Arch. Hydrobiol. 
Suppl. 8:622.

Gerber, E., Bernard, R., Castang, S., Chabot, N., Coze, F., Dreux-Zigha, A., et al. (2015). 
Deinococcus as new chassis for industrial biotechnology: biology, physiology and tools. J. 
Appl. Microbiol. 119, 1–10. doi: 10.1111/jam.12808

González-Fernández, C., and Ballesteros, M. (2012). Linking microalgae and 
cyanobacteria culture conditions and key-enzymes for carbohydrate accumulation. 
Biotechnol. Adv. 30, 1655–1661. doi: 10.1016/j.biotechadv.2012.07.003

https://doi.org/10.3389/fmicb.2023.982422
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org
https://www.frontiersin.org/articles/10.3389/fmicb.2023.982422/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fmicb.2023.982422/full#supplementary-material
https://doi.org/10.3389/fpls.2019.00950
https://doi.org/10.1007/s10811-021-02435-x
https://doi.org/10.3389/fspas.2021.810426
https://doi.org/10.1186/s12934-022-01830-4
https://doi.org/10.3389/fmicb.2021.721365
https://doi.org/10.1007/s11084-013-9341-6
https://doi.org/10.1007/s00792-012-0505-5
https://doi.org/10.1007/s11084-012-9277-2
https://doi.org/10.1111/j.1469-8137.1996.tb01925.x
https://doi.org/10.1111/j.1469-8137.1996.tb01925.x
https://doi.org/10.1128/JB.183.7.2298-2305.2001
https://doi.org/10.1089/ast.2018.1900
https://doi.org/10.1111/j.1526-100X.2006.00185.x
https://doi.org/10.1016/j.tig.2021.04.011
https://doi.org/10.3390/microorganisms9122455
https://doi.org/10.1089/ast.2016.1580
https://doi.org/10.1111/jpy.12169
https://doi.org/10.1111/jpy.12169
https://doi.org/10.3389/fmicb.2017.00922
https://doi.org/10.3389/fmicb.2017.00922
https://doi.org/10.1007/s00253-018-9134-y
https://doi.org/10.1080/09670262.2016.1214882
https://doi.org/10.1007/s00203-001-0395-x
https://doi.org/10.1007/s00203-001-0395-x
https://doi.org/10.1038/srep29235
https://doi.org/10.1021/ac60111a017
https://doi.org/10.1128/jb.179.6.1998-2005.1997
https://doi.org/10.1128/jb.179.6.1998-2005.1997
https://doi.org/10.1016/0076-6879(88)67086-8
https://doi.org/10.1007/s00792-017-0957-8
https://doi.org/10.1126/science.193.4259.1247
https://doi.org/10.1126/science.193.4259.1247
https://doi.org/10.1016/s0273-1177(99)80091-x
https://doi.org/10.1016/s0273-1177(99)80091-x
https://doi.org/10.3390/md19030129
https://doi.org/10.1007/s12038-011-9107-0
https://doi.org/10.1111/jam.12808
https://doi.org/10.1016/j.biotechadv.2012.07.003


Baldanta et al. 10.3389/fmicb.2023.982422

Frontiers in Microbiology 16 frontiersin.org

Greffe, V. R. G., and Michiels, J. (2020). Desiccation-induced cell damage in bacteria and 
the relevance for inoculant production. Appl. Microbiol. Biotechnol. 104, 3757–3770. doi: 
10.1007/s00253-020-10501-6

Hernández-Fernández, G., Galán, B., Carmona, M., Castro, L., and García, J. L. (2022). 
Transcriptional response of the xerotolerant Arthrobacter sp. Helios strain to PEG-induced 
drought stress. bioRxiv. doi: 10.1101/2022.07.26.501551

Jin, M., Xiao, A., Zhu, L., Zhang, Z., Huang, H., and Jiang, L. (2019). The diversity and 
commonalities of the radiation-resistance mechanisms of Deinococcus and its up-to-date 
applications. AMB Express 9:138. doi: 10.1186/s13568-019-0862-x

Khomutovska, N., de Los Rios, A., and Jasser, I. (2021). Diversity and colonization 
strategies of endolithic cyanobacteria in the Cold Mountain Desert of Pamir. 
Microorganisms 9:6. doi: 10.3390/microorganisms9010006

Knowles, E. J., and Castenholz, R. W. (2008). Effect of exogenous extracellular polysaccharides 
on the desiccation and freezing tolerance of rock-inhabiting phototrophic microorganisms. 
FEMS Microbiol. Ecol. 66, 261–270. doi: 10.1111/j.1574-6941.2008.00568.x

Krisko, A., and Radman, M. (2013). Biology of extreme radiation resistance: the way of 
Deinococcus radiodurans, a012765. Cold Spring Harb. Perspect. Biol. 5. doi: 10.1101/
cshperspect.a012765

Li, P., Harding, S. E., and Liu, Z. (2001). Cyanobacterial exopolysaccharides: their nature 
and potential biotechnological applications. Biotechnol. Genet. Eng. Rev. 18, 375–404. doi: 
10.1080/02648725.2001.10648020

Markley, A. L., Begemann, M. B., Clarke, R. E., Gordon, G. C., and Pfleger, B. F. (2015). 
Synthetic biology toolbox for controlling gene expression in the cyanobacterium 
Synechococcus sp. strain PCC 7002. ACS Synth. Biol. 4, 595–603. doi: 10.1021/sb500260k

Masuko, T., Minami, A., Iwasaki, N., Majima, T., Nishimura, S., and Lee, Y. C. (2005). 
Carbohydrate analysis by a phenol-sulfuric acid method in microplate format. Anal. 
Biochem. 339, 69–72. doi: 10.1016/j.ab.2004.12.001

Mohd Nadzir, M., Nurhayati, R. W., Idris, F. N., and Nguyen, M. H. (2021). Biomedical 
applications of bacterial exopolysaccharides: a review. Polymers 13:530. doi: 10.3390/
polym13040530

Montero-Lobato, Z., Fuentes, J. L., Garbayo, I., Ascaso, C., Wierzchos, J., Vega, J. M., et al. 
(2020). Identification, biochemical composition and phycobiliproteins production of 
Chroococcidiopsis sp. from arid environment. Process Biochem. 97, 112–120. doi: 10.1016/j.
procbio.2020.07.005

Mosca, C., Fagliarone, C., Napoli, A., Rabbow, E., Rettberg, P., and Billi, D. (2021). 
Revival of anhydrobiotic cyanobacterium biofilms exposed to space vacuum and 
prtemperate deserts: a cue for artificial inoculationlonged dryness: implications for future 
missions beyond low earth orbit. Astrobiology 21, 541–550. doi: 10.1089/ast.2020.2359

Mosca, C., Rothschild, L. J., Napoli, A., Ferre, F., Pietrosanto, M., Fagliarone, C., et al. 
(2019). Over-expression of UV-damage DNA repair genes and ribonucleic acid persistence 
contribute to the resilience of dried biofilms of the desert cyanobacetrium Chroococcidiopsis 
exposed to mars-like UV flux and long-term desiccation. Front. Microbiol. 10:2312. doi: 
10.3389/fmicb.2019.02312

Mühlenhoff, U., and Chauvat, F. (1996). Gene transfer and manipulation in the 
thermophilic cyanobacterium Synechococcus elongatus. Mol. Gen. Genet. 252, 93–100. doi: 
10.1007/BF02173209

Muñoz-Martín, M. A., Becerra-Absalon, I., Perona, E., Fernández-Valbuena, L., 
García-Pichel, F., and Mateo, P. (2019). Cyanobacterial biocrust diversity in Mediterranean 
ecosystems along a latitudinal and climatic gradient. New Phytol. 221, 123–141. doi: 10.1111/
nph.15355

Muñoz-Rojas, M., Román, J. R., Roncero-Ramos, B., Erickson, T. E., Merritt, D. J., 
AguilaCarricondo, P., et al. (2018). Cyanobacteria inoculation enhances carbon 
sequestration in soil substrates used in dryland restoration. Sci. Total Environ. 636, 
1149–1154. doi: 10.1016/j.scitotenv.2018.04.265

Napoli, A., Micheletti, D., Pindo, M., Larger, S., Cestaro, A., de Vera, J. P., et al. (2022). Absence 
of increased genomic variants in the cyanobacterium Chroococcidiopsis exposed to mars-like 
conditions outside the space station. Sci. Rep. 12:8437. doi: 10.1038/s41598-022-12631-5

Nayak, S., and Prasanna, R. (2007). Soil pH and its role in cyanobacterial abundance and 
diversity in rice field soils. Appl. Ecol. Environ. Res. 5, 103–113. doi: 10.15666/
aeer/0502_103113

Ocampo-Friedmann, R., Meyer, M. A., Chen, M., and Friedmann, E. I. (1988). 
Temperature response of Antarctic cryptoendolithic photosynthetic microorganisms. 
Polarforschung 58, 121–124. PMID: 11538353

Parwani, L., Bhatt, M., and Singh, J. (2021). Potential biotechnological applications of 
cyanobacterial exopolysaccharides. Braz. Arch. Biol. Technol. 64, 970–978. doi: 
10.1590/1678-4324-2021200401

Patel, V. K., Maji, D., Pandey, S. S., Rout, P. K., Sundaram, S., and Kalra, A. (2016). Rapid 
budding EMS mutants of Synechocystis PCC 6803 producing carbohydrate or lipid 
enriched biomass. Algal Res. 16, 36–45. doi: 10.1016/j.algal.2016.02.029

Porcar, M., Louie, K. B., Kosina, S. M., Van Goethem, M. W., Bowen, B. P., Tanner, K., 
et al. (2018). Microbial ecology on solar panels in Berkeley, CA, United States. Front. 
Microbiol. 9:3043. doi: 10.3389/fmicb.2018.03043

Potts, M. (1999). Mechanisms of desiccation tolerance in cyanobacteria. Eur. J. Phycol. 
34, 319–328. doi: 10.1080/09670269910001736382

Rana, S., and Upadhyay, L. S. B. (2020). Microbial exopolysaccharides: synthesis 
pathways, types and their commercial applications. Int. J. Biol. Macromol. 157, 577–583. 
doi: 10.1016/j.ijbiomac.2020.04.084

Rippka, R., Deruelles, J., Waterbury, J. B., Herdman, M., and Stanier, R. Y. (1979). 
Generic assignments, strain histories and properties of pure cultures of cyanobacteria. 
Microbiol. 111, 1–61. doi: 10.1099/00221287-111-1-1

Rossi, F., and De Philippis, R. (2015). Role of cyanobacterial exopolysaccharides in 
phototrophic biofilms and in complex microbial mats. Life 5, 1218–1238. doi: 10.3390/
life5021218

Silva-Rocha, R., Martínez-García, E., Calles, B., Chavarría, M., Arce-Rodríguez, A., de 
Las Heras, A., et al. (2013). The standard European vector architecture (SEVA): a coherent 
platform for the analysis and deployment of complex prokaryotic phenotypes. Nucleic 
Acids Res. 41, D666–D675. doi: 10.1093/nar/gks1119

Singh, H. (2018). Desiccation and radiation stress tolerance in cyanobacteria. J. Basic 
Microbiol. 58, 813–826. doi: 10.1002/jobm.201800216

Smith, H. D., Baque, M., Duncan, A. G., Lloyd, C., McKay, C., and Billi, D. (2014). 
Comparative analysis of cyanobacteria inhabiting rocks with different light transmittance 
in the Mojave Desert: a mars terrestrial analogue. Int. J. Astrobiol. 13, 271–277. doi: 
10.1017/S1473550414000056

Starr, R. C., and Zeikus, J. A. (1987). UTEX: the culture collection of algae at the 
University of Texas at Austin. J. Phycol. 23, 1–47.

Steen, A. D., Crits-Christoph, A., Carini, P., DeAngelis, K. M., Fierer, N., Lloyd, K. G., 
et al. (2019). High proportions of bacteria and archaea across most biomes remain 
uncultured. ISME J. 13, 3126–3130. doi: 10.1038/s41396-019-0484-y

Stewart, W. D. (1980). Some aspects of structure and function in N2-fixing cyanobacteria. 
Annu. Rev. Microbiol. 34, 497–536. doi: 10.1146/annurev.mi.34.100180.002433

Tanner, K., Martí, J. M., Belliure, J., Fernández-Méndez, M., Molina-Menor, E., Peretó, J., 
et al. (2018). Polar solar panels: Arctic and Antarctic microbiomes display similar 
taxonomic profiles. Environ. Microbiol. Rep. 10, 75–79. doi: 10.1111/1758-2229.12608

Tanner, K., Martorell, P., Genoves, S., Ramon, D., Zacarias, L., Rodrigo, M. J., et al. 
(2019). Bioprospecting the solar panel microbiome: high-throughput screening for 
antioxidant bacteria in a Caenorhabditis elegans model. Front. Microbiol. 10:986. doi: 
10.3389/fmicb.2019.00986

Tanner, K., Molina-Menor, E., Latorre-Pérez, A., Vidal-Verdú, À., Vilanova, C., Peretó, J., 
et al. (2020). Extremophilic microbial communities on photovoltaic panel surfaces: a two-
year study. Microb. Biotechnol. 13, 1819–1830. doi: 10.1111/1751-7915.13620

Tao, Y., Zhang, X., Au, D. W., Mao, X., and Yuan, K. (2010). The effects of sub-lethal 
UV-C irradiation on growth and cell integrity of cyanobacteria and green algae. 
Chemosphere 78, 541–547. doi: 10.1016/j.chemosphere.2009.11.016

Taton, A., Lis, E., Adin, D. M., Dong, G., Cookson, S., Kay, S. A., et al. (2012). Gene 
transfer in Leptolyngbya sp. strain BL0902, a cyanobacterium suitable for production of 
biomass and bioproducts. PLoS One 7:e30901. doi: 10.1371/journal.pone.0030901

Temraleeva, A. D., Dronova, S. A., Moskalenko, S. V., and Didovich, S. V. (2016). Modern 
methods for isolation, purification, and cultivation of soil cyanobacteria. Mikrobiologiia 
85, 369–380. doi: 10.1134/S0026261716040159

Vasavada, N. (2016). ANOVA with post-hoc Tukey HSD test calculator with scheffé, 
bonferroni and holm multiple comparison - input k, the number of treatments. Astatsa.
com. Available at: http://astatsa.com/OneWay_Anova_with_TukeyHSD (accessed January 
25, 2023)

Vasudevan, R., Gale, G. A. R., Schiavon, A. A., Puzorjov, A., Malin, J., Gillespie, M. D., 
et al. (2019). CyanoGate: a modular cloning suite for engineering cyanobacteria based on 
the plant MoClo syntax. Plant Physiol. 180, 39–55. doi: 10.1104/pp.18.01401

Verseux, C., Baque, M., Cifariello, R., Fagliarone, C., Raguse, M., Moeller, R., et al. 
(2017). Evaluation of the resistance of Chroococcidiopsis spp. to sparsely and densely 
ionizing irradiation. Astrobiology 17, 118–125. doi: 10.1089/ast.2015.1450

Verseux, C., Baqué, M., Lehto, K., De Vera, J., Rothschild, L., and Billi, D. (2016). 
Sustainable life support on mars – the potential roles of cyanobacteria. Int. J. Astrobiol. 15, 
65–92. doi: 10.1017/S147355041500021X

Wang, J., Zhang, P., Bao, J. T., Zhao, J. C., Song, G., Yang, H. T., et al. (2020). Comparison 
of cyanobacterial communities in temperate deserts: a cue for artificial inoculation of 
biological soil crusts. Sci. Total Environ. 745:140970. doi: 10.1016/j.scitotenv.2020.140970

Warren-Rhodes, K. A., Rhodes, K. L., Boyle, L. N., Pointing, S. B., Chen, Y., Liu, S., et al. 
(2007). Cyanobacterial ecology across environmental gradients and spatial scales in China’s 
hot and cold deserts. FEMS Microbiol. Ecol. 61, 470–482. doi: 10.1111/j.1574-6941.2007.00351.x

Watanabe, A. (1960). List of algal strains in collection at the Institute of Applied Microbiology, 
University of Tokyo. J. Gen. Appl. Microb. 6, 283–292. doi: 10.2323/jgam.6.283

Wierzchos, J., Casero, M. C., Artieda, O., and Ascaso, C. (2018). Endolithic microbial 
habitats as refuges for life in polyextreme environment of the Atacama Desert. Curr. Opin. 
Microbiol. 43, 124–131. doi: 10.1016/j.mib.2018.01.003

Wu, S., Yu, K., Li, L., Wang, L., and Liang, W. (2021). Enhancement of exopolysaccharides 
production and reactive oxygen species level of Nostoc flagelliforme in response to 
dehydration. Environ. Sci. Pollut. Res. Int. 28, 34300–34308. doi: 10.1007/
s11356-021-13051-0

Zhang, B., Li, R., Xiao, P., Su, Y., and Zhang, Y. (2016). Cyanobacterial composition and 
spatial distribution based on pyrosequencing data in the Gurbantunggut Desert, 
Northwestern China. J. Basic Microbiol. 56, 308–320. doi: 10.1002/jobm.201500226

Zhao, Y., Jia, R., and Wang, J. (2019). Towards stopping land degradation in drylands: 
water-saving techniques for cultivating biocrusts in situ. Land Degrad. Dev. 30, 2336–2346. 
doi: 10.1002/ldr.3423

https://doi.org/10.3389/fmicb.2023.982422
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org
https://doi.org/10.1007/s00253-020-10501-6
https://doi.org/10.1101/2022.07.26.501551
https://doi.org/10.1186/s13568-019-0862-x
https://doi.org/10.3390/microorganisms9010006
https://doi.org/10.1111/j.1574-6941.2008.00568.x
https://doi.org/10.1101/cshperspect.a012765
https://doi.org/10.1101/cshperspect.a012765
https://doi.org/10.1080/02648725.2001.10648020
https://doi.org/10.1021/sb500260k
https://doi.org/10.1016/j.ab.2004.12.001
https://doi.org/10.3390/polym13040530
https://doi.org/10.3390/polym13040530
https://doi.org/10.1016/j.procbio.2020.07.005
https://doi.org/10.1016/j.procbio.2020.07.005
https://doi.org/10.1089/ast.2020.2359
https://doi.org/10.3389/fmicb.2019.02312
https://doi.org/10.1007/BF02173209
https://doi.org/10.1111/nph.15355
https://doi.org/10.1111/nph.15355
https://doi.org/10.1016/j.scitotenv.2018.04.265
https://doi.org/10.1038/s41598-022-12631-5
https://doi.org/10.15666/aeer/0502_103113
https://doi.org/10.15666/aeer/0502_103113
https://doi.org/11538353
https://doi.org/10.1590/1678-4324-2021200401
https://doi.org/10.1016/j.algal.2016.02.029
https://doi.org/10.3389/fmicb.2018.03043
https://doi.org/10.1080/09670269910001736382
https://doi.org/10.1016/j.ijbiomac.2020.04.084
https://doi.org/10.1099/00221287-111-1-1
https://doi.org/10.3390/life5021218
https://doi.org/10.3390/life5021218
https://doi.org/10.1093/nar/gks1119
https://doi.org/10.1002/jobm.201800216
https://doi.org/10.1017/S1473550414000056
https://doi.org/10.1038/s41396-019-0484-y
https://doi.org/10.1146/annurev.mi.34.100180.002433
https://doi.org/10.1111/1758-2229.12608
https://doi.org/10.3389/fmicb.2019.00986
https://doi.org/10.1111/1751-7915.13620
https://doi.org/10.1016/j.chemosphere.2009.11.016
https://doi.org/10.1371/journal.pone.0030901
https://doi.org/10.1134/S0026261716040159
http://astatsa.com/OneWay_Anova_with_TukeyHSD
https://doi.org/10.1104/pp.18.01401
https://doi.org/10.1089/ast.2015.1450
https://doi.org/10.1017/S147355041500021X
https://doi.org/10.1016/j.scitotenv.2020.140970
https://doi.org/10.1111/j.1574-6941.2007.00351.x
https://doi.org/10.2323/jgam.6.283
https://doi.org/10.1016/j.mib.2018.01.003
https://doi.org/10.1007/s11356-021-13051-0
https://doi.org/10.1007/s11356-021-13051-0
https://doi.org/10.1002/jobm.201500226
https://doi.org/10.1002/ldr.3423

	First characterization of cultivable extremophile Chroococcidiopsis isolates from a solar panel
	1. Introduction
	2. Materials and methods
	2.1. Isolation and culture conditions
	2.2. Molecular identification and phylogenetic analysis
	2.3. Characterization of growth traits
	2.4. Heterotrophic growth
	2.5. Carbohydrate quantification
	2.6. Biofilm assay
	2.7. Desiccation-tolerance test
	2.8. UV-C irradiation test
	2.9. Antibiotic sensitivity evaluation
	2.10. Gene transfer by triparental mating
	2.11. Construction and evaluation of a recombinant plasmid based on the pSEVA 351

	3. Results
	3.1. Diversity of cyanobacteria isolated from the solar panel
	3.2. Growth characterization of Helios isolates
	3.3. Polysaccharide composition and biofilm assay
	3.4. Effect of desiccation and UV-C exposure in Chroococcidiopsis isolates
	3.5. Conjugal transfer by triparental mating

	4. Discussion
	5. Conclusion
	Data availability statement
	Author contributions
	Funding
	Conflict of interest
	Publisher’s note

	 References

